	RNA pol [6]
	Chromosomal location
	Log2 T-N

	RPA 194 (POLR1A)
	2p11.2
	No probe

	RPA135 (POLR1B)
	2q13
	No probe

	RPA40 (POLR1C)
	6p21.1
	1.41

	RPA 16 (POLR1D )
	13q12.2
	1.09

	RPA43 (TWISTNB )
	7p15.3
	1.17

	RPB7.6 (POLR2L)
	11p15
	0.86

	RPB17 (POLR2H)
	3q28
	0.34

	POLR2E
	19p13.3
	1.90

	
	
	
	

	Associated and

regulatory factors [6]
	
	
	

	PAF 49/ASE-1
	19q13.3
	1.73

	PAF53
	9p13.2
	0.95

	RRN3
	16p12
	1.39

	UBTF
	17q21.3
	0.92

	TTF1
	9q34.13
	0.47

	ERCC2
	19q13.3
	0.44

	GTF2H2
	5q12.2-q13.3
	-0.04

	CDK7
	5q12.1
	0.52

	TCEA1
	8q11.2
	0.65

	CDC2L5
	7p13
	0.12

	TCOF1
	5q32-q33.1
	1.65

	WRN
	8p12-p11.2
	-0.05

	TOP1
	20q12-q13.1
	-0.76

	
	
	
	

	Other selectivity complex factors
	
	
	

	TBP
	6q27
	0.31

	TAF1A
	1q42
	1.8 low signal

	TAF1B
	2p25
	n d

	TAF1C
	16q24
	0.70

	
	
	
	

	Regulatory kinases
	
	
	

	CSNK2A1 (CKII)
	20p13
	0.92

	CDK4
	12q14
	2.34

	CCND1 (cyclin D1)
	11q13
	2.35

	CDK2
	12q13
	1.77

	CCNE1
	19q12
	1.74

	ERK1/MAPK3
	16p11.2
	-0.41

	ERK2/MAPK1
	22q11.21
	0.04


Supplementary Table 1
Values represent log 2 ratio differences between the median of MSS or MSI samples and matching normal mucosa for selected genes comprising RNA pol I and II, associated and regulatory factors as described [6]. Transcription factors and kinases that regulate RNA pol I that have been cited on the text are also included.
