Supplemenatry figure S5.

1400

1000 /
== |ndividual_A_Ohr
800 / - = Individual_A_18hr
== Individual_B_0Ohr
/ Individual_B_18hr
600 === |ndividual_C_0Ohr
== Individual_C_18hr

'_\
N
o
o

400 -

200 ~

The number of phylotype obtained (OTUs)

0 T T T T T 1
0 2000 4000 6000 8000 10000
The number of sample analyzed (reads)



