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Online Supporting Information S7. Independent dataset for studying 
the Arg-methylation. It contains 75 samples, of which 20 are positive 
and 55 negative. None of the samples listed here occurs in Online 
Supporting Information S3.  
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QDRGGRGRGGG 
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GGYEPRGRGGG 
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GGRGGRGGMGG 
MGGSDRGGFNK 
YGDDRRGGRGG 
DRRGGRGGYDR 
RGGYDRGGYRG 
DRGGYRGRGGD 
GGYRGRGGDRG 
GRGGDRGGFRG 
DRGGFRGGRGG 
GGGNGRGGRGR 
NGRGGRGRGGP 
RGGRGRGGPMG 
GGPMGRGGYGG 
SGGGGRGGFPS 
GGGQQRAGDWK 
MNFSWRNECNQ 
KGGAKRHRKVL 
GAKRHRKVLRD 
HRKVLRDNIQG 
TKPAIRRLARR 
KPAIRRLARRG 
IRRLARRGGVK 
RGGVKRISGLI 
IYEETRGVLKV 
LENVIRDAVTY 
TEHAKRKTVTA 
VYALKRQGRTL 
LKRQGRTLYGF 
TKQTARKSTGG 
ASKAARKAAPA 
VKKPHRYRPPT 
KPHRYRPPTVA 
PTVALREIRRY 
ALREIRRYQKS 
LREIRRYQKST 
TELLIRKLPFQ 
KLPFQRLVREI 
FQRLVREIAQD 
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AIHGKRVTIQP 
DMQLARRLRGE 
MQLARRLRGER 
LARRLRGERSS 
RLRGERSSSSS 
TKQTARKSTGG 
ATKAARKSAPA 
VKKPHRFRPGT 
KPHRFRPGTVA 
GTVALREIRKY 
ALREIRKYQKS 
TELLIRKLPFQ 
KLPFQRLVREI 
FQRLVREIAQD 
FKTDLRFQSSA 
AIHAKRVTIMP 
DIQLARRIRGE 
IQLARRIRGER 
LARRIRGERAA 
RIRGERAAAAA 
GKMDSRGEHRQ 
SRGEHRQDRRE 
EHRQDRRERPY 
HRQDRRERPYY 
QDRRERPYYYY 
KFGGPRDQGSR 
RDQGSRHDSEQ 
NLYTDRETGKL 
VSFATRRADFN 
SFATRRADFNR 


