Online Supporting Information S7. Independent dataset for studying
the Arg-methylation. It contains 75 samples, of which 20 are positive
and 55 negative. None of the samples listed here occurs in Online
Supporting Information S3.

Sample # Protein ID Site Sequences
1 P62805 4 MMMSGRGKGGK
2 028009 211 ODRGGRGRGGG
3 028009 213 RGGRGRGGGGG
4 028009 229 GGYEPRGRGGG
5 028009 231 YEPRGRGGGRG
6 028009 235 GRGGGRGGRGG
7 028009 238 GGRGGRGGMGG
8 028009 246 MGGSDRGGFNK
9 028009 460 YGDDRRGGRGG
10 028009 463 DRRGGRGGYDR
11 028009 468 RGGYDRGGYRG
12 028009 472 DRGGYRGRGGD
13 028009 474 GGYRGRGGDRG
14 028009 478 GRGGDRGGFRG
15 028009 482 DRGGFRGGRGG
16 028009 370 GGGNGRGGRGR
17 028009 373 NGRGGRGRGGP
18 028009 375 RGGRGRGGPMG
19 028009 381 GGPMGRGGYGG
20 028009 394 SGGGGRGGFPS
21 028009 409 GGGQQRAGDWK
22 028009 428 MNFSWRNECNQ
23 P62805 18 KGGAKRHRKVL
24 P62805 20 GAKRHRKVLRD
25 P62805 24 HRKVLRDNIQG
26 P62805 36 TKPAIRRLARR
27 P62805 37 KPAIRRLARRG
28 P62805 40 IRRLARRGGVK
29 P62805 46 RGGVKRISGLI
30 P62805 56 IYEETRGVLKV
31 P62805 68 LENVIRDAVTY
32 P62805 79 TEHAKRKTVTA
33 P62805 93 VYALKRQGRTL
34 P62805 96 LKROQGRTLYGF
35 P10651 9 TKQTARKSTGG
36 P10651 27 ASKAARKAAPA
37 P10651 41 VKKPHRYRPPT
38 P10651 43 KPHRYRPPTVA
39 P10651 50 PTVALREIRRY
40 P10651 53 ALREIRRYQKS
41 P10651 54 LREIRRYQKST
42 P10651 64 TELLIRKLPFQ
43 P10651 70 KLPFOQRLVREI
44 P10651 73 FORLVREIAQD
45 P10651 84 FKTDLRFQSSA
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