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Query ID gi|118468679]|ref|YP 887965.1] Database Name nr
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hypothetical protein K875_04270

[Mycobacterium tuberculosis TKK-01- 255 255 100% 1e-84 72% KBZ61319.1

0051]

peptidoglycan-binding protein 62.4 624 22% 3e-12 62% WP_029404272.1

[Mycobacterium tuberculosis]

hypothetical protein [Mycobacterium ¢, 5 119 23% 3e-11 61% WP_029401579.1
tuberculosis] -

hypothetical protein [Mycobacterium

tuberculosis] 58.9 924 23% 7e-11 56% WP_031742300.1
?uysgt:jgcs;ziasllprotem [Mycobacterium 585 58.5 23% 7611 56% WP 0316786124
Tuytf’ec’fiiﬁ?s']pr°te'” Mycobacterium ¢4 175 23% 9e-11 62% WP_029398816.1
mycolyltransferase |l [Mycobacterium 63.2 349 23% 9e-11 64% KCG34533.1
tuberculosis KT-0057]

?uybp;tchjgcs;?sllprotem [Mycobacterium 585 95.5 23% 1610 56% WP 0294010034
?Jg;?jﬂgi}prmem Mycobacterium 58.2 58.2 23% 2e-10 56% WP_031699806.1
hypothetical protein [Mycobacterium 58.0 105 23% 2610 56% WP 0317482401

tuberculosis]
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http://www.ncbi.nlm.nih.gov/protein/686069218?report=genbank&log$=prottop&blast_rank=4&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657336660?report=genbank&log$=prottop&blast_rank=6&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid77643%20[ORGN]&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=96S3KF5E015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid77643%20[ORGN]&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=96S3KF5E015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Web&PAGE_TYPE=BlastHome
http://blast.ncbi.nlm.nih.gov/Blast.cgi?PAGE=Proteins&PROGRAM=blastp&PAGE_TYPE=BlastSearch&BLAST_SPEC=
http://www.ncbi.nlm.nih.gov/protein/657341876?report=genbank&log$=prottop&blast_rank=3&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686083196?report=genbank&log$=prottop&blast_rank=10&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685966353?report=genbank&log$=prottop&blast_rank=5&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/sites/entrez?cmd=Search&db=protein&term=YP_887965.1&dopt=GenBank
ftp://ftp.ncbi.nlm.nih.gov/pub/factsheets/HowTo_NewBLAST.pdf
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid77643%20[ORGN]&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=96S3KF5E015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
http://www.ncbi.nlm.nih.gov/protein/685995911?report=genbank&log$=prottop&blast_rank=9&RID=96S3KF5E015
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid77643%20[ORGN]&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=96S3KF5E015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=96S3KF5E015
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_SEARCH_STATE=4&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid77643%20[ORGN]&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=96S3KF5E015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=3&HSP_SORT=3
http://www.ncbi.nlm.nih.gov/protein/625886366?report=genbank&log$=prottop&blast_rank=7&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/625009562?report=genbank&log$=prottop&blast_rank=1&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657347353?report=genbank&log$=prottop&blast_rank=2&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657340636?report=genbank&log$=prottop&blast_rank=8&RID=96S3KF5E015
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hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
canettii]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
canettii]

hypothetical protein [Mycobacterium
canettii]

mycolyltransferase |l [Mycobacterium
tuberculosis BTB12-211]

mycolyltransferase |l [Mycobacterium
tuberculosis KT-0025]

hypothetical protein [Mycobacterium
tuberculosis]

mycolyltransferase Il [Mycobacterium
tuberculosis TKK_02_0058]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]
hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

mycolyltransferase Il [Mycobacterium
tuberculosis XTB13-234]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
canettii]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

hypothetical protein [Mycobacterium
tuberculosis]

mycolyltransferase |l [Mycobacterium
tuberculosis H3367]
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58.5 22% 2e-10
114 23% 3e-10
156 23% 4e-10
168 26% 4e-10
162 23% 5e-10
171 23% 5e-10
173 23% 5e-10
229 23% 5e-10
229 23% 5e-10
173 23% 5e-10
285 23% 5e-10
168 23% 6e-10
168 23% 6e-10
168 23% 6e-10
168 23% 6e-10
281 23% 6e-10
172 23% 6e-10
172 22% 6e-10
172 22% 6e-10
172 22% 6e-10
170 23% 1e-09
110 36% 2e-09
222 23% 2e-09
170 22% 2e-09
169 23% 3e-09
167 25% 3e-09
112 23% 4e-09
112 23% 8e-09
283 23% 9e-09
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WP_031677397.1

WP_031716657.1

WP_015289732.1

WP_031737836.1

WP_015302928.1

WP_015292837.1

KCR30552.1

KBM47586.1

WP_023642574.1

KBX09438.1

WP_031738033.1

WP_031683131.1

WP_031654254.1

WP_031728693.1

WP_024918601.1

WP_031725665.1

WP_031701099.1

WP_031647528.1

WP_029402188.1

WP_031695766.1

WP_031743204.1

KBS02001.1

WP_031722178.1

WP_014000699.1

WP_029404273.1

WP_031739705.1

WP_031688871.1

KBF26265.1
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http://www.ncbi.nlm.nih.gov/protein/624755820?report=genbank&log$=prottop&blast_rank=21&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685990309?report=genbank&log$=prottop&blast_rank=31&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/640478332?report=genbank&log$=prottop&blast_rank=26&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686036378?report=genbank&log$=prottop&blast_rank=27&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686055671?report=genbank&log$=prottop&blast_rank=15&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/505102630?report=genbank&log$=prottop&blast_rank=14&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/623681791?report=genbank&log$=prottop&blast_rank=19&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/505105735?report=genbank&log$=prottop&blast_rank=17&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685967964?report=genbank&log$=prottop&blast_rank=11&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686040520?report=genbank&log$=prottop&blast_rank=25&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685981284?report=genbank&log$=prottop&blast_rank=38&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685997585?report=genbank&log$=prottop&blast_rank=28&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/622953631?report=genbank&log$=prottop&blast_rank=39&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686019573?report=genbank&log$=prottop&blast_rank=13&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/560884867?report=genbank&log$=prottop&blast_rank=20&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686056017?report=genbank&log$=prottop&blast_rank=22&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685909789?report=genbank&log$=prottop&blast_rank=29&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686071054?report=genbank&log$=prottop&blast_rank=32&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/505115826?report=genbank&log$=prottop&blast_rank=16&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657347354?report=genbank&log$=prottop&blast_rank=36&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/624241347?report=genbank&log$=prottop&blast_rank=33&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685959387?report=genbank&log$=prottop&blast_rank=12&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/627008085?report=genbank&log$=prottop&blast_rank=18&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685973903?report=genbank&log$=prottop&blast_rank=23&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657343188?report=genbank&log$=prottop&blast_rank=30&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686059452?report=genbank&log$=prottop&blast_rank=37&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685917417?report=genbank&log$=prottop&blast_rank=24&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/503766623?report=genbank&log$=prottop&blast_rank=35&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686030953?report=genbank&log$=prottop&blast_rank=34&RID=96S3KF5E015
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hypothetical protein 57.0 279 23% 1e-08 63% EQM21360.1
GuangZ0019_1718 [Mycobacterium

tuberculosis GuangZ0019]

mycolyltransferase Il [Mycobacterium

tuberculosis TB_RSA38] 56.6 224 23% 1e-08 63% KB092989.1
?uyggrjgz?sllprotem [Mycobacterium 56.6 153 23% 1008 63% WP 031661255.1
?uybp;Tjgcs:?SI]protem [Mycobacterium 56.6 113 23% 1008 63% WP 024754067 1
?uyg):r?ljgc;iasllprotem [Mycobacterium 56.6 113 23% 16-08 63% WP 031664783 1
mycolyliansferase J;[]Mywbade”“m 56.2 167 23% 1e-08 63% KCG16868.1
Fuy:;?jgcs:?sllprotem [Mycobacterium 56.6 168 23% 16-08 63% WP 031729870.1
?uysé)rtchjgz?sllprotem [Mycobacterium 56.6 164 23% 10.08 63% WP 0316824551
ruyg);?jgz‘?sl]pmtem (Mycobacterium 56.6 168 23% 1e-08 63% WP_031734897.1
?uyggrrjngsl]proteln [Mycobacterium 56.6 168 23% 10-08 63% WP 031716044.1
?uybp;Tjgc:SI]protem [Mycobacterium 56.6 168 23% 10.08 60% WP 031751377 1
hypothetical protein HKBT2_1374 o ) o

[Mycobacterium tuberculosis BT2] 56.6 168 23% 1e-08 63% AHJ46171.1
MULTISPECIES: hypothetical protein

[Mycobacterium tuberculosis 56.6 168 23% 1e-08 63% WP_003406625.1
complex]

:‘uy;);rjg‘;?sllpmte'n [Mycobacterium 54 ¢ 168 23% 16-08 63% WP_031729357.1
?uyg)eorrjg(;ll]protem [Mycobacterium 56.6 168 239% 1008 63% WP 0316477654
MULTISPECIES: hypothetical protein

[Mycobacterium tuberculosis 56.6 113 23% 1e-08 63% WP_010950518.1
complex]

?uygsr?jgc;iasllprotem [Mycobacterium 56.6 155 23% 16-08 63% WP 031694028 1
?uygg’t:jgcsziasllprotem [Mycobacterium 56.6 166 23% 1008 63% WP 0038065711
Fuy:;Tjgz?SI]proteln [Mycobacterium 56.6 168 23% 16-08 63% WP 003904589 1
?uylf;t‘jgzz]pmte'” Mycobacterium 54 168 23% 1e-08 63% WP_031746695.1
?uyt?;tchjgt:sllprotem [Mycobacterium 56.6 164 23% 1008 63% WP 0316836051
ruyg);?j:;(;?sl]pmtem (Mycobacterium 56.6 113 23% 1e-08 63% WP_031733083.1
?uyggrrjngsl]protem [Mycobacterium 56.6 112 23% 10-08 63% WP 031739612.1
?uybp;Tjgc:SI]protem [Mycobacterium 56.6 168 23% 10.08 63% WP 0317519621
?uyfeor?jgz?;]pmte'” [Mycobacterium 54 ¢ 168 23% 1e-08 63% WP_031660508.1
?uygg’l:jgzéiisllprotem (Mycobacterium 56.6 168 23% 1e-08 63% WP_031734369.1
Fuybp;?jgcs:?sllprotem [Mycobacterium 56.6 168 23% 1008 63% WP 0316577021
hypothetical protein [Mycobacterium 56.6 107 23% 1-08 63% WP 019830540.1

tuberculosis]
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http://www.ncbi.nlm.nih.gov/protein/685921405?report=genbank&log$=prottop&blast_rank=66&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686049959?report=genbank&log$=prottop&blast_rank=48&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/585515431?report=genbank&log$=prottop&blast_rank=51&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/499252978?report=genbank&log$=prottop&blast_rank=55&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/623930094?report=genbank&log$=prottop&blast_rank=41&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/625868148?report=genbank&log$=prottop&blast_rank=45&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686046823?report=genbank&log$=prottop&blast_rank=61&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685974429?report=genbank&log$=prottop&blast_rank=60&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685973100?report=genbank&log$=prottop&blast_rank=47&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686020007?report=genbank&log$=prottop&blast_rank=49&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686041469?report=genbank&log$=prottop&blast_rank=53&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/639881274?report=genbank&log$=prottop&blast_rank=43&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685925705?report=genbank&log$=prottop&blast_rank=64&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685910109?report=genbank&log$=prottop&blast_rank=54&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686079940?report=genbank&log$=prottop&blast_rank=59&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/490003664?report=genbank&log$=prottop&blast_rank=57&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/532537426?report=genbank&log$=prottop&blast_rank=40&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/490001645?report=genbank&log$=prottop&blast_rank=58&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685931024?report=genbank&log$=prottop&blast_rank=44&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685987739?report=genbank&log$=prottop&blast_rank=56&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686091380?report=genbank&log$=prottop&blast_rank=63&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686059261?report=genbank&log$=prottop&blast_rank=62&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686042231?report=genbank&log$=prottop&blast_rank=46&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686049181?report=genbank&log$=prottop&blast_rank=65&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685926493?report=genbank&log$=prottop&blast_rank=42&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/489501727?report=genbank&log$=prottop&blast_rank=52&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/518668847?report=genbank&log$=prottop&blast_rank=67&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686090086?report=genbank&log$=prottop&blast_rank=50&RID=96S3KF5E015
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MULTISPECIES: hypothetical protein

} . 56.6 168 23% 1e-08 63% WP_003910319.1
[Mycobacterium tuberculosis
complex]
?uyg);'?jg(s:?sl]pmtem Mycobacterium 56.6 168 23% 1e-08 63% WP_031718476.1
?uyggrjgz?sllprotem [Mycobacterium 56.6 168 22% 1008 60% WP 031697158.1
?uybp;Tjgcs:?SI]protem [Mycobacterium 56.6 112 23% 1008 63% WP 0317255111
?uyg’;t:jgz?;]pmtem [Mycobacterium 54 ¢ 163 23% 1e-08 63% WP_029401577.1
?uygec;t:jgcsziasllprotem [Mycobacterium 56.6 168 23% 1008 63% WP 0316537501
mycolytirans f;;zzzg]wycwade””m 56.6 160 22% 1e-08 63% KBT47326.1
mycolylrans E;?SSZ'L[]MVCObaCte”“m 56.6 111 22% 1e-08 63% KCF81928.1
?uybp;tchjgt:sllprotem [Mycobacterium 56.2 112 23% 1008 63% WP 031695280.1
ruyg)(;?jg(;?sl]pmtem Mycobacterium 56.6 159 22% 1e-08 63% WP_029399667.1
mycolyltransferase |l [Mycobacterium o ] o
tuberculosis BTB08-022] 562 56.2 22% 1e-08 63% KC053466.1
?uybp;Tjgc:SI]protem [Mycobacterium 56.6 166 23% 10.08 56% WP 031696050.1
[S{)‘;‘:Lﬂ:;i?:gggig“"ywba"te””m 56.6 167 23% 1e-08 63% KAN23112.1
?uykf)eort:lﬁgcs;iasl]prc)tem [Mycobacterium 56.2 110 23% 1e-08 56% WP_031727331.1
Fuybp‘;?jgcs:?sllprotem [Mycobacterium 558 110 22% 1008 63% WP 031737597 1
?uyg’;t‘jg?s']pmte'” (Mycobacterium 54 ¢ 166 22% 1e-08 63% WP_031686648.1
?uybp;t:jngsllprotem [Mycobacterium 56.2 85.9 22% 1008 63% WP 0316786134
?uybp:r?ljg(;?sl]pmtem Mycobacterium 56.2 88.6 22% 1e-08 63% WP_031679079.1
?uyg);mgﬁsl]pmtem Wyeobacterium 6.2 11 22% 1e-08 63% WP_031699807.1
hypothetical protein 1Q43_03965 56.2 56.2 22% 16-08 63% AIH20377.1
[Mycobacterium tuberculosis]
?uyg);?jg?sl]pmtem (Mycobacterium 56.2 99.0 22% 1e-08 63% WP_025686908.1
?uybpeortchlﬁgcs;iasl]pr()tem [Mycobacterium 56.2 56.2 22% 1e-08 63% WP_031695282.1
Fuybp;?jgcsz?sllprotem [Mycobacterium 56.2 95.5 22% 1008 63% WP 0038163194
mycolytivans E?;f] Il Mycobacterium  g¢ 5 56.2 22% 1e-08 63% KAX16386.1
?uybp;t:jgcs;ziasllprotem [Mycobacterium 56.2 56.2 22% 10.08 63% WP 0316624551
peptidoglycan-binding protein 51.2 51.2 18% 3e-08 59% WP_031744498.1
[Mycobacterium tuberculosis]
mycolyltransferase Il [Mycobacterium 543 543 22% 6008 61 KCJ48237 1
tuberculosis TB_RSA118] ’ ’ ° ° RCJ .
hypothetical protein IU16_04040 516 516 21% 4e-07 61% AIH63307.1
[Mycobacterium tuberculosis]
hypothetical protein 1Q47_04010 50.1 501 20% 26.06 60% AH34911 1

[Mycobacterium tuberculosis]
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http://www.ncbi.nlm.nih.gov/protein/685927910?report=genbank&log$=prottop&blast_rank=92&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685989419?report=genbank&log$=prottop&blast_rank=76&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/490007480?report=genbank&log$=prottop&blast_rank=68&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686036171?report=genbank&log$=prottop&blast_rank=71&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/626725711?report=genbank&log$=prottop&blast_rank=78&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685977979?report=genbank&log$=prottop&blast_rank=83&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685992041?report=genbank&log$=prottop&blast_rank=70&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685966356?report=genbank&log$=prottop&blast_rank=84&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/490013689?report=genbank&log$=prottop&blast_rank=90&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/622129344?report=genbank&log$=prottop&blast_rank=91&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/625832345?report=genbank&log$=prottop&blast_rank=75&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/669042129?report=genbank&log$=prottop&blast_rank=87&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686038725?report=genbank&log$=prottop&blast_rank=81&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/669086080?report=genbank&log$=prottop&blast_rank=95&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/647234628?report=genbank&log$=prottop&blast_rank=88&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685989422?report=genbank&log$=prottop&blast_rank=89&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685916891?report=genbank&log$=prottop&blast_rank=73&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/669057336?report=genbank&log$=prottop&blast_rank=96&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686022472?report=genbank&log$=prottop&blast_rank=69&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686074854?report=genbank&log$=prottop&blast_rank=93&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/621119506?report=genbank&log$=prottop&blast_rank=80&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685990686?report=genbank&log$=prottop&blast_rank=79&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685995912?report=genbank&log$=prottop&blast_rank=86&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657338332?report=genbank&log$=prottop&blast_rank=77&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/624388485?report=genbank&log$=prottop&blast_rank=74&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685967969?report=genbank&log$=prottop&blast_rank=85&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657341874?report=genbank&log$=prottop&blast_rank=72&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686055280?report=genbank&log$=prottop&blast_rank=82&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/626208240?report=genbank&log$=prottop&blast_rank=94&RID=96S3KF5E015

18/12/2014 NCBI Blastref|YP_887965| (208 letters)

hypothetical protein [Mycobacterium

) 48.5 48.5 20% 6e-06
tuberculosis]

Alignments

hypothetical protein K875_04270 [Mycobacterium tuberculosis TKK-01-0051]

Sequence ID: gb|KBZ61319.1| Length: 202 Number of Matches: 1
Range 1: 1 to 202

60%

Score Expect Method Identities Positives Gaps Frame
255 bits(651) 1e-84() Compositional matrix adjust. 150/208(72%) 163/208(78%) 6/208(2%)
Features:
Query 1 MGDTLTAGQKLERGGSLQSGNGAYTLTLQDDGNLVLYARDKAVWSTGTNGQDVVRAEVQT 60
M DTLT GQKL RG SL S NGAYTLTL+DDGNLVL +R +A+WST T GQ+VVRAEV
Sbjct 1 MSDTLTGGQKLVRGESLASNNGAYTLTLEDDGNLVLASRGQALWSTSTEGQNVVRAEVQP 60
Query 61 DGNFVLYTAEKPVWHTDTKGKKEVKLVLQDDRNLVLYAKDGPAWSSKTDTTEPPPPAPEP 120
DGNFVLYTA+KPVWHTDTKGKK+VKLVLQDDRNLVLYA DGPAWS+ T+T PPPPAPE
Sbjct 61 DGNFVLYTADKPVWHTDTKGKKDVKLVLQDDRNLVLYAADGPAWSTHTETDSPPPPAPEA 120
Query 121 EKEAEVAPAAAEEAAPAPVAEPAPAEPAPAAPPPAPPAPRTYTVVSGDTLWAIAERFYGD 180
i A A VA+ APAE A P PA RTYTV SGDTLWAIAERFYGD
Sbjct 121 ------ AADEPAAQAEEAVADEAPAEVAAEPAPEPEPAARTYTVASGDTLWAIAERFYGD 174
Query 181 GSKYQQIADASGIANPDLIHPGQVLTIP 208
G++YQ IADASGI+NPDLI PGQVLTIP
Sbjct 175 GNRYQAIADASGISNPDLIQPGQVLTIP 202
peptidoglycan-binding protein, partial [Mycobacterium tuberculosis]
Sequence ID: refl[WP_029404272.1| Length: 53 Number of Matches: 1
Range 1: 7 to 53
Score Expect Method Identities Positives Gaps Frame
62.4 bits(150) 3e-12() Compositional matrix adjust. 29/47(62%) 37/47(78%) 0/47(0%)
Features:
Query 162 YTVVSGDTLWAIAERFYGDGSKYQQIADASGIANPDLIHPGQVLTIP 208
YTVV+GDTL A+A RFYGD Y+ IA ASGIA+PD+++ GQ L +P
Sbjct 7 YTVVAGDTLSALALRFYGDAELYRLIAAASGIADPDVVNVGQRLIMP 53
hypothetical protein, partial [Mycobacterium tuberculosis]
Sequence ID: refl[WP_029401579.1| Length: 101 Number of Matches: 2
Range 1: 56 to 101
Score Expect Method Identities Positives Gaps Frame
60.5 bits(145) 3e-11() Compositional matrix adjust. 28/46(61%) 36/46(78%) 0/46(0%)
Features:
Query 162 YTVVSGDTLWAIAERFYGDGSKYQQIADASGIANPDLIHPGQVLTI 207
YTVV+GDTL A+A RFYGD Y+ IA ASGIA+PD+++ GQ L +
Sbjct 56 YTVVAGDTLSALALRFYGDAELYRLIAAASGIADPDVVNVGQRLIM 101
Range 2: 4 to 51
Score Expect Method Identities Positives Gaps Frame
58.9 bits(141) 1e-10() Compositional matrix adjust. 27/48(56%) 37/48(77%) 0/48(0%)
Features:

T+ VV+G+TL A+A RFYGD Y+ IA ASGIA+PD+++ GQ L

Query 161 TYTVVSGDTLWAIAERFYGDGSKYQQIADASGIANPDLIHPG§VLTIB 208
+
Sbjct 4 THAVVAGETLSALALRFYGDAELYRLIAAASGIADPDVVNVGQRLIMP 51

hypothetical protein, partial [Mycobacterium tuberculosis]

http://blast.ncbi.nim.nih.gov/Blast.cgi#aligninfo
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http://www.ncbi.nlm.nih.gov/protein/657347353?report=genbank&log$=protalign&blast_rank=2&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/657341876?report=genbank&log$=protalign&blast_rank=3&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/685973483?report=genbank&log$=prottop&blast_rank=97&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/625009562?report=genbank&log$=protalign&blast_rank=1&RID=96S3KF5E015

18/12/2014 NCBI Blastref|YP_887965| (208 letters)

Sequence ID: ref[WP_031742300.1| Length: 76 Number of Matches: 2
Range 1: 4 to 51

Score Expect Method Identities Positives Gaps Frame

58.9 bits(141) 7e-11() Compositional matrix adjust. ~ 27/48(56%) 37/48(77%) 0/48(0%)

Features:

Query 161 TYTVVSGDTLWAIAERFYGDGSKYQQIADASGIANPDLIHPGQVLTIP 208
. T+ VV+G+TL A+A RFYGD Y+ IA ASGIA+PD+++ GQ L +P
Sbjct 4 THAVVAGETLSALALRFYGDAELYRLIAAASGIADPDVVNVGQRLIMP 51

Range 2: 56 to 74

Score Expect Method Identities Positives Gaps Frame

33.5 bits(75) 0.098() Compositional matrix adjust.  14/19(74%) 17/19(89%) 0/19(0%)

Features:
Query 162 YTVVSGDTLWAIAERFYGD 180

. YTVV+G+TL A+A RFYGD
Sbjct 56  YTVVAGETLSALALRFYGD 74

hypothetical protein, partial [Mycobacterium tuberculosis]

Sequence ID: ref|[WP_031678612.1| Length: 65 Number of Matches: 1
Range 1: 4 to 51

Score Expect Method Identities Positives Gaps Frame

58.5 bits(140) 7e-11() Compositional matrix adjust.  27/48(56%) 37/48(77%) 0/48(0%)

Features:
Query 161 TYTVVSGDTLWAIAERFYGDGSKYQQIADASGIANPDLIHPG§VLTIP 208

T+ VV+G+TL A+A RFYGD Y+ IA ASGIA+PD+++ GQ L +P
Sbjct 4 THAVVAGETLSALALRFYGDAELYRLIAAASGIADPDVVNVGQRLIMP 51
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http://www.ncbi.nlm.nih.gov/protein/685966353?report=genbank&log$=protalign&blast_rank=5&RID=96S3KF5E015
http://www.ncbi.nlm.nih.gov/protein/686069218?report=genbank&log$=protalign&blast_rank=4&RID=96S3KF5E015

