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The effects of acupuncture on osteoarthritis (OA) pathogenesis have been demonstrated in vitro and in animal models. However,
the potential for acupuncture to mediate protective effects on obese-induced OA has not been examined. Here, we investigated the
effects of different acupuncture patterns on OA pathogenesis in high-fat diet- (HFD-) induced obese rats. After 12-week diet-
induced obesity, obese rats were treated with three acupuncture protocols for 2 weeks, including ST36, GB34, and ST36+GB34.
The results showed that the three acupuncture protocols both prevented obesity-induced cartilage matrix degradation and MMP
expression and mitigated obesity-induced systemic and local inflammation but had different regulatory effects on lipid
metabolism and gut microbiota disorder of obese-induced OA rats. Furthermore, the three acupuncture protocols increased the
microbial diversity and altered the structure of community of feces in obese rats. We found that ST36 and GB34 could inhibit
proinflammatory shift in the gut microbiome with an increase in the ratio of Bacteroidetes/Firmicutes and promote the recovery
of relative abundance of Clostridium, Akkermansia, Butyricimonas, and Lactococcus. Although both ST36 and GB34 had an
anti-inflammatory effect on serum inflammatory mediators, only the acupuncture protocol with both ST36 and GB34 could
effectively inhibit LPS-mediated joint inflammation in obesity rats. Therefore, relieving obesity-related chronic inflammation,
lipid metabolism disorder, and gut microbiota disorder may be an important mechanism for acupuncture with ST36 and GB34
to promote OA recovery.

1. Introduction

Osteoarthritis (OA) is a common chronic disorder of the
joints, characterized by progressive loss of articular cartilage,
osteophytes, and synovitis. In OA pathogenesis, obesity is
regarded as a risk factor for the onset and increased rate of
progression of metabolic OA in joints [1]. Historically, exces-
sive weight increases the mechanical loads on the knee joint
to result in wear and tear on joints, which is the most likely
mechanism through which obesity contributes to OA [2].
However, it has been shown that obesity is also a risk factor
for OA in non-weight-bearing joints, like hand and wrist

[3], which indicates that excessive joint load cannot fully
explain the link between OA and obesity.

Emerging evidence suggests that adipose tissue inflamma-
tion and disturbed lipid metabolism may be sufficient to lead
to the onset and progression of OA [4–6]. There is abundant
research data suggesting that intrinsic inflammatory media-
tors secreted by adipocytes and macrophages play a major role
in inhibiting the synthesis of the major extracellular matrix
(ECM) components and exacerbating local inflammation dur-
ing the initiation and perpetuation of the OA process [7, 8].
Obesity-related hyperlipemia is characterized by low systemic
levels of high-density lipoprotein (HDL) and high levels of

Hindawi
BioMed Research International
Volume 2020, Article ID 9380965, 16 pages
https://doi.org/10.1155/2020/9380965

https://orcid.org/0000-0001-8328-0180
https://orcid.org/0000-0002-6982-2737
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1155/2020/9380965


total cholesterol (TC), triglyceride (TG), and oxidized low-
density lipoprotein (ox-LDL) [9]. Previous studies have
pointed out that high serum TC and TG levels and lack of
HDL have been linked to progression of cartilage loss in knee
OA [10, 11]. In particular, lack of HDL predisposes mice to
osteoarthritis following long-term exposure to high-fat diet
(HFD) [12]. Furthermore, high systemic ox-LDL can promote
VEGF release to induce the secretion of cartilage-destructive
factors, such as catabolic enzymes MMP-1, MMP-3, and
MMP-13 and proinflammatory mediators IL-1β, IL-6, and
TNF-α [13–15]. In return, these proinflammatory mediators
induce damage to cartilage, synovium, and subchondral bone
by upregulating catabolic enzymes to degrade ECM [8].

Furthermore, new evidence suggests that the gut microbi-
ota, through activating innate immune responses that result
in systemic inflammation, represent a possible mechanistic
link to metabolically induced OA [16]. It is currently estab-
lished that activation of inflammation in obesity is also
caused by shifts in the gut microbiota [17, 18]. Notably,
HFD promotes disorder of the gut microbiota and enhances
translocation of the bacterial membrane component lipo-
polysaccharide (LPS) into the bloodstream to conduct sys-
temic and local inflammation [19]. Generally, this evidence
emphasizes the pivotal roles for hyperlipemia and the gut
microbiota in obesity-induced osteoarthritis. Accordingly,
measures to reduce obesity and its related factors are
regarded as effective strategies for inhibiting OA progression.

Acupuncture, a method of Chinese medicine, has been
shown to balance pro- and anti-inflammatory cytokines,
increase the release of neuropeptides and opioids, and regu-
late vasodilatation, via insertion of thin needles into specific
points on the body [20]. Acupuncture may be a safe alterna-
tive to current pharmacological therapies for patients with
osteoarthritis of the knee [21], but it is necessary to empha-
size the specific acupuncture protocol of treatment best
suited for OA in the future research, including duration
and frequency of treatments, specific optimal acupoints for
OA, and evaluation of acupuncture as adjuvant or as alterna-
tive treatment. Liangqiu (ST34), Dubi (ST35), and Xuehai
(SP10), known as “knee three needling,” are the most fre-
quently used acupoints in traditional acupuncture therapy
of OA [22], and many acupuncture protocols with specific
optimal acupoints based on “knee three needling,” such as
supplementing Zusanli (ST36) and/or Yanglingquan
(GB34), have been derived from clinical experiences. ST36
and GB34 acupoints have been tried for anti-inflammatory
and analgesia effects of acupuncture stimulation [23–25],
and the anti-inflammatory effect of the ST36 acupoint has
been employed to treat obesity-related inflammatory diseases
[26, 27]. However, the potential protective effects of tradi-
tional acupuncture protocols with ST36 and GB34 acupoints
on obesity-induced OA remain unknown.

The aim of the present study was to investigate the effects
of different acupuncture patterns on OA pathogenesis in
HFD-induced obese rats. To address this objective, we
employed an HFD-induced obesity model of knee OA and
examined the impact of three electroacupuncture patterns
ST36, GB34, and ST36+GB34 on OA pathogenesis of HFD-
induced obese rats based on the traditional OA protocol.

2. Method

2.1. Animals and Diets. Thirty 8-week-old male SD rats,
housed individually on a 12h dark/light cycle, were
purchased from a specific pathogen-free facility (Chengdu
Dossy Experimental Animals Co., Ltd., Chengdu, China)
and maintained at Southwest Medical University with stan-
dard monitoring thereafter. Animals were allocated to the
HFD-induced obesity group (diet-induced obesity (DIO):
40% of total energy from fat, 45% of total energy from
sucrose, Diet #102412, Dyets, Inc.) or the standard control
chow diet group (12% fat, 3.7% sucrose, Lab Diet 5001) for
a 12-week ad libitum feeding intervention. The HFD con-
sisted of the following (g/100 g): casein (20.0), sucrose
(49.9), soybean oil (10.0), lard (10.0), Alphacel (5.0), AIN-
93M mineral mix (3.5), AIN-93 vitamin mix (1.0), DL-
methionine (0.3), and choline bitartrate (0.25). The energy
densities of the HFD and chow diets were 4.60 kcal/g and
3.34 kcal/g, respectively. All rats were weighed with an elec-
tronic scale per two weeks.

2.2. Electroacupuncture Manipulation. After a 12-week obe-
sity induction period, DIO animals, whose body weight was
overweight (more than 30% of the average body weight of
control rats), were randomly divided into four groups (six
per group): (i) diet-induced obese knee osteoarthritis models
(DIO-KOA), (ii) diet-induced obesity following electroacu-
puncture on the ST36 acupoint (DIO-ST36), (iii) diet-
induced obesity following electroacupuncture on the GB34
acupoint (DIO-GB34), (iv) diet-induced obesity following
electroacupuncture on the ST36 and GB34 acupoints (DIO-
ST36+GB34).

All the animals of DIO-ST36, DIO-GB34, and DIO-
ST36+GB34 groups were all given electroacupuncture
stimulation with the “knee three needling” acupoints of
ST34 (Liangqiu, 2mm deep), ST35 (Dubi, 2mm deep),
and SP10 (Xuehai, 3mm deep). Differently, the animals
in the DIO-ST36 group were inserted with acupuncture
needles on ST36 (Zusanli, 5mm deep), the animals in
the DIO-GB34 group were inserted with acupuncture nee-
dles on GB34 (Yanglingquan, 4mm deep), and the ani-
mals in the DIO-ST36+GB34 group were simultaneously
inserted with acupuncture needles on ST36 and GB34.
During acupuncture, animals were awake and immobilized
using special cages to minimize stress. The disposable ster-
ile acupuncture needles (0:3mm × 13mm) (Huatuo Medi-
cal Instruments Company, Suzhou, China) were inserted
into those acupoints at a depth of 3mm and connected
to a HANS-200 electric stimulator (Han Shi, Nanjing,
China) with an intensity of 2-3mA and a frequency of
30Hz for 10min. Electroacupuncture manipulation was
performed once daily for two weeks, alternately at the left
and right sides of these points. Animals of the control and
DIO-KOA groups were fixed for 10min in the same way
without electroacupuncture.

2.3. Measurement of Serum Total Cholesterol, Triglyceride,
High-Density Lipoprotein, and Low-Density Lipoprotein. All
rats were sacrificed after 2-week electroacupuncture
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treatment. Blood samples were collected from the abdominal
aorta and were centrifuged at 1000× g for 15min and stored
at -80°C. Serum total cholesterol (TC), triglycerides (TG),
high-density lipoprotein (HLD), and low-density lipoprotein
(LDL) were determined using commercial kits (Bio-Technol-
ogy and Science Inc., Beijing, China). All experimental proto-
cols were performed according to the manufacturer’s
instructions.

2.4. Assessment of OA. Joints were harvested by cutting the
femur and tibia/fibula 2 cm above and below the joint line.
Whole left knee joints were removed by dissection, were fixed
in 4% paraformaldehyde for 24 h, and were decalcified in
10% EDTA-Na2 for two months at room temperature. After
the joints underwent dehydration and paraffin embedding,
serial sagittal sections (5μm) were cut from the whole medial
compartment of the joint. The sections were stained sequen-
tially with haematoxylin, fast green, and safranin-O stains
(Fisher Scientific, MA, USA) and were examined microscop-
ically. Sections were examined and scored for OA degenera-
tion using a modified Mankin scoring system to describe
the volumetric damage in each joint [28]. Five areas were
evaluated: the medial and lateral tibial plateau, the medial
and lateral femoral condyle, and the patella. The grading sys-
tem included four categories: cartilage structure (six points),
cartilage cells (three points), staining (four points), and tide-
mark integrity (two points). A maximum score of 14 points
was possible, while normal cartilage received a score of zero
points.

2.5. Immunohistochemistry. Briefly, tissue sections were incu-
bated overnight at 4°C with an anti-rat MMP-1 antibody and
anti-rat MMP-13 antibody, respectively (1 : 100; Boster Bio-
technology, Wuhan, Hubei, China) and then with an appro-
priate secondary antibody (Boster Biotechnology, Wuhan,
China) at 37°C. After 30min, bound antibodies were visual-
ized using peroxidase-conjugated avidin and diaminobenzi-
dine according to the manufacturer’s instructions (Boster
Biotechnology, Wuhan, China). Cartilage areas were
selected, and staining signals were quantified and averaged
using the ImageJ program (Media Cybernetics, Carlsbad,
CA, USA).

2.6. Measurement of Cytokine, Growth Factor, Adipokine,
and LPS in Serum and Articular Synovial Fluid. Synovial fluid
was collected shortly after sacrifice using the Whatman chro-
matography paper method [29]. Synovial fluid from the left
and right limbs of each animal was pooled for quantification.
Serum and synovial fluid cytokines (MIP-1α, MIP-2, IP-10,
IL-1α, TNF-α, and MCP-1), VEGF, and leptin were quanti-
fied by ELISA (Cusabio, Wuhan, Hubei, China). LPS level
in serum and synovial fluid was evaluated using the Endo-
Zyme Recombinant Factor C Assay (Hyglos GmbH, Ger-
many). All experimental protocols were performed
according to the manufacturers’ instructions.

2.7. Western Blotting. Arthrodial cartilage was used for pro-
tein extraction. After arthrodial cartilage collection, the
arthrodial cartilage of rats was crushed using a mortar
and pestle in liquid nitrogen and then lysed with RIPA

buffer in the presence of 1% protease inhibitor cocktail
(Roche, Basel, Switzerland). Protein from cell cultures
was also extracted using RIPA buffer. The supernatant
was collected after centrifugation at 12,000 g and 4°C for
30min. Protein concentration was quantified with the
BCA Protein Assay Kit (Generay, Shanghai, China). After
being denatured in boiling for 5min in SDS sample buffer,
40μg of total protein was separated by 6%-15% SDS-
PAGE, blotted onto PVDF membranes, and then probed
with the following antibodies (Cell Signaling Technology,
Danvers, MA, USA): monoclonal anti-TLR4 antibody,
monoclonal anti-NF-κB p65 antibody, monoclonal anti-
NF-κB phosphorylated p-65 (P-p65) antibody, and mouse
anti-β-action antibody, conjugated to horseradish peroxi-
dase, which were used as secondary antibodies. Protein
bands were visualized by incubation with BeyoECL Plus
(P0018, Beyotime, China) for 1min and imaged by a Gel
Image System (Tanon, 5200, China). Densitometry was
performed by using the enhanced chemiluminescence
(ECL) detection system (Thermo Scientific, Rockford, IL,
USA).

2.8. 16S rRNA Bacterial Sequencing. Fecal pellets from three
rats per group were freshly harvested from rats after sacri-
fice and immediately frozen at -80°C. DNA was extracted
using the ZR Fecal DNA Extraction Kit (Zymo Research,
CA, USA) as directed by the manufacturer. 16S ribosomal
DNA (rDNA) was amplified with Phusion High-Fidelity
Polymerase (Thermo Fisher Scientific) and dual-indexed
primers specific to the V3-V4 hypervariable regions
(319F: 5′ ACTCCTACGGGAGGCAGCAG 3′, 806R: 3′
ACTCCTACGGGAGGCAGCAG 5′). Amplicons were
pooled and paired-end sequenced on Illumina MiSeq (Illu-
mina) in Shanghai Personal Biotechnology Co., Ltd.
(Shanghai, China). The Quantitative Insights Into Micro-
bial Ecology (QIIME, v1.8.0) pipeline was employed to
process the sequencing data, as previously described.
Sequence processing and microbial composition analysis
were performed with the Quantitative Insights Into Micro-
bial Ecology (QIIME) software package version 1.9.1. After
quality filters, the remaining high-quality sequences were
clustered into operational taxonomic units (OTUs) at
97% sequence using the reference-based USEARCH
(version 5.2) pipeline in QIIME, using the May 2013
release of the Greengenes 99% OTU database as a closed
reference. The raw data and sequencing sample informa-
tion have been submitted to the SILVA database to be
classified.

2.9. Statistical Analysis. Data were presented as the mean ±
standard deviation (SD). The SPSS software package 19.0
(SPSS Inc., Chicago, IL, United States) was used for the statis-
tical calculations in this study. After verification of a normal
or nonnormal distribution, two-tailed Student’s t-test and
post hoc ANOVA were performed to analyze the variables
of normal distribution. When data was not normally distrib-
uted, it was log-transformed. A p value less than 0.05 was
considered significant.
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3. Results

3.1. Electroacupuncture Attenuated Lipid Metabolic Disorders
Induced by High-Fat Diet. To model the pathological process
of the knee osteoarthritis (KOA) of obesity in humans, rats
were fed with HFD for 12 weeks to induce obesity, and the
body weight of HFD-fed rats was overweight compared with
chow-fed rats (Figure 1(a)). Thereafter, those diet-induced
obesity rats were divided into four groups to receive 2-week
electroacupuncture treatments.

Interestingly, we found that electroacupuncture treat-
ments of ST36, GB34, and ST36+GB34 could not reduce
the body weight of obesity rats (Figure 1(b)) and the amount
of food intake (data not shown) but attenuated lipid meta-
bolic disorders induced by HFD. As shown in Figure 1(c),
obesity rats of the DIO-KOA group showed a disturbed lipid
metabolism characterized by low serum levels of HDL and
high levels of TC, TG, and LDL. Serum levels of TC and
TG were both significantly decreased by three electroacu-
puncture treatments, but the inhibition of ST36+GB34 on
TC and TG was better than that of ST36 or GB34. Further-
more, GB34 and ST36+GB34 also increased HDL level and
decreased LDL level compared with the DIO-KOA group.

3.2. Electroacupuncture Prevents Cartilage Loss in the OA of
Diet-Induced Obesity Rats. Obese rats of the DIO-KOA
group without any electroacupuncture treatment showed
typical characteristics of OA, including loss of tide lines, a
reduction in cartilage thickness, and the presence of articular
cartilage lesions in the knee joint (Figure 2(a)). In contrast,
electroacupuncture treatments of ST36, GB34, and ST36
+GB34 resulted in some improvement in matrix arrange-
ment, tide line maintenance, and cartilage lesion inhibition
(Figure 2(a)). In the total Mankin score summed with the
medial and lateral tibial plateau and the medial and lateral
femoral ankle score, obesity rats demonstrated significantly
higher total Mankin knee joint scores than the chow-fed con-
trol rats, but those rats treated with electroacupuncture
showed a lower score compared with obesity rats
(Figure 2(b)). Furthermore, the increased expressions of
MMP-1 and MMP-13 in arthrodial cartilage of obese rats
were decreased by the electroacupuncture treatments in the
ST36, GB34, and ST36+GB34 groups, which proved that
electroacupuncture prevented the degradation of the carti-
lage matrix induced by high-fat diet (Figures 2(c)–2(e)).
Remarkably, ST36+GB34-treated obese rats were almost
completely rescued from the deleterious effect of obesity,
with more effectiveness in preventing cartilage loss and
reducing the total Mankin score and the expression of
MMP-1 and MMP-13.

3.3. Electroacupuncture Attenuated Systemic and Knee
Inflammation of Obese Rats. In serum and synovial fluid,
eight obesity-induced inflammatory cytokines (VEGF, MIP-
1α, MIP-2, IP-10, IL-1α, TNF-α, MCP-1, and leptin) and
LPS were increased in the DIO-KOA group compared with
the control group (Figure 3). Electroacupuncture with ST36
or GB34 could reduce those cytokine levels, but there was
no significant difference in most inflammatory cytokines

between the DIO-KOA group and ST36 or GB34 group
(Figure 3(a)). However, electroacupuncture with ST36
+GB34 significantly decreased four inflammatory cytokines
(VEGF, IP-10, IL-1α, and MCP-1) in serum (Figure 3(a)) as
well as VEGF, MIP-1α, MIP-2, and MCP-1 in synovial fluid
(Figure 3(b)). Furthermore, we found that ST36+GB34
decreased the LPS level especially in synovial fluid
(Figure 3(c)). LPS plays an important role in inducing
inflammatory response of obesity-related metabolic diseases
by activating the TLR4/NF-κB signaling pathway [30]. The
expression levels of TLR4, p65, and the activated form of
p65 (P-p65) in the arthrodial cartilage were significantly
higher in the DIO-KOA group compared with the control
group, which indicated that LPS participated in the knee
inflammation of obese rats by activating the TLR4/NF-κB
signaling pathway. Moreover, we found that GB34 inhibited
the expression of P-p65, while ST36+GB34 could inhibit
the expression of p65 and P-p65.

3.4. Electroacupuncture Increased the Microbial Diversity and
Altered the Structure of the Community of Feces in Obese Rats.
The gut microbiome is closely associated with lipid metabo-
lism disorder and systemic inflammation of obese rats [31];
thus, fecal samples were collected to analyze the gut micro-
biome of obese rats after 2-week acupuncture treatments.
Multiple alpha diversity metrics of richness and diversity
revealed a lower microbial diversity in the DIO-KOA group
compared with the control group, but the multiple alpha
diversity metrics of observed species, Chao1, Simpson, and
Shannon, were all increased by acupuncture treatments of
GB34 and ST36+GB34 (Figure 4(a)). Bray-Curtis distance-
based PCoA was employed to uncover the similarities and
differences in the composition of the gut microbiota among
control, DIO-KOA, and three acupuncture groups. The
DIO-KOA group showed an obvious difference in clustering
of the gut microbiota compared with the control group. Acu-
puncture groups of ST36, GB34, and ST36+GB34 exhibited a
movement in the first principal component (PC1) towards
the direction of the control group, but the ST36 group and
GB34 group both showed opposite directions of movement
in the PC2 axis relative to the ST36+GB34 group; thus,
ST36+GB34 shortened the distance with the control group
(Figure 4(b)). Hierarchical clustering analysis revealed that
the microbial communities in three acupuncture-treated
groups showed more similarities to those in the control
group (Figure 4(c)). Furthermore, the ST36+GB34 group
also showed a distinguishing gut microbiota with the ST36
group or GB34 group (Figures 4(b) and 4(c)). Overall, three
acupuncture treatments significantly reverted the obesity-
induced variations along PC1 but separately contributed to
a diverse shift in the structure along PC2.

3.5. Electroacupuncture-Associated Alterations in the Fecal
Microbiota. Interestingly, there were similar microbial struc-
tures between ST36 and GB34 groups, but the effect of the
ST36+GB34 pattern on the composition of the gut microbi-
ota was not the superimposed effect of ST36 and GB34. As
shown in Figures 5(a) and 5(b), DIO-related changes in the
fecal microbiota were characterized by higher relative
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abundance of Firmicutes, Proteobacteria, and Verrucomicro-
bia, as well as lower relative abundance of Bacteroidetes and
the ratio of Bacteroidetes/Firmicutes at the phylum level.
After 2-week electroacupuncture treatments, ST36 and
GB34 both significantly decreased the relative abundance of
Firmicutes and increased the relative abundance of Proteo-
bacteria. However, ST36+GB34 significantly increased the
relative abundance of Firmicutes and decreased the relative
abundance of Proteobacteria. Uniformly, the relative
abundance of Verrucomicrobia was decreased by ST36,
GB34, and ST36+GB34. Furthermore, the three electroacu-
puncture patterns could not increase the ratio of
Bacteroidetes/Firmicutes.

Consistent with beta diversity, clustering analysis of the
top 50 genera highlighted differences in their distributions
due to electroacupuncture treatments (Figure 5(c)). As

shown in Figure 6, compared with the control group, obese
rats in the DIO-KOA group showed a higher level in the rel-
ative abundances of Clostridium, Akkermansia, Butyricimo-
nas, Lactococcus, and Epulopiscium and a lower level in the
relative abundances of Lactobacillus, Streptococcus, Rumino-
coccus, Coprococcus, Roseburia, and Treponema. The three
electroacupuncture patterns of ST36, GB34, and ST36
+GB34 all promoted the recovery of relative abundance of
Clostridium, Akkermansia, Butyricimonas, and Lactococcus
with different efficiencies. Furthermore, the relative abun-
dances of Lactobacillus and Treponema were increased by
GB34 and ST36+GB34, and the relative abundances of
Coprococcus and Roseburia were increased by ST36+GB34.
However, the relative abundance of Epulopiscium was
increased by ST36 but decreased by GB34, while there is no
difference in ST36+GB34.
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Figure 1: Effect of electroacupuncture on body weight and the lipid metabolic profile of obese rats. (a) After 12-week feeding, body weight of
rats fed with HFD gradually increased to be overweight than that of chow-fed rats. Data were expressed asmean ± SD (6 rats in control and 24
rats in HFD); ∗p < 0:05, ∗∗p < 0:01, and ∗∗∗p < 0:001 analyzed by two-tailed Student’s t-test. (b) Body weights were measured after 2-week
electroacupuncture treatments. (c) Serum levels of total cholesterol (TC), triglyceride (TG), high-density lipoprotein (HDL), and low-
density lipoprotein (LDL) were measured after 2-week electroacupuncture treatments. All data are expressed as the mean ± SD (n = 6 per
group). Post hoc ANOVA was used to test for statistical significance. ∗p < 0:05, ∗∗p < 0:01, and ∗∗∗p < 0:001 versus the control group; #p <
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4. Discussion

Obesity-related metabolic syndrome and corresponding
chronic low-grade systemic inflammation are associated with
the onset and progression of osteoarthritis (OA) [32]. In this
study, we compared the effects of different electroacupunc-
ture patterns on inflammation, gut microbiota, and knee
joint damage in the context of HFD diet-induced obesity.
As a result, we found that the traditional OA acupuncture
protocol with ST36 and GB34 acupoints reduced obesity-
induced knee joint damage by regulating lipid metabolism
and alleviating chronic low-grade systemic inflammation
induced by gut microbiota disorder.

Obesity is thought to be a major risk factor for the devel-
opment of OA, not only because excessive weight leads to
wear and tear of the joint but also because inflammation
and dyslipidemia play a pivotal role in obesity-induced OA
[5]. Obesity precedes the development of OA and thus is
deemed to be causally implicated in the degenerative changes
that underlie OA [33]. In the present study, rats fed with
HFD in the absence of trauma exhibited OA-like changes
in the knee joints after a standard 12-week obesity induction
period, which was concordant with previous studies that
HFD-induced obesity increased the incidence and degenera-
tion of OA [28, 34, 35]. Indeed, high loading results in carti-
lage degradation and subchondral bone changes, indicating
that weight is important in the initiation and progression of
OA. However, the prevalence of hypertrophied adipose tissue
results in macrophage infiltration with subsequent inflamed
adipose tissue [26]. Many of the proinflammatory mediators
are secreted by the adipocytes, whereas others are predomi-
nantly derived from adipose tissue-infiltrated macrophages.
The proinflammatory mediators secreted by the inflamed
adipose tissue increased the susceptibility to OA, which can

induce damage to the cartilage, synovium, and subchondral
bone by upregulating ECM-degrading enzymes and inflam-
matory mediators [7, 8].

Concordant with previous reports [28, 35], increases in
the magnitude of local inflammatory markers in synovial
fluid and serum were observed in obese rats, including
VEGF, MIP-1α, MIP-2, IP-10, IL-1α, TNF-α, MCP-1, and
leptin. The role of these inflammatory cytokines in activating
and maintaining obesity-induced systems and local inflam-
matory has been demonstrated [5, 8]. ST36 and GB34 acu-
points have been tried for anti-inflammatory and analgesia
effects of electroacupuncture stimulation [23–25]. It is
reported that alone acupuncture on the ST36 acupoint can
decrease the leukocyte infiltration to adipose tissue and
attenuates inflammatory response by reducing serum levels
of TNF-α, IL-6, and IL-1 in HFD-induced obesity rats [26].
For unilateral knee ligament transaction inducing knee
degeneration, the traditional OA acupuncture protocol
(ST34, ST35, and SP10) with ST36 and GB34 has potential
beneficial effects on relieving pain and inhibiting the secre-
tion of inflammatory cytokines and the degradation of the
cartilage matrix in OA rat models [36]. Nevertheless, the
three electroacupuncture patterns of ST36, GB34, and ST36
+GB34 all prevented obesity-induced cartilage matrix
degradation and MMP expression, but the three electroacu-
puncture patterns had different regulatory effects on
obesity-induced systemic and local inflammation cytokines.
The traditional OA acupuncture protocol with ST36 only sig-
nificantly decreased the MCP-1 level in serum, while the
protocol with GB34 significantly decreased the level of IP-
10, IL-1α, and MCP-1 in serum. However, simultaneous acu-
puncture on ST36 and GB34 not only mitigated IP-10, IL-1α,
and MCP-1 in serum but also reduced VEGF, MIP-1α, MIP-
2, MCP-1, and LPS in synovial fluid. These results suggested
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Figure 2: Electroacupuncture prevents cartilage loss in the OA of diet-induced obesity rats. (a) Representative safranin-O/fast green-stained
sections. Scale bar = 200 μm. (b) Quantification of modified total Mankin scores. (c) Representative sections of knee joints that were stained
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that acupuncture on different acupoints had different anti-
inflammatory effects, while simultaneous acupuncture on
ST36 and GB34 was better for inhibiting joint inflammation.

Obesity-associated hyperlipemia also can contribute to
joint inflammation and cartilage destruction of OA. High
serum TC and TG levels and parafunctional HDL have been
associated with the occurrence of bone marrow lesions [12],
which is a source of pain in OA and may lead to progression
of cartilage loss in knee OA [37]. After 12 weeks of being
administered HFD, the obese rats exhibited low systemic
levels of HDL and high levels of TC, TG, and LDL, which
were in accordance with the characteristics of disturbed lipid
metabolism in obese rats [9]. Electroacupuncture on ST36 or
GB34 has been reported to inhibit lipogenesis by decreasing
the level of LDL, TC, and TG in serum of diet-induced obe-
sity or hyperlipidemia rats [27, 38]. Thereto, the lipid-
lowering effect of ST36 and GB34 has been linked to the
attenuation of the expression of sterol regulatory element-
binding protein in the liver of hyperlipidemic rats [39] and
the regulation of the neuroendocrine pathways to promote
lipid metabolism of obesity rats [27]. Interestingly, the tradi-
tional OA acupuncture protocol with ST36, GB34, and ST36
+GB34 could not reduce the body weight of obesity rats, but
the protocol with ST36 and GB34 attenuated lipid metabolic
disorders induced by HFD. The serum levels of TC and TG
were both decreased by the three electroacupuncture proto-
cols. Furthermore, GB34 and ST36+GB34 also increased
HDL level and decreased LDL level of obese rats. Normally,
HDL scavenges cholesterol and other lipids from the blood-
stream and transports them to the liver, thereby maintaining
lipid homeostasis [40]. In contrast, high LDL promotes cho-
lesterol and lipid transfer outside the liver and results in the
deposition of cholesterol and lipid under knee cartilage
[37]. High cholesterol not only promotes the activation of
synovial macrophages but also promotes the uptake of ox-
LDL in synovial macrophages [41], which can stimulate

VEGF release from chondrocytes to induce joint inflamma-
tion and cartilage destruction through increasing the expres-
sion of catabolic enzymes MMP-1 and MMP-13 and the
proinflammatory mediators IL-1β, IL-6, and TNF-α [14].
Therefore, decreasing the deposition of cholesterol and lipid
under knee cartilage to relieve synovial inflammation by reg-
ulating lipid metabolism may be an important mechanism
for acupuncture on ST36 and GB34 to promote OA recovery.

It is currently recognized that the gut microbiome can
have a profound influence on systemic inflammation and
chronic disease. Roles of key microbial species in inducing
inflammation or protecting from it have already been
established in the obesity-induced OA [28, 42]. Consistent
with previous work, induction of obesity via consumption
of HFD led to a proinflammatory shift in the gut micro-
biome characterized by a decrease in Bacteroidetes abun-
dance and the ratio of Bacteroidetes/Firmicutes. Key
changes included ablation of beneficial microbes from the
genera Lactobacillus, Streptococcus, and Ruminococcus
coupled with increased abundance of Clostridium and
Akkermansia, which are associated with obesity-induced
inflammation [43, 44]. Importantly, it has been confirmed
in an obesity-induced OA animal model that this
proinflammatory microbial shift coincided with an
increase in key proinflammatory cytokines in the circula-
tion, increased macrophage presence in the knee capsule,
and upregulation of the monocyte chemokine MCP-1 in
synovial tissue [42]. In this study, we found that the three
electroacupuncture patterns of ST36, GB34, and ST36
+GB34 all promoted the recovery of relative abundance
of Clostridium, Akkermansia, Butyricimonas, and Lactococ-
cus with different efficiencies. Therefore, the three electro-
acupuncture patterns of ST36, GB34, and ST36+GB34
could reduce the risk of obesity-induced OA by promoting
the abundance of beneficial microbes to relieve systemic
inflammation of obesity rats.
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Figure 3: Electroacupuncture attenuated systemic and knee inflammation of obese rats. (a) Serum inflammatory markers. (b) Synovial fluid
inflammatory markers. (c) Serum and synovial fluid LPS level. (d) Western blot analysis of TLR4, NF-κB p65, and phosphorylated p65 (P-
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The gut microbiota is considered to be a key environ-
mental factor determining the tendency to obesity and lipid
metabolism disorders [45]. It plays an important role in bal-
ancing cholesterol levels via producing cholesterol oxidase to
accelerate cholesterol degradation [46]. Furthermore, it can
also regulate cholesterol metabolism by producing short-

chain fatty acids to inhibit cholesterol synthesis in the liver
or redistribute cholesterol from plasma to the liver [47]. In
particular, the genus Lactobacillus, as a dominant microbiota
in the gut, plays a particularly important role in clearing cho-
lesterol [46]. Interestingly, we found that the relative abun-
dance of the beneficial genus Lactobacillus was significantly
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increased by GB34 and ST36+GB34, which was consistent
with the effect of GB34 and ST36+GB34 on LDL and HDL
in serum. It is reported that Lactobacillus can increase HDL
and decrease LDL to clear cholesterol in serum [46]. These
results suggested that GB34 might play a role in regulating
the levels of LDL and HDL by increasing Lactobacillus.

As a product of the gut microbiota, the increased LPS in
serum and synovial fluid of HFD-induced obesity rats also
provided a link between the associations measured between
gut microbes, chronic inflammation, and increased joint
damage, because LPS participated in activating macrophages
in arthrodial cartilage of obesity rats, through stimulating
toll-like receptor (TLR) 2/4 and activating the NF-κB signal-
ing pathway, subsequently promoting the secretion of proin-
flammatory mediators such as TNF-α [48]. Although alone
the acupuncture protocol with ST36 or GB34 could not sig-
nificantly inhibit LPS-mediated NF-κB activation, the elec-
troacupuncture protocol with ST36+GB34 decreased the
LPS level in synovial fluid and inhibited the phosphorylation
of NF-κB p65 in arthrodial cartilage of obesity rats. This
result indicated that the OA acupuncture protocol with
ST36+GB34 might be more influential to inhibit LPS-
mediated joint inflammation in obesity rats.

Regarding the antiobesity effects of the electroacupunc-
ture treatment on the gut microbiota structure, it is not
clear whether these variations in the gut microbiota are a
causal risk factor for obesity-related diseases or only reflect
electroacupuncture treatment. Most of the researchers
believed that the relationship between the gut microbiota
and electroacupuncture depends on the brain-gut axis the-
ory [49, 50]. The gut microbiota may directly or indirectly
target the brain through vagal stimulation or the immune-
neuroendocrine mechanism, thereby regulating food intake
and gastrointestinal motility [50, 51], which is essential for
the development of obesity. Recent studies have indicated
that electro- and manual acupuncture can activate and
release brain-gut peptide and appetite-related hormones
in the hypothalamus, followed by mediating food intake,
gastrointestinal motility, and gut microbiota [52–54]. Col-
lectively, these findings suggest a potential role of the
brain-gut axis in controlling appetite and regulating lipid
and glucose metabolism during electroacupuncture treat-
ment. Further studies are warranted to reveal the exact
mechanisms underlying the effects of acupuncture on the
modulation of the gut microbiota, thereby participating
in regulating lipid metabolism and inflammation response
in obesity-related disease.

In conclusion, our findings demonstrated that HFD fed
to rats increased the risk of knee OA, and the electroacu-
puncture protocol with ST36 and GB34 could prevent obese
rats from the loss of articular cartilage, through regulating the
lipid metabolism and gut microbiota to inhibit joint inflam-
mation. The possible mechanisms whereby acupuncture with
different acupoints alters gut microbiota diversity and lipid
metabolism require further investigation, but our results sup-
port the use of electroacupuncture in controlling or treating
obesity- and hyperlipemia-related OA, thereby highlighting
the potential preventive or therapeutic value of acupuncture
for obesity-associated OA.

Data Availability

The initial data used to support the findings of this study are
available from the corresponding author upon request.

Ethical Approval

Animal experimental procedures were conducted according
to an animal protocol that was approved by the Institutional
Animal Care and Use Committee of Southwest Medical Uni-
versity with an ethical approval code of SMU20190123.

Conflicts of Interest

The authors declare no competing interest.

Authors’ Contributions

LX and XP designed the experiments. JY, YZ, ZD, HC, XL,
and YL performed the experiments and analyzed the data.
XP and LX drafted the manuscript. All authors participated
in data interpretation and manuscript editing. All authors
reviewed the manuscript and gave the final approval for pub-
lishing the article.

Acknowledgments

This work was supported by the Luzhou Science and Tech-
nology Bureau of Sichuan Province Project (Grant No.
2018-SYF-22) and the Luzhou Municipal People’s Govern-
ment and Southwest Medical University jointly funded pro-
jects (Grant No. 2019LZXNYDJ46).

References

[1] L. Sharma, C. Lou, S. Cahue, and D. D. Dunlop, “The mecha-
nism of the effect of obesity in knee osteoarthritis: the mediat-
ing role of malalignment,” Arthritis and Rheumatism, vol. 43,
no. 3, pp. 568–575, 2000.

[2] D. Coggon, I. Reading, P. Croft, M. McLaren, D. Barrett, and
C. Cooper, “Knee osteoarthritis and obesity,” International
Journal of Obesity and Related Metabolic Disorders, vol. 25,
no. 5, pp. 622–627, 2001.

[3] M. Grotle, K. B. Hagen, B. Natvig, F. A. Dahl, and T. K. Kvien,
“Obesity and osteoarthritis in knee, hip and/or hand: an epide-
miological study in the general population with 10 years fol-
low-up,” BMC musculoskeletal disorders, vol. 9, no. 1, p. 132,
2008.

[4] F. Berenbaum, “Osteoarthritis as an inflammatory disease
(osteoarthritis is not osteoarthrosis!),” Osteoarthritis and Car-
tilage, vol. 21, no. 1, pp. 16–21, 2013.

[5] E. Thijssen, A. van Caam, and P. M. van der Kraan, “Obesity
and osteoarthritis, more than just wear and tear: pivotal roles
for inflamed adipose tissue and dyslipidaemia in obesity-
induced osteoarthritis,” Rheumatology, vol. 54, no. 4,
pp. 588–600, 2015.

[6] M. Duclos, “Osteoarthritis, obesity and type 2 diabetes: the
weight of waist circumference,” Annals of Physical and Reha-
bilitation Medicine, vol. 59, no. 3, pp. 157–160, 2016.

[7] P. Wojdasiewicz, L. A. Poniatowski, and D. Szukiewicz, “The
role of inflammatory and anti-inflammatory cytokines in the

14 BioMed Research International



pathogenesis of osteoarthritis,” Mediators of Inflammation,
vol. 2014, Article ID 561459, 19 pages, 2014.

[8] M. Kapoor, J. Martel-Pelletier, D. Lajeunesse, J. P. Pelletier,
and H. Fahmi, “Role of proinflammatory cytokines in the
pathophysiology of osteoarthritis,” Nature Reviews Rheuma-
tology, vol. 7, no. 1, pp. 33–42, 2011.

[9] B. Klop, J. W. Elte, and M. C. Cabezas, “Dyslipidemia in obe-
sity: mechanisms and potential targets,” Nutrients, vol. 5,
no. 4, pp. 1218–1240, 2013.

[10] M. L. Davies-Tuck, F. Hanna, S. R. Davis et al., “Total choles-
terol and triglycerides are associated with the development of
new bone marrow lesions in asymptomatic middle-aged
women - a prospective cohort study,” Arthritis research &
therapy, vol. 11, no. 6, p. R181, 2009.

[11] D. de Seny, G. Cobraiville, E. Charlier et al., “Apolipoprotein-
A1 as a damage-associated molecular patterns protein in oste-
oarthritis: ex vivo and in vitro pro-inflammatory properties,”
PLoS One, vol. 10, no. 4, article e0122904, 2015.

[12] I. E. Triantaphyllidou, E. Kalyvioti, E. Karavia, I. Lilis, K. E.
Kypreos, and D. J. Papachristou, “Perturbations in the HDL
metabolic pathway predispose to the development of osteoar-
thritis in mice following long-term exposure to western-type
diet,” Osteoarthritis and cartilage, vol. 21, no. 2, pp. 322–330,
2013.

[13] T. Pufe, V. Harde, W. Petersen, M. B. Goldring, B. Tillmann,
and R. Mentlein, “Vascular endothelial growth factor (VEGF)
induces matrix metalloproteinase expression in immortalized
chondrocytes,” The Journal of pathology, vol. 202, no. 3,
pp. 367–374, 2004.

[14] S. Kanata, M. Akagi, S. Nishimura et al., “Oxidized LDL bind-
ing to LOX-1 upregulates VEGF expression in cultured bovine
chondrocytes through activation of PPAR-gamma,” Biochem-
ical and Biophysical Research Communications, vol. 348, no. 3,
pp. 1003–1010, 2006.

[15] T. Kakinuma, T. Yasuda, T. Nakagawa et al., “Lectin-like oxi-
dized low-density lipoprotein receptor 1 mediates matrix
metalloproteinase 3 synthesis enhanced by oxidized low-
density lipoprotein in rheumatoid arthritis cartilage,” Arthritis
and Rheumatism, vol. 50, no. 11, pp. 3495–3503, 2004.

[16] D. Metcalfe, A. L. Harte, M. O. Aletrari et al., “Does endotox-
aemia contribute to osteoarthritis in obese patients?,” Clinical
science, vol. 123, no. 11, pp. 627–634, 2012.

[17] K. J. Portune, A. Benitez-Paez, E. M. Del Pulgar, V. Cerrudo,
and Y. Sanz, “Gut microbiota, diet, and obesity-related
disorders-the good, the bad, and the future challenges,”Molec-
ular Nutrition & Food Research, vol. 61, no. 1, 2017.

[18] M. A. Hullar and J. W. Lampe, “The gut microbiome and obe-
sity,” Nestle Nutrition Institute Workshop Series, vol. 73,
pp. 67–79, 2012.

[19] H. Nakarai, A. Yamashita, S. Nagayasu et al., “Adipocyte-mac-
rophage interaction may mediate LPS-induced low-grade
inflammation: potential link with metabolic complications,”
Innate immunity, vol. 18, no. 1, pp. 164–170, 2012.

[20] T. Zan-Bar and A. Tanay, “Acupuncture efficacy in osteoar-
thritis,” Harefuah, vol. 146, pp. 352-353, 2007.

[21] X. Lin, K. Huang, G. Zhu, Z. Huang, A. Qin, and S. Fan, “The
effects of acupuncture on chronic knee pain due to osteoarthri-
tis,” The Journal of Bone and Joint Surgery American Volume,
vol. 98, no. 18, pp. 1578–1585, 2016.

[22] S. Li, P. Xie, Z. Liang et al., “Efficacy comparison of five differ-
ent acupuncture methods on pain, stiffness, and function in

osteoarthritis of the knee: a network meta-analysis,” Evi-
dence-based Complementary and Alternative Medicine,
vol. 2018, Article ID 1638904, 19 pages, 2018.

[23] K. H. Chang, S. J. Bai, H. Lee, and B. H. Lee, “Effects of acu-
puncture stimulation at different acupoints on formalin-
induced pain in rats,” The Korean journal of physiology &
pharmacology, vol. 18, no. 2, pp. 121–127, 2014.

[24] V. Erthal, D. Maria-Ferreira, M. F. Werner, C. H. Baggio, and
P. Nohama, “Anti-inflammatory effect of laser acupuncture in
ST36 (Zusanli) acupoint in mouse paw edema,” Lasers in Med-
ical Science, vol. 31, no. 2, pp. 315–322, 2016.

[25] X. Ling, H. Zhang, X. Q. Yi, and J. F. Wu, “Effects of electroau-
puncture stimulation of "Xiajuxu" (ST 39), etc. on duodenal
mucosal injury, serum pro-inflammatory factors levels and
duodenal nicotinic acetylcholine receptor alpha 7 expression
in duodenal ulcer rats,” Zhen Ci Yan Jiu, vol. 41, no. 2,
pp. 108–112, 2016.

[26] C. K. Wen and T. Y. Lee, “Electroacupuncture decreases the
leukocyte infiltration to white adipose tissue and attenuates
inflammatory response in high fat diet-induced obesity rats,”
Evidence-based Complementary and Alternative Medicine,
vol. 2014, Article ID 473978, 11 pages, 2014.

[27] J. Leng, F. Xiong, J. Yao et al., “Electroacupuncture reduces
weight in diet-induced obese rats via hypothalamic Tsc1 pro-
moter demethylation and inhibition of the activity of
mTORC1 signaling pathway,” Evidence-based complementary
and alternative medicine, vol. 2018, Article ID 3039783, 10
pages, 2018.

[28] K. H. Collins, H. A. Paul, R. A. Reimer, R. A. Seerattan, D. A.
Hart, and W. Herzog, “Relationship between inflammation,
the gut microbiota, and metabolic osteoarthritis development:
studies in a rat model,” Osteoarthritis and Cartilage, vol. 23,
no. 11, pp. 1989–1998, 2015.

[29] D. R. Seifer, B. D. Furman, F. Guilak, S. A. Olson, S. C. Brooks
3rd, and V. B. Kraus, “Novel synovial fluid recovery method
allows for quantification of a marker of arthritis in mice,”Oste-
oarthritis and Cartilage, vol. 16, no. 12, pp. 1532–1538, 2008.

[30] P. D. Cani, J. Amar, M. A. Iglesias et al., “Metabolic endotox-
emia initiates obesity and insulin resistance,” Diabetes,
vol. 56, no. 7, pp. 1761–1772, 2007.

[31] T. Sen, C. R. Cawthon, B. T. Ihde et al., “Diet-driven microbi-
ota dysbiosis is associated with vagal remodeling and obesity,”
Physiology & Behavior, vol. 173, pp. 305–317, 2017.

[32] F. Berenbaum, T. M. Griffin, and R. Liu-Bryan, “Review: met-
abolic regulation of inflammation in osteoarthritis,” Arthritis
& Rhematology, vol. 69, pp. 9–21, 2016.

[33] T. M. Griffin and F. Guilak, “The role of mechanical loading in
the onset and progression of osteoarthritis,” Exercise and Sport
Sciences Reviews, vol. 33, no. 4, pp. 195–200, 2005.

[34] K. H. Collins, D. A. Hart, R. A. Reimer, R. A. Seerattan, and
W. Herzog, “Response to diet-induced obesity produces
time-dependent induction and progression of metabolic oste-
oarthritis in rat knees,” Journal of Orthopaedic Research,
vol. 34, no. 6, pp. 1010–1018, 2016.

[35] K. H. Collins, D. A. Hart, R. A. Seerattan, R. A. Reimer, and
W. Herzog, “High-fat/high-sucrose diet-induced obesity
results in joint-specific development of osteoarthritis-like
degeneration in a rat model,” Bone Joint Research, vol. 7,
no. 4, pp. 274–281, 2018.

[36] F. Bao, H. Sun, Z. H.Wu, D. H.Wang, and Y. X. Zhang, “Effect
of acupuncture on expression of matrix metalloproteinase and

15BioMed Research International



tissue inhibitor in cartilage of rats with knee osteoarthritis,”
Zhongguo zhen jiu = Chinese acupuncture & moxibustion,
vol. 31, no. 3, pp. 241–246, 2011.

[37] D. T. Felson, S. McLaughlin, J. Goggins et al., “Bone marrow
edema and its relation to progression of knee osteoarthritis,”
Annals of Internal Medicine, vol. 139, no. 5_Part_1, pp. 330–
336, 2003.

[38] K. E. Hong and K. Jinam, “The effect of HK-1001 pharmaco-
puncture on hyperlipidemia induced rats,” Journal of pharma-
copuncture, vol. 11, pp. 41–53, 2008.

[39] M. Yeom, J. Park, B. Lee et al., “Electroacupuncture amelio-
rates poloxamer 407-induced hyperlipidemia through sup-
pressing hepatic SREBP-2 expression in rats,” Life sciences,
vol. 203, pp. 20–26, 2018.

[40] P. O. Kwiterovich Jr., “The metabolic pathways of high-density
lipoprotein, low-density lipoprotein, and triglycerides: a cur-
rent review,” The American Journal of Cardiology, vol. 86,
no. 12A, pp. 5l–10l, 2000.

[41] W. de Munter, A. B. Blom, M. M. Helsen et al., “Cholesterol
accumulation caused by low density lipoprotein receptor defi-
ciency or a cholesterol-rich diet results in ectopic bone forma-
tion during experimental osteoarthritis,” Arthritis Research &
Therapy, vol. 15, no. 6, p. R178, 2013.

[42] E. M. Schott, C. W. Farnsworth, A. Grier et al., “Targeting the
gut microbiome to treat the osteoarthritis of obesity,” JCI
Insight, vol. 3, no. 8, 2018.

[43] P. D. Cani, S. Possemiers, T. van de Wiele et al., “Changes in
gut microbiota control inflammation in obese mice through
a mechanism involving GLP-2-driven improvement of gut
permeability,” Gut, vol. 58, no. 8, pp. 1091–1103, 2009.

[44] S. F. Clarke, E. F. Murphy, O. O’Sullivan et al., “Targeting the
microbiota to address diet-induced obesity: a time dependent
challenge,” PLoS One, vol. 8, no. 6, article e65790, 2013.

[45] F. Backhed, H. Ding, T. Wang et al., “The gut microbiota as an
environmental factor that regulates fat storage,” Proceedings of
the National Academy of Sciences of the United States of Amer-
ica, vol. 101, no. 44, pp. 15718–15723, 2004.

[46] D. I. Pereira, A. L. McCartney, and G. R. Gibson, “An in vitro
study of the probiotic potential of a bile-salt-hydrolyzing Lac-
tobacillus fermentum strain, and determination of its
cholesterol-lowering properties,” Applied and environmental
microbiology, vol. 69, no. 8, pp. 4743–4752, 2003.

[47] D. I. Pereira and G. R. Gibson, “Effects of consumption of pro-
biotics and prebiotics on serum lipid levels in humans,” Criti-
cal Reviews in Biochemistry and Molecular Biology, vol. 37,
pp. 259–281, 2008.

[48] M. T. A. Nguyen, S. Favelyukis, A. K. Nguyen et al., “A
subpopulation of macrophages infiltrates hypertrophic adi-
pose tissue and is activated by free fatty acids via Toll-like
receptors 2 and 4 and JNK-dependent pathways,” Journal
of Biological Chemistry, vol. 282, no. 48, pp. 35279–35292,
2007.

[49] H. Buhmann, C. W. le Roux, and M. Bueter, “The gut-brain
axis in obesity,” Best Practice & Research Clinical Gastroenter-
ology, vol. 28, no. 4, pp. 559–571, 2014.

[50] S. S. Hussain and S. R. Bloom, “The regulation of food intake
by the gut-brain axis: implications for obesity,” International
Journal of Obesity, vol. 37, no. 5, pp. 625–633, 2013.

[51] E. S. Bliss and E. Whiteside, “The gut-brain axis, the human
gut microbiota and their integration in the development of
obesity,” Frontiers in Physiology, vol. 9, p. 900, 2018.

[52] H. Li, T. He, Q. Xu et al., “Acupuncture and regulation of gas-
trointestinal function,” World Journal of Gastroenterology,
vol. 21, no. 27, pp. 8304–8313, 2015.

[53] W. Fei, D. R. Tian, P. Tso, and J. S. Han, “Arcuate nucleus of
hypothalamus is involved in mediating the satiety effect of
electroacupuncture in obese rats,” Peptides, vol. 32, pp. 2394–
2399, 2011.

[54] D. R. Tian, X. D. Li, F. Wang et al., “Up-regulation of the
expression of cocaine and amphetamine-regulated transcript
peptide by electroacupuncture in the arcuate nucleus of diet-
induced obese rats,” Neuroscience Letters, vol. 383, no. 1-2,
pp. 17–21, 2005.

16 BioMed Research International


	Electroacupuncture Prevents Osteoarthritis of High-Fat Diet-Induced Obese Rats
	1. Introduction
	2. Method
	2.1. Animals and Diets
	2.2. Electroacupuncture Manipulation
	2.3. Measurement of Serum Total Cholesterol, Triglyceride, High-Density Lipoprotein, and Low-Density Lipoprotein
	2.4. Assessment of OA
	2.5. Immunohistochemistry
	2.6. Measurement of Cytokine, Growth Factor, Adipokine, and LPS in Serum and Articular Synovial Fluid
	2.7. Western Blotting
	2.8. 16S rRNA Bacterial Sequencing
	2.9. Statistical Analysis

	3. Results
	3.1. Electroacupuncture Attenuated Lipid Metabolic Disorders Induced by High-Fat Diet
	3.2. Electroacupuncture Prevents Cartilage Loss in the OA of Diet-Induced Obesity Rats
	3.3. Electroacupuncture Attenuated Systemic and Knee Inflammation of Obese Rats
	3.4. Electroacupuncture Increased the Microbial Diversity and Altered the Structure of the Community of Feces in Obese Rats
	3.5. Electroacupuncture-Associated Alterations in the Fecal Microbiota

	4. Discussion
	Data Availability
	Ethical Approval
	Conflicts of Interest
	Authors’ Contributions
	Acknowledgments

