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In the article titled “Expression and Gene Regulation Network
of Metabolic Enzyme Phosphoglycerate Mutase Enzyme 1 in
Breast Cancer Based on Data Mining” [1], Figure 5 included
additional parts (b–y) which should have been omitted. The
corrected figure is shown as follows.
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Figure 5: Protein-protein interaction (PPI) network and functional analysis of PGAM1. The different colors at the edge of the network
indicate the applied bioinformatics methods: coexpression, website prediction, pathway, physical interaction, and colocalization.
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