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Cardiovascular disease (CVD) is a multifactorial disease and is one of the leading
causes of death worldwide. Novel high-throughput omics techniques are able
to generate vast quantities of genome-wide genotyping, mRNA and microRNA
transcription, protein expression, DNA methylation, and circulating metabolites
data. Leveraging those omics data with CVD holds tremendous potential to provide
crucial insights into the molecular mechanisms underlying CVD risk in human
populations, thus furthering our ability to predict, prevent, and treat CVD. A
compelling need to design novel methods to better understand omics data in
CVD will help us to (1) gain an improved understanding of the pathophysiology
of CVD and its risk factors; (2) guide downstream biological experimental work
to understand the molecular, cellular, and physiological mechanisms of CVD and
related risk factors; (3) identify biomarkers for more accurate disease prediction,
prevention, diagnosis, and prognostication and to direct and monitor therapies; and
(4) highlight potential candidate drug targets for more e�ective therapies to prevent
or treat CVD.

We invite investigators working in the area of genetics, epigenetics, transcriptomics,
proteomics, and metabolomics in CVD to contribute original research or review
articles. We seek high-quality manuscripts that will stimulate the continuing e�orts
to understand the molecular pathophysiology underlying CVD and the metabolic
risk factors and the development of strategies to discover novel biomarkers for
more e�ective prevention or treatment of CVD. Cardiovascular diseases include
atherosclerosis, coronary heart disease, heart failure, stroke, and peripheral vascular
disease. �e metabolic risk factors include obesity, hypertension, hyperlipidemia,
and type 2 diabetes.

Potential topics include but are not limited to the following:

Discovering novel genetic variants for CVD and metabolic risk factors using
large-scale genetic association studies, that is, GWAS, exome-array
association studies, and target region/whole genome sequencing studies
Understanding casual variants in CVD-related genes via annotating the
genetic variants with epigenetics, transcriptomics, proteomics, and
metabolomics data
Investigating novel molecular biomarkers and drug targets for CVD using
epigenetics, transcriptomics, proteomics, and metabolomics data
�e latest technological advances for the study of omics in relation to CVD
research
Novel methods, network approaches, or statistical tools for the study of
omics in relation to CVD
Clinical applications of genetic, genomic, and epigenetic discoveries for
CVD, such as ethical and legal concerns for utility of omics data
Pharmacogenetics in CVD
Phenome-wide association studies targeting candidate genetic �ndings of
interest for CVD
Addressing the causal association between biomarker and CVD using
Mendelian randomization approach

Authors can submit their manuscripts through the Manuscript Tracking System at
http://mts.hindawi.com/submit/journals/bmri/genetics/nimc/.
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