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Recent technological advances are leading to the accumulation of the ever-growing
amount of medical information for every patient; however, the e�ectiveness of its
practical use remains far from optimal. One of the most evident ways to improve
success or treatment for each patient is to base clinical decisions on entire massive
of information obtained from medical records, test results, images from patient
scans, patient environment, diet, data from wearables and other monitoring devices,
genome sequences, expression pro�les, and other relevant information. Currently,
the lack of e�ective tools/methods that are able to analyze these diverse types of data
signi�cantly reduces the ability to extract clinically relevant information and provide
patient with correct di�erential diagnosis, partly due to the lack of standardization
of health care data. Ideally, such tools should compare di�erent types of patient’s
data with appropriate knowledge bases (images with dysmorphology databases,
test results and other information with phen bases, and genomic data with variant
annotation tracks, etc.) and combine the �ndings.

A�er performing a di�erential diagnostic procedure, the next step would be to
determine the optimal treatment strategy for a patient.While companion diagnostics
tests are available for many treatment options, the best approach would be to use
patient genomic information. Currently, over ten thousand genetic variants have
been found to be indicative for di�erential drug response of various types as e�cacy,
pharmacokinetics, pharmacodynamics, adverse e�ects, and so on. Leveraging of this
information is necessary for truly personalized medicine.

�is special issue is intended to present and discuss bioinformatics tools and the use
that can be applied in personalized medicine. We invite investigators to contribute
reviews and original papers describing recent �ndings in the �eld of bioinformatics
in personalized medicine.

Potential topics include, but are not limited to:

New developments in companion diagnosticsPersonalized approach to the
prevention of diseasesUse of metadata for assessment of disease risk
Clinical implementation of personalized medicine principles
Novel approaches to patient strati�cation
Drug repositioning in context of personalized medicine and
pharmacogenomics
Pathogen genotyping for customization of treatment strategy

Authors can submit their manuscripts via the Manuscript Tracking System at
http://mts.hindawi.com/submit/journals/bmri/bioinformatics/bipm/.
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