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   Results Shown Filtered by Validation Category: valid  
Data Directory: msdataSM\101215TMMU_HJY 
hit table read - SpecFeatures read 
valid hits read from tagSummary file -   Files: 2802  Hits: 6420  
Data Directory: msdataSM\101220TMMU_HJY 
hit table read - SpecFeatures read 
valid hits read from tagSummary file -   Files: 1911  Hits: 4152 
beginning to assemble proteins .... proteins assembled 1.671875 sec  
proteins filtered by unique peptides 0.496167 sec 
proteins filtered by score 
calculated protein coverage maps 2.159719 sec 
beginning to roll up proteins into groups ... . proteins rolled up into groups 1.656199 sec 
protein groups ready for display 
proteinGroupingMethod: oneSharedPeptide 
Mean intensity: sum of intensity for all spectra of peptides belonging to protein / # spectra 
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# spectra 

mean intensity

101220TMMU_HJY 
# spectra 

mean intensity

Protein MW  
(Da)
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MS/MS Search  
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Group  
# Protein Name

311 
4.71e+008

198 
1.53e+008 187149.1 6.02 HUMAN IPI00783987 47 68 1057.54   

1.1
C3 Complement C3 precursor (Fragment)

283 
5.11e+008

154 
1.71e+008 144810.1 7.28 HUMAN IPI00887739 48 54 853.24   LOC100133511 hypothetical protein, partial

20 
6.46e+007

28 
8.08e+007 44929.9 4.94 HUMAN IPI00739237 37 12 167.77   LOC653879 similar to complement component 3

449 
5.86e+008

282 
1.02e+009 163278.8 6.00 HUMAN IPI00478003 47 51 820.26   

2.1
A2M Alpha-2-macroglobulin precursor

105 
6.57e+008

41 
4.24e+008 163832.8 5.97 HUMAN IPI00025426 6 8 129.13   PZP Isoform 1 of Pregnancy zone protein precursor

105 
6.57e+008

41 
4.24e+008 140368.5 5.90 HUMAN IPI00748437 7 8 129.13   PZP Uncharacterized protein PZP

105 
6.57e+008

41 
4.24e+008 140364.5 5.90 HUMAN IPI00884981 7 8 129.13   PZP Isoform 2 of Pregnancy zone protein precursor

27 
4.02e+008

36 
5.60e+008 18762.7 8.77 HUMAN IPI00789547 45 6 83.02   A2M 19 kDa protein

4 
4.11e+008

1 
4.46e+007 18723.9 6.08 HUMAN IPI00878729 29 3 43.60   A2M 19 kDa protein

17 
1.11e+008

7 
1.09e+008 12992.8 6.08 HUMAN IPI00796830 42 3 41.27   A2M 13 kDa protein

160 
5.44e+008

101 
1.41e+008 515565.2 6.61 HUMAN IPI00022229 13 47 719.71   

3.1
APOB Apolipoprotein B-100 precursor

98 
2.45e+008

83 
7.72e+007 192752.5 6.89 HUMAN IPI00418163 26 36 551.13   

4.1
C4B complement component 4B preproprotein

98 
2.45e+008

83 
7.72e+007 192749.5 6.89 HUMAN IPI00887154 26 36 551.13   DADB-112B14.11 Complement component 4B

103 
2.39e+008

92 
7.81e+007 192743.5 6.66 HUMAN IPI00643525 24 35 537.05   C4A Complement component 4A

98 
2.54e+008

90 
7.75e+007 192794.5 6.74 HUMAN IPI00654875 24 34 520.20   C4B Complement C4-B precursor

101 
2.31e+008

91 
7.88e+007 192786.5 6.66 HUMAN IPI00889723 24 34 519.73   C4A complement component 4A preproprotein

95 
2.43e+008

90 
7.75e+007 192772.5 6.66 HUMAN IPI00032258 22 33 504.01   C4A Complement C4-A precursor

7 
1.94e+008

4 
1.70e+008 15242.5 8.29 HUMAN IPI00843913 33 4 57.42   C4A ZA protein
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00783987]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00783987&coverage_map=0+104+15+17+12+13+15+31+34+22+52+28+16+27+42+11+39+10+9+11+76+8+15+26+24+13+9+33+23+13+35+6+24+21+7+7+7+6+18+2+45+53+20+42+30+1+12+27+23+21+30+59+10+66+31+90+50+21+10+13+11+5+19+12+7+55+19
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00783987-IPI00887739-IPI00739237;numPeptides=68;peptides=SSLSVPYVIVPLK-NTLIIYLDK-DFDFVPPVVR-ISLPESLK-ISLPESLKR-RQGALELIK-VELLHNPAFCSLATTK-QGALELIK-KGYTQQLAFR-ILLQGTPVAQMTEDAVDAER-AAVYHHFISDGVR-DSCVGSLVVK-LPYSVVR-QGALELIKK-QKPDGVFQEDAPVIHQEMIGGLR-EPGQDLVVLPLSITTDFIPSFR-TFISPIK-GYTQQLAFR-SGIPIVTSPYQIHFTK-RSVQLTEKR-TELRPGETLNVNFLLR-YYTYLIMNK-SEFPESWLWNVEDLKEPPK-SEETKENEGFTVTAEGK-HQQTVTIPPK-DSITTWEILAVSMSDKK-VLLDGVQNPR-FVTVQATFGTQVVEK-VPVAVQGEDTVQSLTQGDGVAK-TGLQEVEVK-SNLDEDIIAEENIVSR-VFLDCCNYITELR-KVEGTAFVIFGIQDGEQR-FISLGEACKK-CAEENCFIQK-TMQALPYSTVGNSNNYLHLSVLR-GVFVLNK-VSHSEDDCLAFK-VQLSNDFDEYIMAIEQTIK-EYVLPSFEVIVEPTEK-SEFPESWLWNVEDLK-QCQDLGAFTESMVVFGCPN-TVMVNIENPEGIPVK-ENEGFTVTAEGK-KVFLDCCNYITELR-QPSSAFAAFVK-AYYENSPQQVFSTEFEVK-DICEEQVNSLPGSITK-VVLVAVDK-LSINTHPSQKPLSITVRTKK-LVAYYTLIGASGQR-AVLYNYR-LMNIFLK-VHQYFNVELIQPGAVK-RIPIEDGSGEVVLSR-DYAGVFSDAGLTFTSSSGQQTAQR-EVVADSVWVDVK-ACEPGVDYVYK-TIYTPGSTVLYR-GQGTLSVVTMYHAK-APSTWLTAYVVK-VYAYYNLEESCTR-SGQSEDRQPVPGQQMTLK-IPIEDGSGEVVLSR-AGDFLEANYMNLQR-VRVELLHNPAFCSLATTK-KVLLDGVQNPR-QPVPGQQMTLK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00887739]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00887739&coverage_map=0+104+15+17+12+13+15+31+34+22+41+39+16+27+42+11+39+10+9+11+76+8+15+26+24+13+9+33+23+13+35+6+24+21+7+7+7+6+18+2+45+53+20+42+30+1+12+27+23+21+30+59+10+41
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00739237]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00739237&coverage_map=0+47+31+90+50+21+10+13+11+5+19+12+7+55+19
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00478003]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00478003&coverage_map=0+71+37+15+12+12+24+3+30+10+23+52+16+14+30+11+10+121+11+19+10+8+59+27+51+11+28+4+14+33+21+17+16+3+18+12+10+33+49+56+13+5+12+3+13+34+11+30+11+14+16+77+31+3+15+8+59+17+24+10+14+19+8+26
http://offline/millscripts/multiAlign.pl?numProts=7;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-2-2-2-1-1-1;single=0;accessions=IPI00478003-IPI00025426-IPI00748437-IPI00884981-IPI00789547-IPI00878729-IPI00796830;numPeptides=53;peptides=ATVLNYLPK-DTVIKPLLVEPEGLEK-AGAFCLSEDAGLGISSTASLR-FEVQVTVPK-VSVQLEASPAFLAVPVEK-MVSGFIPLKPTVK-KLSFYYLIMAK-LHTEAQIQEEGTVVELTGR-AIGYLNTGYQR-QSSEITRTITK-LPPNVVEESAR-SKAIGYLNTGYQR-NALFCLESAWK-VVSMDENFHPLNELIPLVYIQDPK-GEAFTLK-HYDGSYSTFGER-LLLQQVSLPELPGEYSMK-VTGEGCVYLQTSLK-VGFYESDVMGR-NEDSLVFVQTDK-IAQWQSFQLEGGLK-DMYSFLEDMGLK-NQGNTWLTAFVLK-VTAAPQSVCALR-SASNMAIVDVK-QFSFPLSSEPFQGSYK-SSGSLLNNAIK-DLKPAIVK-QQNAQGGFSSTQDTVVALHALSK-HNVYINGITYTPVSSTNEK-DLTGFPGPLNDQDDEDCINR-ALLAYAFALAGNQDK-YGAATFTR-NELIPLIYLENPR-SSSNEEVMFLTVQVK-MCPQLQQYEMHGPEGLR-TEVSSNHVLIYLDK-GHFSISIPVK-LLIYAVLPTGDVIGDSAK-CVYLQTSMK-QTVSWAVTPK-YNILPEKEEFPFALGVQTLPQTCDEPK-LVHVEEPHTETVR-AAQVTIQSSGTFSSK-YDVENCLANK-ETTFNSLLCPSGGEVSEELSLK-SLFTDLEAENDVLHCVAFAVPK-LVHVEEPHTETVRK-ALLAYAFALAGNQDKR-QGIPFFGQVR-VDLSFSPSQSLPASHAHLR-FSGQLNSHGCFYQQVK-TEHPFTVEEFVLPK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00025426]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00025426&coverage_map=0+157+13+602+21+24+9+214+13+34+11+171+8+49+9+55+13+79
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00748437]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00748437&coverage_map=0+26+13+602+21+24+9+131+13+34+11+171+8+49+9+55+13+79
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884981]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884981&coverage_map=0+26+13+602+21+24+9+131+13+34+11+171+8+49+9+55+13+79
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00789547]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00789547&coverage_map=0+28+11+19+10+8+59+40
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00878729]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00878729&coverage_map=0+71+37+15+12+33
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00796830]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00796830&coverage_map=0+39+31+11+17+16
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022229]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022229&coverage_map=0+79+14+46+18+1+16+45+10+105+10+146+17+5+13+12+21+18+37+28+28+26+12+25+10+55+21+105+7+19+11+67+7+154+14+93+10+28+11+302+15+197+9+100+15+30+13+125+14+107+13+325+16+80+7+164+12+248+12+128+15+103+10+45+12+19+17+40+31+144+17+46+15+39+17+133+10+66+16+61+13+341+10+67
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022229;numPeptides=47;peptides=SVSLPSLDPASAK-LPYTIITTPPLK-ITLPDFR-EFQVPTFTIPK-TSSFALNLPTLPEVK-SKPTVSSSMEFK-AVSMPSFSILGSDVR-NPNGYSFSIPVKVLADK-LSLESLTSYFSIESSTK-IYSLWEHSTK-ATFQTPDFIVPLTDLR-VIGNMGQTMEQLTPELK-TLADLTLLDSPIK-ENFAGEATLQR-GFEPTLEALFGK-ITENDIQIALDDAK-VELEVPQLCSFILK-LLLMGARTLQGIPQMIGEVIR-VQGVEFSHR-NFVASHIANILNSEELDIQDLKK-GIISALLVPPETEEAK-NPNGYSFSIPVK-SVSDGIAALDLNAVANK-AASGTTGTYQEWK-TEVIPPLIENR-SPAFTDLHLR-IDDIWNLEVK-CVQSTKPSLMIQK-ALVDTLK-IGQDGISTSATTNLK-LATALSLSNK-QVFLYPEKDEPTYILNIK-IVQILPWEQNEQVK-MTSNFPVDLSDYPK-LTISEQNIQR-HIQNIDIQHLAGK-IEIPLPFGGK-FIIPSPK-DKDQEVLLQTFLDDASPGDKR-INNQLTLDSNTK-VSALLTPAEQTGTWK-IISDYHQQFR-VNWEEEAASGLLTSLK-TGISPLALIK-IEGNLIFDPNNYLPK-VLVDHFGYTK-TLQGIPQMIGEVIR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00418163]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00418163&coverage_map=0+80+38+5+14+22+7+69+9+39+10+32+12+39+28+80+28+217+14+32+10+32+11+3+13+72+13+12+13+2+49+3+18+16+9+9+66+56+22+74+22+265+10+40+15+16+9+69+20
http://offline/millscripts/multiAlign.pl?numProts=7;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-2-99-2-2-1;single=0;accessions=IPI00418163-IPI00887154-IPI00643525-IPI00654875-IPI00889723-IPI00032258-IPI00843913;numPeptides=37;peptides=LPMSVR-GLCVATPVQLR-LQETSNWLLSQQQADGSFQDLSPVIHR-FGLLDEDGKK-EMSGSPASGIPVK-CSVFYGAPSK-AEMADQAAAWLTR-DFALLSLQVPLK-TTNIQGINLLFSSR-GCGEQTMIYLAPTLAASR-EFHLHLR-SFFPENWLWR-VEYGFQVK-VFALDQK-VGDTLNLNLR-VTASDPLDTLGSEGALSPGGVASLLR-KADGSYAAWLSR-GPEVQLVAHSPWLK-AACAQLNDFLQEYGTQGCQV-TLEIPGNSDPNMIPDGDFNSYVR-GSFEFPVGDAVSK-ITQVLHFTK-VLSLAQEQVGGSPEK-GSSTWLTAFVLK-SCGLHQLLR-LNMGITDLQGLR-AVGSGATFSHYYYMILSR-HLVPGAPFLLQALVR-ASAGLLGAHAAAITAYALTLTK-EELVYELNPLDHR-DHAVDLIQK-YVLPNFEVK-EPFLSCCQFAESLR-DSSTWLTAFVLK-QGSFQGGFR-FACYYPR-DFALLSLQVPLKDAK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00887154]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00887154&coverage_map=0+80+38+5+14+22+7+69+9+39+10+32+12+39+28+80+28+217+14+32+10+32+11+3+13+72+13+12+13+2+49+3+18+16+9+9+66+56+22+74+22+265+10+40+15+16+9+69+20
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00643525]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00643525&coverage_map=0+80+38+5+14+22+7+69+9+39+10+32+12+39+28+80+28+217+14+32+10+32+11+3+13+72+13+12+13+2+49+3+18+16+9+9+39+83+22+74+22+265+10+40+15+16+9+69+20
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00654875]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00654875&coverage_map=0+80+38+5+14+22+7+69+9+39+10+32+12+39+28+80+28+217+14+32+10+32+11+3+13+72+13+12+13+2+49+3+18+16+9+9+66+165+9+265+10+40+15+16+9+69+20
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00889723]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00889723&coverage_map=0+80+38+5+14+22+7+69+9+39+10+32+12+39+28+80+28+217+14+32+10+32+11+3+13+72+13+12+13+2+49+3+18+16+9+9+39+83+22+87+9+265+10+40+15+16+9+69+20
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00032258]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00032258&coverage_map=0+80+38+5+14+22+7+69+9+39+10+32+12+39+28+80+28+217+14+32+10+32+11+3+13+72+13+12+13+2+49+3+18+16+9+9+39+192+9+265+10+40+15+16+9+69+20
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00843913]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00843913&coverage_map=0+2+15+16+9+69+20


Protein/Peptide Summary - Agilent Spectrum Mill

345 
4.27e+009

210 
3.97e+009 30778.0 5.56 HUMAN IPI00021841 59 22 372.47   

5.1
APOA1 Apolipoprotein A-I precursor

298 
4.87e+009

181 
4.60e+009 27908.7 5.80 HUMAN IPI00853525 50 17 280.64   APOA1 Apolipoprotein A1

70 
3.39e+008

30 
2.12e+008 139097.3 6.21 HUMAN IPI00029739 27 26 366.70   

6.1
CFH Isoform 1 of Complement factor H precursor

24 
1.76e+008

11 
5.82e+007 51034.2 6.77 HUMAN IPI00218999 26 9 118.79   CFH Isoform 2 of Complement factor H precursor

19 
1.66e+008

9 
4.81e+007 43846.0 7.67 HUMAN IPI00515041 25 8 104.61   CFH Uncharacterized protein CFH

1 
1.48e+006

0 
0.00e+000 37323.5 7.72 HUMAN IPI00027507 3 1 11.56   CFHR3 Complement factor H-related protein 3 precursor

1 
1.48e+006

0 
0.00e+000 26120.0 8.37 HUMAN IPI00844262 4 1 11.56   CFHR3 CFHR3 protein

1 
1.48e+006

0 
0.00e+000 22240.5 7.92 HUMAN IPI00654723 5 1 11.56   CFHR3 CFHR3 protein

139 
1.02e+009

99 
6.17e+008 51676.7 6.55 HUMAN IPI00022488 51 21 318.14   

7.1
HPX Hemopexin precursor

57 
2.38e+008

10 
4.43e+008 262607.9 5.45 HUMAN IPI00022418 12 19 267.96   

8.1
FN1 Isoform 1 of Fibronectin precursor

57 
2.38e+008

10 
4.43e+008 259199.2 5.47 HUMAN IPI00339223 12 19 267.96   FN1 Isoform 3 of Fibronectin precursor

57 
2.38e+008

10 
4.43e+008 256513.2 5.53 HUMAN IPI00414283 12 19 267.96   FN1 fibronectin 1 isoform 4 preproprotein

57 
2.38e+008

10 
4.43e+008 252794.2 5.61 HUMAN IPI00339228 12 19 267.96   FN1 Isoform 8 of Fibronectin precursor

57 
2.38e+008

10 
4.43e+008 249385.5 5.64 HUMAN IPI00855777 12 19 267.96   FN1 Isoform 14 of Fibronectin precursor

57 
2.38e+008

10 
4.43e+008 243317.5 5.48 HUMAN IPI00339225 13 19 267.96   FN1 Isoform 5 of Fibronectin precursor

57 
2.38e+008

10 
4.43e+008 239609.4 5.58 HUMAN IPI00479723 13 19 267.96   FN1 Isoform 10 of Fibronectin precursor

56 
2.27e+008

10 
4.43e+008 272303.7 5.30 HUMAN IPI00855785 10 18 256.86   FN1 Isoform 15 of Fibronectin precursor

56 
2.27e+008

10 
4.43e+008 268895.0 5.32 HUMAN IPI00339227 10 18 256.86   FN1 Isoform 7 of Fibronectin precursor

56 
2.27e+008

10 
4.43e+008 266209.0 5.36 HUMAN IPI00845263 10 18 256.86   FN1 fibronectin 1 isoform 2 preproprotein

56 
2.27e+008

10 
4.43e+008 262389.7 5.37 HUMAN IPI00339319 11 18 256.86   FN1 Isoform 11 of Fibronectin precursor

56 
2.27e+008

10 
4.43e+008 249305.3 5.39 HUMAN IPI00867588 11 18 256.86   FN1 Isoform 13 of Fibronectin precursor

54 
2.32e+008

10 
4.43e+008 221274.8 5.78 HUMAN IPI00556632 12 17 244.13   FN1 Isoform 12 of Fibronectin precursor

49 
2.44e+008

10 
4.43e+008 262554.9 5.38 HUMAN IPI00873210 10 17 237.72   FN1 263 kDa protein

47 
2.71e+008

9 
4.86e+008 240478.2 5.44 HUMAN IPI00339226 11 17 236.29   FN1 Isoform 6 of Fibronectin precursor

44 
2.84e+008

9 
4.86e+008 222944.9 5.43 HUMAN IPI00339224 12 16 220.27   FN1 Isoform 4 of Fibronectin precursor

11 
2.10e+008

1 
5.54e+007 37341.2 6.66 HUMAN IPI00856050 9 2 28.57   - Fibronectin splice variant F (Fragment)

4 
2.23e+008

0 
0.00e+000 71943.6 6.57 HUMAN IPI00411462 4 2 25.83   FN1 Isoform 2 of Fibronectin precursor

101 
4.97e+008

71 
4.57e+008 122205.8 5.44 HUMAN IPI00017601 19 15 233.04   

9.1
CP Ceruloplasmin precursor
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021841]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021841&coverage_map=0+34+67+19+35+9+11+9+13+33+33+4
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00021841-IPI00853525;numPeptides=22;peptides=VSFLSALEEYTKK-LSPLGEEMR-DSGRDYVSQFEGSALGK-LSPLGEEMRDR-DYVSQFEGSALGK-LLDNWDSVTSTFSK-LREQLGPVTQEFWDNLEK-WQEEMELYR-VQPYLDDFQK-THLAPYSDELRQR-VQPYLDDFQKK-VKDLATVYVDVLK-QKVEPLR-DYVSQFEGSALGKQLNLK-AKPALEDLR-VSFLSALEEYTK-DLATVYVDVLK-QKVEPLRAELQEGAR-THLAPYSDELR-QGLLPVLESFK-EQLGPVTQEFWDNLEK-VEPLRAELQEGAR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00853525]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00853525&coverage_map=0+47+32+19+35+9+11+9+13+33+33+4
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00029739]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00029739&coverage_map=0+57+21+31+36+150+8+5+11+22+10+59+31+37+40+55+10+146+20+5+12+68+20+3+10+29+10+52+14+5+27+5+14+21+18+100+9+21+10+20+8+1
http://offline/millscripts/multiAlign.pl?numProts=6;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1;single=0;accessions=IPI00029739-IPI00218999-IPI00515041-IPI00027507-IPI00844262-IPI00654723;numPeptides=26;peptides=AQTTVTCMENGWSPTPR-TDCLSLPSFENAIPMGEK-AVYTCNEGYQLLGEINYR-SLGNVIMVCR-SSNLIILEEHLK-VSVLCQENYLIQEGEEITCK-SITCIHGVWTQLPQCVAIDK-NGFYPATR-DGWSAQPTCIK-RPYFPVAVGK-KGEWVALNPLR-ECDTDGWTNDIPICEVVK-WQSIPLCVEK-TGESVEFVCK-SIDVACHPGYALPK-CTSTGWIPAPR-IDVHLVPDRK-DTSCVNPPTVQNAYIVSR-LGYVTADGETSGSITCGK-AGEQVTYTCATYYK-LSYTCEGGFR-WSHPPSCIK-CLHPCVISR-LEYPTCAK-SCDIPVFMNAR-CFEGFGIDGPAIAK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218999]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218999&coverage_map=0+57+21+31+36+150+8+5+11+22+10+59+31+8
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00515041]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00515041&coverage_map=0+57+21+31+18+104+8+5+11+22+10+59+31+8
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00027507]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00027507&coverage_map=0+39+10+281
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00844262]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00844262&coverage_map=0+39+10+183
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00654723]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00654723&coverage_map=0+39+10+146
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022488]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022488&coverage_map=0+91+33+6+48+2+13+4+22+6+9+98+11+4+24+7+63+5+16
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022488;numPeptides=21;peptides=VWVYPPEKK-GDKVWVYPPEK-SWPAVGNCSSALR-DYFMPCPGR-GECQAEGVLFFQGDR-VWVYPPEK-GDKVWVYPPEKK-NFPSPVDAAFR-VDGALCMEK-GGYTLVSGYPK-SGAQATWTELPWPHEK-ALPQPQNVTSLLGCTH-EVGTPHGIILDSVDAAFICPGSSR-EWFWDLATGTMK-LLQDEFPGIPSPLDAAVECHR-QGHNSVFLIK-FDPVRGEVPPR-SLGPNSCSANGPGLYLIHGPNLYCYSDVEK-RLWWLDLK-YYCFQGNQFLR-LWWLDLK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022418]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022418&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+227+21+93+47+222+27+124+10+76
http://offline/millscripts/multiAlign.pl?numProts=18;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1;single=0;accessions=IPI00022418-IPI00339223-IPI00414283-IPI00339228-IPI00855777-IPI00339225-IPI00479723-IPI00855785-IPI00339227-IPI00845263-IPI00339319-IPI00867588-IPI00556632-IPI00873210-IPI00339226-IPI00339224-IPI00856050-IPI00411462;numPeptides=19;peptides=STTPDITGYR-FLATTPNSLLVSWQPPR-TYHVGEQWQK-GDSPASSKPISINYR-GATYNIIVEALK-EATIPGHLNSYTIK-VTIMWTPPESAVTGYR-VDVIPVNLPGEHGQR-VPGTSTSATLTGLTR-NTFAEVTGLSPGVTYYFK-IYLYTLNDNAR-SSPVVIDASTAIDAPSNLR-DDKESVPISDTIIPAVPPPTDLR-EINLAPDSSSVVVSGLMVATK-HTSVQTTSSGSGPFTDVR-HYQINQQWER-EESPLLIGQQSTVSDVPR-NLQPASEYTVSLVAIK-QYNVGPSVSK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00339223]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00339223&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+227+21+93+47+191+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00414283]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00414283&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+227+21+93+47+166+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00339228]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00339228&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+137+21+93+47+222+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00855777]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00855777&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+137+21+93+47+191+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00339225]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00339225&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+227+21+93+47+102+27+69+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00479723]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00479723&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+137+21+93+47+102+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00855785]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00855785&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+318+18+72+15+227+21+93+47+222+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00339227]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00339227&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+318+18+72+15+227+21+93+47+191+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00845263]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00845263&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+318+18+72+15+227+21+93+47+166+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00339319]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00339319&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+227+18+72+15+227+21+93+47+222+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00867588]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00867588&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+318+18+72+15+137+21+93+47+102+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00556632]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00556632&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+85+15+137+21+93+47+166+27+124+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00873210]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00873210&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+228+18+72+15+227+21+93+47+222+15+136+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00339226]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00339226&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+227+21+93+47+171+10+76
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00339224]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00339224&coverage_map=0+57+10+205+18+365+14+253+31+5+18+64+10+4+16+127+10+44+23+160+18+72+15+227+21+93+47+104
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00856050]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00856050&coverage_map=0+94+17+191+15+25
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00411462]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00411462&coverage_map=0+57+10+205+18+352
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00017601]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00017601&coverage_map=0+69+12+17+12+38+29+10+14+225+10+32+13+3+39+14+21+212+8+86+37+43+13+108
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00017601-IPI00794184-IPI00793108-IPI00879084;numPeptides=15;peptides=MYYSAVDPTKDIFTGLIGPMK-DIFTGLIGPMK-VNKDDEEFIESNK-SGAGTEDSACIPWAYYSTVDQVK-DLYSGLIGPLIVCR-ALYLQYTDETFR-DIASGLIGPLIICK-MYYSAVDPTK-AETGDKVYVHLK-EYTDASFTNR-GEFYIGSK-GAYPLSIEPIGVR-NNEGTYYSPNYNPQSR-SVPPSASHVAPTETFTYEWTVPK-VYPGEQYTYMLLATEEQSPGEGDGNCVTR
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Protein/Peptide Summary - Agilent Spectrum Mill

62 
3.32e+008

48 
1.08e+008 97069.2 5.31 HUMAN IPI00794184 15 9 141.10   CP 97 kDa protein

41 
4.52e+008

23 
1.14e+008 20193.9 5.27 HUMAN IPI00793108 28 3 54.89   CP 20 kDa protein

7 
7.03e+007

0 
0.00e+000 20030.9 7.10 HUMAN IPI00879084 14 2 24.64   CP 20 kDa protein

87 
8.21e+008

123 
2.09e+008 50598.5 5.42 HUMAN IPI00550991 30 14 210.45   

10.1
SERPINA3 Alpha-1-antichymotrypsin precursor

87 
8.21e+008

123 
2.09e+008 47651.1 5.33 HUMAN IPI00847635 31 14 210.45   SERPINA3 Isoform 1 of Alpha-1-antichymotrypsin precursor

28 
4.58e+008

21 
1.44e+008 45399.3 5.28 HUMAN IPI00304273 37 14 203.47   

11.1
APOA4 Apolipoprotein A-IV precursor

28 
4.58e+008

21 
1.44e+008 45372.2 5.28 HUMAN IPI00847179 37 14 203.47   APOA4 apolipoprotein A-IV precursor

41 
4.52e+008

18 
6.89e+007 47901.5 6.29 HUMAN IPI00797833 37 14 193.16   

12.1
KNG1 Kininogen 1

40 
4.63e+008

18 
6.89e+007 71957.8 6.34 HUMAN IPI00032328 22 13 184.44   KNG1 Isoform HMW of Kininogen-1 precursor

40 
4.63e+008

18 
6.89e+007 47883.5 6.29 HUMAN IPI00215894 34 13 184.44   KNG1 Isoform LMW of Kininogen-1 precursor

35 
5.23e+008

14 
5.22e+007 33085.6 6.27 HUMAN IPI00789376 36 10 153.01   KNG1 KNG1 protein

5 
4.18e+007

4 
1.27e+008 17352.6 4.83 HUMAN IPI00797097 25 3 31.43   KNG1 17 kDa protein

28 
4.85e+008

11 
3.76e+007 188306.3 6.11 HUMAN IPI00032291 10 13 176.86   

13.1
C5 Complement C5 precursor

6 
9.07e+006

5 
2.24e+007 123352.0 8.43 HUMAN IPI00816741 8 7 84.75   C5 Complement component 5 variant (Fragment)

18 
7.66e+007

30 
7.74e+007 52917.9 5.32 HUMAN IPI00742696 25 11 161.86   

14.1
GC vitamin D-binding protein precursor

17 
7.01e+007

27 
7.00e+007 52964.0 5.40 HUMAN IPI00555812 22 9 134.01   GC Vitamin D-binding protein precursor

81 
7.39e+008

22 
4.07e+008 52691.8 6.12 HUMAN IPI00032179 27 10 158.91   

15.1
SERPINC1 Antithrombin III variant

44 
6.12e+008

6 
5.86e+008 29092.6 9.03 HUMAN IPI00844156 20 4 65.89   SERPINC1 SERPINC1 protein

38 
2.23e+008

12 
1.37e+008 90569.6 7.04 HUMAN IPI00019580 19 11 153.65   

16.1
PLG Plasminogen precursor

74 
4.55e+008

20 
1.03e+008 59578.6 7.09 HUMAN IPI00022371 27 10 152.35   

17.1
HRG Histidine-rich glycoprotein precursor

34 
3.15e+008

6 
1.29e+008 70037.3 5.64 HUMAN IPI00019568 22 10 148.29   

18.1
F2 Prothrombin precursor (Fragment)

16 
2.06e+008

2 
4.92e+007 35931.8 4.74 HUMAN IPI00877967 15 3 51.54   F2 36 kDa protein

27 
1.80e+008

17 
2.13e+008 55154.5 6.09 HUMAN IPI00291866 20 9 147.70   

19.1
SERPING1 Plasma protease C1 inhibitor precursor

23 
1.88e+008

16 
2.24e+008 37288.2 7.91 HUMAN IPI00556459 27 8 133.67   SERPING1 Serine/cysteine proteinase inhibitor clade G member 1 splice variant 2 (Fragment)

25 
1.89e+008

16 
2.23e+008 59492.4 6.28 HUMAN IPI00879931 16 8 127.12   

SERPING1 cDNA FLJ78023, highly similar to Homo sapiens serine (or cysteine) proteinase inhibitor, clade G 
(C1inhibitor), member 1, (angioedema, hereditary) (SERPING1), mRNA

4 
1.33e+008

1 
4.69e+007 18153.4 4.48 HUMAN IPI00877698 5 1 14.03   SERPING1 18 kDa protein

4 
1.33e+008

1 
4.69e+007 11785.3 4.94 HUMAN IPI00385045 8 1 14.03   SERPING1 C1 inhibitor mutant (Fragment)
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00794184]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00794184&coverage_map=0+207+10+32+13+3+39+24+11+212+8+86+37+43+13+108
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00793108]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00793108&coverage_map=0+16+37+43+13+65
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879084]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879084&coverage_map=0+109+12+17+12+21
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00550991]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00550991&coverage_map=0+169+8+7+26+6+6+17+21+48+15+8+9+25+50+33
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00550991-IPI00847635;numPeptides=14;peptides=ADLSGITGAR-ITLLSALVETR-LINDYVK-AKWEMPFDPQDTHQSR-KLINDYVK-MEEVEAMLLPETLKR-FYLSK-EIGELYLPK-NLAVSQVVHK-MEEVEAMLLPETLK-LYGSEAFATDFQDSAAAK-EQLSLLDR-AVLDVFEEGTEASAATAVK-ITDLIK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00847635]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00847635&coverage_map=0+144+8+7+26+6+6+17+21+48+15+8+9+25+50+33
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00304273]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00304273&coverage_map=0+51+39+22+11+32+8+46+24+22+9+2+9+12+17+1+21+22+11+37
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00304273-IPI00847179;numPeptides=14;peptides=VKIDQTVEELRR-QLTPYAQR-SLAELGGHLDQQVEEFR-VNSFFSTFK-SELTQQLNALFQDK-RVEPYGENFNK-LAPLAEDVR-KLVPFATELHER-ISASAEELR-LLPHANEVSQK-ALVQQMEQLR-SLAPYAQDTQEK-LGEVNTYAGDLQK-DKVNSFFSTFK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00847179]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00847179&coverage_map=0+51+39+22+11+32+8+46+24+22+9+2+9+12+17+1+21+22+11+37
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00797833]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00797833&coverage_map=0+43+15+6+25+98+32+21+22+7+19+27+9+19+19+1+17+47
http://offline/millscripts/multiAlign.pl?numProts=5;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1;single=0;accessions=IPI00797833-IPI00032328-IPI00215894-IPI00789376-IPI00797097;numPeptides=14;peptides=YFIDFVAR-QVVAGLNFR-TVGSDTFYSFK-YEIKEGDCPVQSGK-IASFSQNCDIYPGKDFVQPPTK-KYFIDFVAR-IYPTVNCQPLGMISLMK-DIPTNSPELEETLTHTITK-LGQSLDCNAEVYVVPWEK-KLGQSLDCNAEVYVVPWEK-IASFSQNCDIYPGK-ENFLFLTPDCK-YNSQNQSNNQFVLYR-QVVAGLNFRMTYSIVQTNCSK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00032328]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00032328&coverage_map=0+43+15+6+25+98+9+12+11+21+22+7+19+27+9+19+19+1+17+264
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00215894]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00215894&coverage_map=0+43+15+6+25+98+9+12+11+21+22+7+19+27+9+19+19+1+17+47
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00789376]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00789376&coverage_map=0+51+9+12+11+21+22+7+19+27+9+19+19+1+17+47
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00797097]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00797097&coverage_map=0+43+15+6+25+65
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00032291]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00032291&coverage_map=0+63+27+346+13+25+15+28+22+187+13+223+8+100+14+162+16+178+16+47+12+34+27+100
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00032291-IPI00816741;numPeptides=13;peptides=IPLDLVPK-FQNSAILTIQPK-VSITSITVENVFVK-ALLVGEHLNIIVTPK-TDAPDLPEENQAR-MVETTAYALLTSLNLK-FSDASYQSINIPVTQNMVPSSR-AFTECCVVASQLR-QTACKPEIAYAYK-GGSASTWLTAFALR-QCTMFYSTSNIK-ALVEGVDQLFTDYQIK-FSYSSGHVHLSSENK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00816741]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00816741&coverage_map=0+134+27+346+13+25+15+28+22+187+13+223+8+65
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00742696]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00742696&coverage_map=0+50+15+29+20+5+30+83+6+114+36+39+13+34
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00742696-IPI00555812;numPeptides=11;peptides=AKLPDATPTELAK-LSNLIK-LPDATPTELAK-KFPSGTFEQVSQLVK-THLPEVFLSK-HQPQEFPTYVEPTNDEICEAFR-KLCMAALK-SLGECCDVEDSTTCFNAK-RTHLPEVFLSK-VLEPTLK-SCESNSPFPVHPGTAECCTK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00555812]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00555812&coverage_map=0+50+15+29+20+5+30+83+6+114+36+86
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00032179]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00032179&coverage_map=0+45+11+23+7+116+7+65+16+5+13+47+37+11+23+20+12+7
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00032179-IPI00844156;numPeptides=10;peptides=EQLQDMGLVDLFSPEK-AFLEVNEEGSEAAASTAVVIAGR-LQPLDFK-VAEGTQVLELPFK-ADGESCSASMMYQEGK-EVPLNTIIFMGR-DIPMNPMCIYR-RVWELSK-SKLPGIVAEGR-FRIEDGFSLK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00844156]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00844156&coverage_map=0+45+11+22+7+112+23+20+12+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00019580]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00019580&coverage_map=0+253+24+150+18+47+31+9+17+107+7+7+47+81+10+2
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00019580;numPeptides=11;peptides=LSSPAVITDK-WELCDIPR-TECFITGWGETQGTFGAGLLK-LFLEPTR-NPDADKGPWCFTTDPSVR-VIPACLPSPNYVVADR-NPDGDVGGPWCYTTNPR-RATTVTGTPCQDWAAQEPHR-CTTPPPSSGPTYQCLK-FVTWIEGVMR-HSIFTPETNPR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022371]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022371&coverage_map=0+43+9+43+11+33+14+34+14+18+16+35+14+169+7+5+42+2+16
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022371;numPeptides=10;peptides=KGEVLPLPEANFPSFPLPHHK-RPSEIVIGQCK-DGYLFQLLR-QIGSVYR-SGFPQVSMFFTHTFPK-SSTTKPPFKPHGSR-DSPVLIDFFEDTER-ADLFYDVEALDLESPK-GGEGTGYFVDFSVR-HPLKPDNQPFPQSVSESCPGK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00019568]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00019568&coverage_map=0+177+21+49+16+51+30+9+30+1+15+109+29+85
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00019568-IPI00877967;numPeptides=10;peptides=RQECSIPVCGQDQVTVAMTPR-TFGSGEADCGLRPLFEK-ELLESYIDGR-IVEGSDAEIGMSPWQVMLFR-ETWTANVGK-HQDFNSAVQLVENFCR-SPQELLCGASLISDR-GQPSVLQVVNLPIVERPVCK-ETWTANVGKGQPSVLQVVNLPIVERPVCK-TATSEYQTFFNPR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00877967]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00877967&coverage_map=0+167+21+49+16+51+13+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00291866]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00291866&coverage_map=0+152+9+29+21+5+17+43+22+68+14+10+10+87+7+6
http://offline/millscripts/multiAlign.pl?numProts=5;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1;single=0;accessions=IPI00291866-IPI00556459-IPI00879931-IPI00877698-IPI00385045;numPeptides=9;peptides=TNLESILSYPK-GVTSVSQIFHSPDLAIR-LEDMEQALSPSVFK-LYHAFSAMK-FPVFMGR-FQPTLLTLPR-LVLLNAIYLSAK-DFTCVHQALK-LLDSLPSDTR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00556459]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00556459&coverage_map=0+23+21+5+17+43+22+68+14+10+10+87+7+6
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879931]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879931&coverage_map=0+186+9+29+21+5+17+43+10+89+14+10+10+87+7+6
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00877698]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00877698&coverage_map=0+157+9+5
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00385045]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00385045&coverage_map=0+80+9+22


Protein/Peptide Summary - Agilent Spectrum Mill

28 
2.40e+008

10 
3.87e+008 103325.9 6.51 HUMAN IPI00294193 11 10 140.65   

20.1
ITIH4 Isoform 1 of Inter-alpha-trypsin inhibitor heavy chain H4 precursor

27 
2.49e+008

10 
3.87e+008 101209.5 6.21 HUMAN IPI00218192 10 9 132.43   ITIH4 Isoform 2 of Inter-alpha-trypsin inhibitor heavy chain H4 precursor

27 
2.49e+008

10 
3.87e+008 84248.7 5.31 HUMAN IPI00878609 12 9 132.43   ITIH4 Protein

14 
2.08e+008

5 
3.68e+008 70953.5 5.43 HUMAN IPI00878152 10 6 88.78   ITIH4 71 kDa protein

11 
1.92e+008

5 
4.06e+008 15749.3 9.49 HUMAN IPI00556036 7 2 34.93   ITIH4 Inter-alpha (Globulin) inhibitor H4 (Plasma Kallikrein-sensitive glycoprotein) variant

20 
1.93e+009

22 
3.12e+008 85533.4 6.67 HUMAN IPI00019591 17 9 140.04   

21.1
CFB Isoform 1 of Complement factor B precursor (Fragment)

12 
1.98e+008

15 
1.31e+008 85534.3 6.44 HUMAN IPI00639937 15 8 125.77   CFB Complement factor B

5 
3.27e+008

11 
1.47e+008 68872.9 6.11 HUMAN IPI00218508 7 3 54.90   CFB Isoform 2 of Complement factor B precursor (Fragment)

41 
2.63e+008

6 
1.12e+008 85697.9 5.90 HUMAN IPI00026314 16 8 128.28   

22.1
GSN Isoform 1 of Gelsolin precursor

41 
2.63e+008

6 
1.12e+008 80641.0 5.58 HUMAN IPI00646773 17 8 128.28   GSN Isoform 2 of Gelsolin precursor

30 
2.09e+008

4 
1.27e+008 52373.1 5.21 HUMAN IPI00513782 21 6 90.03   GSN Gelsolin

17 
1.68e+008

3 
1.31e+008 22948.9 4.60 HUMAN IPI00796316 25 3 54.22   GSN Gelsolin

17 
1.68e+008

3 
1.31e+008 20783.6 4.69 HUMAN IPI00377087 28 3 54.22   GSN Gelsolin

11 
4.11e+008

2 
8.21e+007 28953.8 7.71 HUMAN IPI00641047 10 2 38.25   GSN Gelsolin

11 
4.11e+008

2 
8.21e+007 25857.3 6.61 HUMAN IPI00647556 11 2 38.25   GSN Gelsolin

41 
3.74e+008

15 
2.82e+008 54272.8 5.58 HUMAN IPI00022895 21 9 125.60   

23.1
A1BG Alpha-1B-glycoprotein precursor

37 
3.90e+008

14 
2.67e+008 54253.8 5.56 HUMAN IPI00745089 19 8 111.16   A1BG alpha 1B-glycoprotein precursor

29 
4.79e+008

11 
2.80e+008 40718.1 5.50 HUMAN IPI00644018 17 5 75.99   A1BG 41 kDa protein

28 
4.89e+008

11 
2.80e+008 35271.0 5.96 HUMAN IPI00646799 15 4 67.58   A1BG Putative uncharacterized protein DKFZp686F0970

32 
1.62e+008

5 
3.15e+008 106437.0 6.40 HUMAN IPI00305461 12 9 124.57   

24.1
ITIH2 Inter-alpha-trypsin inhibitor heavy chain H2 precursor

32 
1.62e+008

5 
3.15e+008 105216.6 6.56 HUMAN IPI00645038 12 9 124.57   ITIH2 Inter-alpha (Globulin) inhibitor H2

14 
5.53e+007

3 
5.16e+008 26821.0 9.08 HUMAN IPI00514159 23 4 60.09   ITIH2 Inter-alpha (Globulin) inhibitor H2

6 
1.69e+008

40 
5.79e+007 53154.5 5.87 HUMAN IPI00032220 18 7 123.11   

25.1
AGT Angiotensinogen precursor

31 
1.64e+008

23 
5.05e+007 38999.7 5.95 HUMAN IPI00022426 30 8 118.30   

26.1
AMBP AMBP protein precursor

15 
2.08e+008

13 
1.25e+008 36154.3 5.65 HUMAN IPI00021842 31 7 112.54   

27.1
APOE Apolipoprotein E precursor

4 
1.09e+008

4 
1.52e+008 32558.2 6.99 HUMAN IPI00878953 21 4 64.76   APOE MRNA for apolipoprotein E

2 
1.78e+008

1 
8.94e+007 24903.6 5.75 HUMAN IPI00879456 21 3 47.73   APOE 25 kDa protein

2 
1.78e+008

1 
8.94e+007 24647.3 5.75 HUMAN IPI00879368 21 3 47.73   APOE Apolipoprotein E
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00294193]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00294193&coverage_map=0+152+10+62+16+188+10+62+12+104+10+127+22+2+11+25+13+104
http://offline/millscripts/multiAlign.pl?numProts=5;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1;single=0;accessions=IPI00294193-IPI00218192-IPI00878609-IPI00878152-IPI00556036;numPeptides=10;peptides=NVHSGSTFFK-WKETLFSVMPGLK-LGVYELLLK-AGFSWIEVTFK-SPEQQETVLDGNLIIR-GPDVLTATVSGK-RLGVYELLLK-LALDNGGLAR-QGPVNLLSDPEQGVEVTGQYER-ETLFSVMPGLK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218192]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218192&coverage_map=0+152+10+62+16+188+10+62+12+225+22+2+11+25+13+104
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00878609]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00878609&coverage_map=0+22+10+50+16+188+10+62+12+211+22+2+11+25+13+104
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00878152]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00878152&coverage_map=0+158+10+62+12+225+22+2+11+25+13+104
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00556036]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00556036&coverage_map=0+64+10+65
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00019591]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00019591&coverage_map=0+50+24+234+11+4+14+228+16+6+18+63+39+46+11
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00019591-IPI00639937-IPI00218508;numPeptides=9;peptides=YGQTIRPICLPCTEGTTR-LLQEGQALEYVCPSGFYPYPVQTR-YGLVTYATYPK-FLCTGGVSPYADPNTCR-EAGIPEFYDYDVALIK-GDSGGPLIVHK-EKLQDEDLGFL-VKDISEVVTPR-VSEADSSNADWVTK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00639937]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00639937&coverage_map=0+50+24+234+11+4+14+250+18+63+39+46+11
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218508]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218508&coverage_map=0+50+24+234+11+4+14+284
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00026314]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00026314&coverage_map=0+147+15+15+11+185+17+29+28+130+38+11+22+134
http://offline/millscripts/multiAlign.pl?numProts=7;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1;single=0;accessions=IPI00026314-IPI00646773-IPI00513782-IPI00796316-IPI00377087-IPI00641047-IPI00647556;numPeptides=8;peptides=QTQVSVLPEGGETPLFK-EVQGFESATFLGYFK-HVVPNEVVVQR-AQPVQVAEGSEPDGFWEALGGK-VPFDAATLHTSTAMAAQHGMDDDGTGQK-TPSAAYLWVGTGASEAEK-AGALNSNDAFVLK-AVEVLPK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00646773]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00646773&coverage_map=0+96+15+15+11+185+17+29+28+130+38+11+22+134
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00513782]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00513782&coverage_map=0+104+17+29+28+130+38+11+22+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00796316]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00796316&coverage_map=0+9+31+11+22+134
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00377087]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00377087&coverage_map=0+9+31+11+22+115
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00641047]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00641047&coverage_map=0+96+15+15+11+123
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00647556]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00647556&coverage_map=0+107+15+15+11+80
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022895]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022895&coverage_map=0+52+10+16+12+4+20+26+12+75+17+80+9+58+26+78
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00022895-IPI00745089-IPI00644018-IPI00646799;numPeptides=9;peptides=LELHVDGPPPRPQLR-LETPDFQLFK-CLAPLEGAR-HQFLLTGDTQGR-ATWSGAVLAGR-LLELTGPK-GVLRGVTFLLRR-SGLSTGWTQLSK-VTLTCVAPLSGVDFQLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00745089]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00745089&coverage_map=0+78+12+4+20+26+12+75+17+80+9+58+26+78
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00644018]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00644018&coverage_map=0+18+12+75+17+80+9+58+26+78
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00646799]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00646799&coverage_map=0+58+17+80+9+58+26+78
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00305461]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00305461&coverage_map=0+93+19+54+10+21+7+18+20+23+15+45+9+7+15+23+15+94+11+447
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00305461-IPI00645038-IPI00514159;numPeptides=9;peptides=MKQTVEAMK-FLHVPDTFEGHFDGVPVISK-IQPSGGTNINEALLR-IYLQPGR-TEVNVLPGAK-AEDHFSVIDFNQNIR-FYNQVSTPLLR-VVNNSPQPQNVVFDVQIPK-ETAVDGELVVLYDVK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00645038]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00645038&coverage_map=0+82+19+54+10+21+7+18+20+23+15+45+9+7+15+23+15+94+11+447
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00514159]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00514159&coverage_map=0+68+19+54+10+21+7+18+20+20
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00032220]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00032220&coverage_map=0+63+12+7+12+63+10+12+17+24+30+3+9+223
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00032220;numPeptides=7;peptides=DPTFIPAPIQAK-LQAILGVPWK-FMQAVTGWK-VLSALQAVQGLLVAQGR-SLDFTELDVAAEK-ALQDQLVLVAAK-QPFVQGLALYTPVVLPR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022426]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022426&coverage_map=0+43+14+109+19+41+20+36+11+4+12+2+15+8+15+3
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022426;numPeptides=8;peptides=KEDSCQLGYSAGPCMGMTSR-AFIQLWAFDAVK-WYNLAIGSTCPWLK-TVAACNLPIVR-VVAQGVGIPEDSIFTMADR-EDSCQLGYSAGPCMGMTSR-CVLFPYGGCQGNGNK-EYCGVPGDGDEELLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021842]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021842&coverage_map=0+56+23+58+15+46+9+2+15+45+9+2+12+8+17
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00021842-IPI00878953-IPI00879456-IPI00879368;numPeptides=7;peptides=LGPLVEQGR-VQAAVGTSAAPVPSDNH-WVQTLSEQVQEELLSSQVTQELR-SWFEPLVEDMQR-AATVGSLAGQPLQER-GEVQAMLGQSTEELR-LQAEAFQAR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00878953]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00878953&coverage_map=0+101+23+58+15+46+9+2+15+19
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879456]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879456&coverage_map=0+56+23+58+15+46+9+12
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879368]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879368&coverage_map=0+56+23+58+15+46+9+9


Protein/Peptide Summary - Agilent Spectrum Mill

23 
6.30e+008

10 
1.89e+008 101389.7 6.31 HUMAN IPI00292530 10 6 110.31   

28.1
ITIH1 Inter-alpha-trypsin inhibitor heavy chain H1 precursor

1 
1.72e+009

0 
0.00e+000 55367.7 5.91 HUMAN IPI00383338 5 1 17.05   ITIH1 PRO2769

0 
0.00e+000

15 
8.01e+007 46736.8 5.37 HUMAN IPI00553177 20 8 108.17   

29.1
SERPINA1 Isoform 1 of Alpha-1-antitrypsin precursor

0 
0.00e+000

11 
6.68e+007 40263.0 5.26 HUMAN IPI00790784 19 6 81.74   SERPINA1 Isoform 2 of Alpha-1-antitrypsin precursor

0 
0.00e+000

9 
5.73e+007 13097.5 8.93 HUMAN IPI00305457 35 4 57.00   SERPINA1 PRO2275

0 
0.00e+000

6 
1.14e+008 34755.6 5.04 HUMAN IPI00869004 13 4 51.17   SERPINA1 Isoform 3 of Alpha-1-antitrypsin precursor

48 
1.86e+009

42 
2.33e+008 23539.7 5.02 HUMAN IPI00884926 33 6 104.40   

30.1
ORM1 orosomucoid 1 precursor

48 
1.86e+009

42 
2.33e+008 23511.7 4.93 HUMAN IPI00022429 33 6 104.40   ORM1 Alpha-1-acid glycoprotein 1 precursor

10 
1.44e+009

22 
5.87e+008 23602.8 5.03 HUMAN IPI00020091 21 4 61.22   ORM2 Alpha-1-acid glycoprotein 2 precursor

34 
6.22e+008

19 
8.46e+008 54305.9 5.55 HUMAN IPI00298971 16 7 101.77   

31.1
VTN Vitronectin precursor

0 
0.00e+000

13 
2.64e+008 15998.5 6.74 HUMAN IPI00654755 59 7 98.54   

32.1
HBB Hemoglobin subunit beta

0 
0.00e+000

10 
3.12e+008 18930.9 6.28 HUMAN IPI00884107 36 5 66.75   HBB Beta-globin gene from a thalassemia patient

0 
0.00e+000

9 
3.46e+008 11504.2 5.90 HUMAN IPI00796636 45 4 56.27   HBB Hemoglobin (Fragment)

0 
0.00e+000

9 
3.76e+008 16055.6 7.84 HUMAN IPI00473011 25 3 41.46   HBD;HBB Hemoglobin subunit delta

0 
0.00e+000

8 
3.87e+008 11459.1 6.17 HUMAN IPI00829896 37 3 37.50   HBD Hemoglobin Lepore-Baltimore (Fragment)

0 
0.00e+000

7 
4.40e+008 19009.0 7.70 HUMAN IPI00830113 15 2 26.78   HBB 19 kDa protein

0 
0.00e+000

7 
4.40e+008 15419.8 7.74 HUMAN IPI00657660 18 2 26.78   HBB Hemoglobin delta-beta fusion protein

0 
0.00e+000

7 
4.40e+008 11346.0 5.89 HUMAN IPI00791558 25 2 26.78   HBB Delta-hemoglobin

0 
0.00e+000

7 
4.40e+008 9117.5 6.90 HUMAN IPI00884436 29 2 26.78   - Similar to Beta-hemoglobin

0 
0.00e+000

6 
2.19e+008 17429.1 6.04 HUMAN IPI00749035 6 1 12.53   HBG2 Gamma-G globin

0 
0.00e+000

6 
2.19e+008 17316.0 6.04 HUMAN IPI00744503 6 1 12.53   HBG1 17 kDa protein

0 
0.00e+000

6 
2.19e+008 16594.0 6.41 HUMAN IPI00816618 6 1 12.53   HBG2 Hemoglobin gamma-G (Fragment)

0 
0.00e+000

6 
2.19e+008 16202.9 8.67 HUMAN IPI00217471 6 1 12.53   HBE1 Hemoglobin subunit epsilon

0 
0.00e+000

6 
2.19e+008 16140.5 6.65 HUMAN IPI00220706 6 1 12.53   HBG1 Hemoglobin subunit gamma-1

0 
0.00e+000

6 
2.19e+008 16126.5 6.65 HUMAN IPI00554676 6 1 12.53   HBG2;HBG1 Hemoglobin subunit gamma-2

0 
0.00e+000

6 
2.19e+008 15319.1 9.48 HUMAN IPI00657911 7 1 12.53   HBG2 Gamma-globin

0 
0.00e+000

6 
2.19e+008 9470.0 9.10 HUMAN IPI00853641 11 1 12.53   HBE1 Uncharacterized protein HBE1

0 
0.00e+000

6 
2.19e+008 4508.3 9.52 HUMAN IPI00815947 22 1 12.53   HBB Truncated beta-globin (Fragment)
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00292530]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00292530&coverage_map=0+41+13+11+18+42+12+67+10+127+19+252+28+271
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00292530-IPI00383338;numPeptides=6;peptides=GMADQDGLKPTIDKPSEDSPPLEMLGPR-FAHYVVTSQVVNTANEAR-QAVDTAVDGVFIR-AAISGENAGLVR-LDAQASFLPK-GSLVQASEANLQAAQDFVR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00383338]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00383338&coverage_map=0+213+28+253
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00553177]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00553177&coverage_map=0+192+6+27+16+6+10+1+9+57+28+7+8+37+7+7
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00553177-IPI00790784-IPI00305457-IPI00869004;numPeptides=8;peptides=VFSNGADLSGVTEEAPLK-LGMFNIQHCK-SVLGQLGITK-IVDLVK-SPLFMGK-LSSWVLLMK-DTEEEDFHVDQVTTVK-AVLTIDEK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00790784]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00790784&coverage_map=0+192+6+27+16+6+10+1+9+57+28+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00305457]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00305457&coverage_map=0+26+28+7+8+37+7+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00869004]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00869004&coverage_map=0+192+6+27+16+6+10+1+9+39
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884926]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884926&coverage_map=0+42+9+22+8+27+15+3+12+15+14+3+10+21
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-2;single=0;accessions=IPI00884926-IPI00022429-IPI00020091;numPeptides=8;peptides=YVGGQEHFAHLLILR-WFYIASAFR-SDVMYTDWK-SDVVYTDWKK-TYMLAFDVNDEK-EQLGEFYEALDCLR-EQLGEFYEALDCLCIPR-TEDTIFLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022429]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022429&coverage_map=0+42+9+22+8+27+15+3+12+15+14+3+10+21
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00020091]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00020091&coverage_map=0+42+9+22+8+72+26+22
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00298971]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00298971&coverage_map=0+176+10+11+15+58+5+55+23+99+26
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00298971;numPeptides=7;peptides=SIAQYWLGCPAPGHL-VYFFK-DWHGVPGQVDAAMAGR-RVDTVDPPYPR-DVWGIEGPIDAAFTR-GQYCYELDEK-QPQFISR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00654755]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00654755&coverage_map=0+9+9+13+10+26+29+9+40+2
http://offline/millscripts/multiAlign.pl?numProts=19;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1;single=0;accessions=IPI00654755-IPI00884107-IPI00796636-IPI00473011-IPI00829896-IPI00830113-IPI00657660-IPI00791558-IPI00884436-IPI00749035-IPI00744503-IPI00816618-IPI00217471-IPI00220706-IPI00554676-IPI00657911-IPI00853641-IPI00815947-IPI00816644;numPeptides=7;peptides=SAVTALWGK-EFTPPVQAAYQK-LLGNVLVCVLAHHFGK-VLGAFSDGLAHLDNLK-LLVVYPWTQR-GTFATLSELHCDK-VVAGVANALAHK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884107]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884107&coverage_map=0+9+9+13+10+26+29+9+16+54
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00796636]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00796636&coverage_map=0+9+9+13+10+26+29+9
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00473011]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00473011&coverage_map=0+31+10+26+16+50+12+2
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829896]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829896&coverage_map=0+31+10+26+29+9
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00830113]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00830113&coverage_map=0+31+10+26+16+90
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00657660]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00657660&coverage_map=0+31+10+26+16+58
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00791558]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00791558&coverage_map=0+31+10+26+16+21
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884436]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884436&coverage_map=0+10+10+26+16+25
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00749035]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00749035&coverage_map=0+31+10+117
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00744503]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00744503&coverage_map=0+31+10+117
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00816618]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00816618&coverage_map=0+36+10+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00217471]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00217471&coverage_map=0+31+10+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00220706]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00220706&coverage_map=0+31+10+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00554676]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00554676&coverage_map=0+31+10+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00657911]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00657911&coverage_map=0+21+10+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00853641]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00853641&coverage_map=0+31+10+46
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00815947]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00815947&coverage_map=1+10+30
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Protein/Peptide Summary - Agilent Spectrum Mill

0 
0.00e+000

1 
8.40e+006 3500.1 6.90 HUMAN IPI00816644 45 1 10.48   HBB Hemoglobin beta chain (Fragment)

10 
2.47e+008

17 
1.36e+008 38178.1 6.45 HUMAN IPI00022417 20 6 93.89   

33.1
LRG1 Leucine-rich alpha-2-glycoprotein precursor

21 
3.36e+008

22 
2.25e+008 69069.6 5.64 HUMAN IPI00019943 15 7 88.54   

34.1
AFM Afamin precursor

8 
4.69e+008

6 
6.33e+007 63173.8 5.43 HUMAN IPI00022395 9 5 88.06   

35.1
C9 Complement component C9 precursor

9 
7.68e+007

8 
9.31e+007 80174.1 5.89 HUMAN IPI00296165 12 6 87.05   

36.1
C17orf13;ACYP1;C1R Complement C1r subcomponent precursor

2 
2.14e+007

1 
2.74e+007 26299.8 5.13 HUMAN IPI00791901 11 2 23.40   C1R 26 kDa protein

15 
1.23e+008

12 
7.40e+007 60178.6 6.72 HUMAN IPI00292950 14 7 84.55   

37.1
SERPIND1 Serpin peptidase inhibitor, clade D (Heparin cofactor), member 1

12 
1.42e+008

12 
7.40e+007 57070.9 6.41 HUMAN IPI00879573 11 6 75.07   SERPIND1 Heparin cofactor 2 precursor

15 
2.65e+008

20 
2.32e+008 38298.4 8.34 HUMAN IPI00298828 26 6 82.74   

38.1
APOH Beta-2-glycoprotein 1 precursor

6 
1.33e+009

14 
2.54e+008 20198.9 5.16 HUMAN IPI00855916 32 5 76.54   

39.1
- Transthyretin

6 
1.33e+009

14 
2.54e+008 15887.1 5.52 HUMAN IPI00022432 40 5 76.54   TTR Transthyretin precursor

6 
1.33e+009

8 
3.25e+008 13154.9 5.34 HUMAN IPI00646384 30 3 42.60   TTR 13 kDa protein

18 
7.00e+008

9 
2.62e+008 57832.9 6.25 HUMAN IPI00400826 13 4 75.43   

40.1
CLU clusterin isoform 1

18 
7.00e+008

9 
2.62e+008 52494.9 5.89 HUMAN IPI00291262 15 4 75.43   CLU Clusterin precursor

18 
7.00e+008

9 
2.62e+008 52365.8 5.98 HUMAN IPI00795633 15 4 75.43   CLU CLU

6 
9.96e+007

3 
4.81e+007 53510.1 6.52 HUMAN IPI00793848 6 2 35.72   CLU 54 kDa protein

14 
1.35e+008

9 
3.75e+008 39324.9 5.43 HUMAN IPI00022431 16 4 64.89   

41.1
AHSG Alpha-2-HS-glycoprotein precursor

1 
6.57e+008

5 
6.36e+008 28534.6 4.77 HUMAN IPI00795830 15 3 44.26   AHSG 29 kDa protein

3 
1.27e+008

2 
6.05e+007 71370.2 8.60 HUMAN IPI00654888 8 4 61.20   

42.1
KLKB1 Plasma kallikrein precursor

1 
2.71e+007

0 
0.00e+000 16620.4 9.04 HUMAN IPI00879718 12 1 11.48   KLKB1 17 kDa protein

2 
8.95e+006

3 
2.13e+007 21275.7 5.06 HUMAN IPI00006662 25 4 59.69   

43.1
APOD Apolipoprotein D precursor

0 
0.00e+000

6 
3.33e+007 13532.1 6.28 HUMAN IPI00552578 39 3 56.51   

44.1
SAA2;SAA1 Serum amyloid A protein precursor

0 
0.00e+000

5 
3.16e+007 13527.2 9.20 HUMAN IPI00006146 22 2 34.69   SAA2;SAA1 serum amyloid A2

1 
2.97e+007

11 
4.71e+007 53383.9 6.23 HUMAN IPI00032311 8 3 55.15   

45.1
LBP Lipopolysaccharide-binding protein precursor

0 
0.00e+000

5 
7.92e+007 67033.6 7.15 HUMAN IPI00021727 6 3 52.51   

46.1
C4BPA C4b-binding protein alpha chain precursor

0 
0.00e+000

3 
1.12e+008 45907.3 6.10 HUMAN IPI00872510 6 2 37.40   C4BPA Uncharacterized protein C4BPA

15 
4.01e+008

5 
2.65e+008 34258.9 5.71 HUMAN IPI00166729 14 4 50.52   

47.1
AZGP1 alpha-2-glycoprotein 1, zinc
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00816644]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00816644&coverage_map=1+16+17
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022417]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022417&coverage_map=0+148+27+16+25+13+10+11+10+87
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022417;numPeptides=6;peptides=ALGHLDLSGNR-DLLLPQPDLR-TLDLGENQLETLPPDLLR-GPLQLER-ENQLEVLEVSWLHGLK-VAAGAFQGLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00019943]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00019943&coverage_map=0+88+19+23+17+8+13+111+19+139+16+96+7+43
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00019943;numPeptides=7;peptides=ESLLNHFLYEVAR-LPNNVLQEK-SDVGFLPPFPTLDPEEK-DTSKVMNHICSKQDSISSK-FLVNLVK-IAPQLSTEELVSLGEK-ICAMEGLPQK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022395]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022395&coverage_map=0+194+13+24+11+230+11+13+12+17+8+26
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022395;numPeptides=5;peptides=TSNFNAAISLK-RPWNVASLIYETK-LSPIYNLVPVK-AIEDYINEFSVR-CLCACPFK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00296165]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00296165&coverage_map=0+87+15+211+18+70+11+34+15+10+15+125+14+80
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00296165-IPI00791901;numPeptides=6;peptides=TLDEFTIIQNLQPQYQFR-LPVANPQACENWLR-FCGQLGSPLGNPPGK-CLPVCGKPVNPVEQR-MGNFPWQVFTNIHGR-IQYYCHEPYYK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00791901]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00791901&coverage_map=1+15+125+14+80
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00292950]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00292950&coverage_map=0+6+22+132+7+53+11+9+7+9+9+65+12+169+9+7
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00292950-IPI00879573;numPeptides=7;peptides=YEITTIHNLFR-FPVEMTHNHNFR-NFGYTLR-GVDQPGRLSLCSVFPPSFSSAK-TSCLLFMGR-FAFNLYR-QFPILLDFK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879573]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879573&coverage_map=0+132+7+53+11+9+7+9+9+65+12+169+9+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00298828]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00298828&coverage_map=0+21+17+24+16+4+14+154+19+26+6+4+19+21
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00298828;numPeptides=6;peptides=TCPKPDDLPFSTVVPLK-KFICPLTGLWPINTLK-LGNWSAMPSCKASCKVPVK-VCPFAGILENGAVR-VSFFCK-KCSYTEDAQCIDGTIEVPK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00855916]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00855916&coverage_map=0+54+36+71+23
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00855916-IPI00022432-IPI00646384;numPeptides=5;peptides=KAADDTWEPFASGK-AADDTWEPFASGK-TSESGELHGLTTEEEFVEGIYK-YTIAALLSPYSYSTTAVVTNPK-YTIAALLSPYSYSTTAVVTNPKE
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022432]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022432&coverage_map=0+54+36+34+23
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00646384]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00646384&coverage_map=0+22+36+60
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00400826]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00400826&coverage_map=0+234+12+112+16+63+40+24
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00400826-IPI00291262-IPI00795633-IPI00793848;numPeptides=4;peptides=VTTVASHTSDSDVPSGVTEVVVK-ASSIIDELFQDR-LFDSDPITVTVPVEVSR-EILSVDCSTNNPSQAK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00291262]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00291262&coverage_map=0+182+12+112+16+63+40+24
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00795633]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00795633&coverage_map=0+182+12+111+16+63+40+24
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00793848]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00793848&coverage_map=0+234+12+112+16+92
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022431]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022431&coverage_map=0+57+10+57+7+56+24+129+21+6
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00022431-IPI00795830;numPeptides=4;peptides=TVVQPSVGAAAGPVVPPCPGR-HTLNQIDEVK-AQLVPLPPSTYVEFTVSGTDCVAK-FSVVYAK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00795830]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00795830&coverage_map=0+57+10+56+7+56+24+51
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00654888]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00654888&coverage_map=0+32+18+309+14+94+9+137+11+14
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00654888-IPI00879718;numPeptides=4;peptides=IAYGTQGSSGYSLR-EIIIHQNYK-VAEYMDWILEK-GGDVASMYTPNAQYCQMR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879718]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879718&coverage_map=0+32+18+98
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00006662]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00006662&coverage_map=0+27+14+110+24+1+11+2
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00006662;numPeptides=4;peptides=NPNLPPETVDSLK-NILTSNNIDVK-MTVTDQVNCPK-CPNPPVQENFDVNK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00552578]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00552578&coverage_map=0+19+14+10+14+28+20+17
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00552578-IPI00006146;numPeptides=3;peptides=EANYIGSDKYFHAR-SFFSFLGEAFDGAR-FFGHGAEDSLADQAANEWGR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00006146]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00006146&coverage_map=0+19+14+10+14+65
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00032311]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00032311&coverage_map=0+237+11+9+18+168+11+27
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00032311;numPeptides=3;peptides=LAEGFPLPLLK-ATAQMLEVMFK-SPVTLLAAVMSLPEEHNK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021727]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021727&coverage_map=0+404+14+38+25+116
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00021727-IPI00872510;numPeptides=3;peptides=GYILVGQAK-FSAICQGDGTWSPR-LSCSYSHWSAPAPQCK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00872510]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00872510&coverage_map=0+267+25+116
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00166729]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00166729&coverage_map=0+27+12+28+8+74+16+69+7+57
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00166729-IPI00871596-IPI00816309;numPeptides=4;peptides=EIPAWVPFDPAAQITK-YSLTYIYTGLSK-SQPMGLWR-IDVHWTR
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Protein/Peptide Summary - Agilent Spectrum Mill

5 
1.46e+008

0 
0.00e+000 23902.9 5.78 HUMAN IPI00871596 12 3 33.94   AZGP1 Uncharacterized protein AZGP1 (Fragment)

3 
1.14e+007

0 
0.00e+000 18707.4 8.99 HUMAN IPI00816309 12 2 22.39   AZGP1 AZGP1 protein (Fragment)

7 
1.49e+008

0 
0.00e+000 22277.6 8.49 HUMAN IPI00011261 23 3 48.92   

48.1
C8G Complement component C8 gamma chain precursor

6 
1.68e+007

0 
0.00e+000 17557.3 9.82 HUMAN IPI00513935 20 2 28.76   C8G Complement component 8, gamma polypeptide

0 
0.00e+000

4 
9.62e+007 39473.2 8.00 HUMAN IPI00218407 13 4 48.66   

49.1
ALDOB Fructose-bisphosphate aldolase B

0 
0.00e+000

2 
1.47e+008 24128.8 6.65 HUMAN IPI00513830 11 2 27.40   ALDOB Fructose-bisphosphate aldolase

3 
1.41e+008

6 
2.13e+007 25773.8 8.61 HUMAN IPI00022394 17 3 48.37   

50.1
C1QC Complement C1q subcomponent subunit C precursor

0 
0.00e+000

9 
1.80e+008 15280.7 8.72 HUMAN IPI00853068 25 3 48.23   

51.1
HBA1;HBA2 Alpha 2 globin variant (Fragment)

0 
0.00e+000

9 
1.80e+008 15257.6 8.72 HUMAN IPI00410714 25 3 48.23   HBA1;HBA2 Hemoglobin subunit alpha

6 
2.08e+008

13 
5.92e+007 66035.3 6.33 HUMAN IPI00020996 7 3 47.84   

52.1
IGFALS Insulin-like growth factor-binding protein complex acid labile chain precursor

3 
6.79e+008

1 
3.19e+006 22567.0 5.52 HUMAN IPI00009028 20 3 45.84   

53.1
CLEC3B Tetranectin precursor

2 
7.46e+008

1 
3.19e+006 17794.2 4.96 HUMAN IPI00792115 13 2 29.30   CLEC3B Putative uncharacterized protein DKFZp686H17246

1 
1.07e+007

1 
3.19e+006 10656.4 8.38 HUMAN IPI00791350 9 1 12.12   CLEC3B 11 kDa protein

6 
9.85e+007

0 
0.00e+000 93518.9 6.09 HUMAN IPI00296608 6 3 45.14   

54.1
C7 Complement component C7 precursor

1 
9.21e+008

3 
2.39e+006 65721.7 7.32 HUMAN IPI00872555 6 3 44.37   

55.1
CFI cDNA FLJ76262, highly similar to Homo sapiens I factor (complement) (IF), mRNA

1 
9.21e+008

3 
2.39e+006 65720.7 7.72 HUMAN IPI00291867 6 3 44.37   CFI Complement factor I precursor

1 
9.21e+008

2 
1.53e+006 42576.8 8.41 HUMAN IPI00795153 6 2 30.47   CFI 43 kDa protein

1 
9.21e+008

2 
1.53e+006 42462.6 8.49 HUMAN IPI00794070 6 2 30.47   CFI CFI protein

0 
0.00e+000

1 
4.10e+006 42663.8 5.73 HUMAN IPI00796990 3 1 13.90   CFI Light chain of factor I

0 
0.00e+000

4 
5.54e+007 57156.4 7.95 HUMAN IPI00472345 8 3 43.17   

56.1
IGHG3 IGHG3 protein

0 
0.00e+000

4 
5.54e+007 57019.9 8.39 HUMAN IPI00418153 8 3 43.17   IGHM Putative uncharacterized protein DKFZp686I15212

0 
0.00e+000

4 
5.54e+007 56813.6 6.43 HUMAN IPI00784894 8 3 43.17   - Putative uncharacterized protein

0 
0.00e+000

4 
5.54e+007 56111.3 7.80 HUMAN IPI00168728 8 3 43.17   IGHM FLJ00385 protein (Fragment)

0 
0.00e+000

4 
5.54e+007 49135.3 6.50 HUMAN IPI00829850 9 3 43.17   IGHG3 Protein

0 
0.00e+000

4 
5.54e+007 41329.3 8.23 HUMAN IPI00827754 11 3 43.17   IGHG3 C gamma 3

0 
0.00e+000

4 
5.54e+007 39720.4 8.30 HUMAN IPI00829716 12 3 43.17   IGHG3 Uncharacterized protein IGHG3 (Fragment)

0 
0.00e+000

4 
5.54e+007 38111.5 8.38 HUMAN IPI00829940 12 3 43.17   IGHG3 Uncharacterized protein IGHG3 (Fragment)

0 
0.00e+000

3 
3.62e+007 39125.8 7.87 HUMAN IPI00830033 8 2 31.49   IGHM Full-length cDNA clone CS0DI019YF20 of Placenta of Homo sapiens (Fragment)
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00871596]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00871596&coverage_map=0+31+12+28+8+67+7+57
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00816309]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00816309&coverage_map=0+27+12+28+8+84
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00011261]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00011261&coverage_map=0+27+12+30+21+63+15+34
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00011261-IPI00513935;numPeptides=3;peptides=SLPVSDSVLSGFEQR-AEATTLHVAPQGTAMAVSTFR-RPASPISTIQPK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00513935]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00513935&coverage_map=0+27+12+30+21+74
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218407]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218407&coverage_map=0+4+9+15+15+199+17+38+7+60
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00218407-IPI00513830;numPeptides=4;peptides=KYTPEQVAMATVTALHR-FPALTQEQK-GILAADESVGTMGNR-LSFSYGR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00513830]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00513830&coverage_map=0+4+9+156+17+37
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022394]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022394&coverage_map=0+126+31+41+12+35
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022394;numPeptides=3;peptides=QTHQPPAPNSLIR-FNAVLTNPQGDYDTSTGK-TNQVNSGGVLLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00853068]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00853068&coverage_map=0+17+24+87+12+2
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00853068-IPI00410714;numPeptides=3;peptides=FLASVSTVLTSK-VGAHAGEYGAEALER-MFLSFPTTK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00410714]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00410714&coverage_map=0+17+24+87+12+2
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00020996]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00020996&coverage_map=0+251+15+227+14+23+15+60
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00020996;numPeptides=3;peptides=NLIAAVAPGAFLGLK-LWLEGNPWDCGCPLK-LEALPNSLLAPLGR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00009028]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00009028&coverage_map=0+50+12+18+9+12+21+80
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00009028-IPI00792115-IPI00791350;numPeptides=3;peptides=LDTLAQEVALLK-CFLAFTQTK-GGTLSTPQTGSENDALYEYLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00792115]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00792115&coverage_map=0+8+12+18+9+113
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00791350]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00791350&coverage_map=0+47+9+40
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00296608]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00296608&coverage_map=0+378+22+2+16+175+19+231
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00296608;numPeptides=3;peptides=GGGAGFISGLSYLELDNPAGNK-YSAWAESVTNLPQVIK-NVVYTCNEGYSLIGNPVAR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00872555]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00872555&coverage_map=0+80+9+113+16+126+14+225
http://offline/millscripts/multiAlign.pl?numProts=5;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1;single=0;accessions=IPI00872555-IPI00291867-IPI00795153-IPI00794070-IPI00796990;numPeptides=3;peptides=RAQLGDLPWQVAIK-SFPTYCQQK-TMGYQDFADVVCYTQK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00291867]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00291867&coverage_map=0+80+9+113+16+126+14+225
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00795153]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00795153&coverage_map=0+80+9+113+16+160
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00794070]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00794070&coverage_map=0+80+9+113+16+159
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00796990]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00796990&coverage_map=0+141+14+225
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00472345]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00472345&coverage_map=0+160+14+128+20+112+10+77
http://offline/millscripts/multiAlign.pl?numProts=42;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1;single=0;accessions=IPI00472345-IPI00418153-IPI00784894-IPI00168728-IPI00829850-IPI00827754-IPI00829716-IPI00829940-IPI00830033-IPI00448925-IPI00384938-IPI00423466-IPI00472610-IPI00423463-IPI00761159-IPI00784817-IPI00423464-IPI00785084-IPI00784828-IPI00784842-IPI00807531-IPI00645363-IPI00815926-IPI00876888-IPI00448938-IPI00784822-IPI00829944-IPI00784810-IPI00816314-IPI00816681-IPI00382606-IPI00784998-IPI00550640-IPI00784942-IPI00784807-IPI00426051-IPI00399007-IPI00829767-IPI00830132-IPI00829814-IPI00844239-IPI00442911;numPeptides=3;peptides=CPAPELLGGPSVFLFPPKPK-STSGGTAALGCLVK-NQVSLTCLVK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00418153]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00418153&coverage_map=0+157+14+128+20+112+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784894]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784894&coverage_map=0+158+14+128+20+112+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00168728]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00168728&coverage_map=0+79+14+128+20+112+10+146
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829850]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829850&coverage_map=0+16+14+128+20+112+10+146
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00827754]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00827754&coverage_map=0+16+14+128+20+112+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829716]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829716&coverage_map=0+16+14+113+20+112+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829940]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829940&coverage_map=0+16+14+98+20+112+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00830033]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00830033&coverage_map=0+135+20+112+10+77
Administrator
高亮

Administrator
高亮

Administrator
高亮

Administrator
高亮



Protein/Peptide Summary - Agilent Spectrum Mill

0 
0.00e+000

3 
7.33e+007 60102.5 7.48 HUMAN IPI00448925 4 2 26.84   IGHG1 IGHG1 protein

0 
0.00e+000

3 
7.33e+007 52852.3 8.74 HUMAN IPI00384938 4 2 26.84   IGHG1 Putative uncharacterized protein DKFZp686N02209

0 
0.00e+000

3 
7.33e+007 52759.2 8.75 HUMAN IPI00423466 4 2 26.84   IGHG1 Putative uncharacterized protein DKFZp686H20196

0 
0.00e+000

3 
7.33e+007 52666.9 7.50 HUMAN IPI00472610 5 2 26.84   IGHM IGHM protein

0 
0.00e+000

3 
7.33e+007 52612.9 8.46 HUMAN IPI00423463 5 2 26.84   IGHG1 Putative uncharacterized protein DKFZp686O01196

0 
0.00e+000

3 
7.33e+007 52586.7 7.53 HUMAN IPI00761159 5 2 26.84   IGHM IGHM protein

0 
0.00e+000

3 
7.33e+007 52362.7 8.64 HUMAN IPI00784817 5 2 26.84   IGHV4-31 Anti-RhD monoclonal T125 gamma1 heavy chain precursor

0 
0.00e+000

3 
7.33e+007 52360.7 8.84 HUMAN IPI00423464 5 2 26.84   IGHG1 Putative uncharacterized protein DKFZp686K03196

0 
0.00e+000

3 
7.33e+007 52286.6 8.84 HUMAN IPI00785084 5 2 26.84   IGHV4-31 Immunoglobulin heavy variable 4-31

0 
0.00e+000

3 
7.33e+007 52121.3 7.50 HUMAN IPI00784828 5 2 26.84   - Putative uncharacterized protein DKFZp686C11235

0 
0.00e+000

3 
7.33e+007 52043.2 8.31 HUMAN IPI00784842 5 2 26.84   IGHV4-31 Putative uncharacterized protein DKFZp686G11190

0 
0.00e+000

3 
7.33e+007 51987.3 8.57 HUMAN IPI00807531 5 2 26.84   IGHG1 IGHG1 protein

0 
0.00e+000

3 
7.33e+007 51724.9 8.14 HUMAN IPI00645363 5 2 26.84   IGHG1 Putative uncharacterized protein DKFZp686P15220

0 
0.00e+000

3 
7.33e+007 51715.8 7.88 HUMAN IPI00815926 5 2 26.84   IGHG1 IGHG1 protein

0 
0.00e+000

3 
7.33e+007 51596.7 8.44 HUMAN IPI00876888 5 2 26.84   - cDNA FLJ78387

0 
0.00e+000

3 
7.33e+007 51395.4 8.69 HUMAN IPI00448938 5 2 26.84   IGHG1 IGHG1 protein

0 
0.00e+000

3 
7.33e+007 51344.3 7.54 HUMAN IPI00784822 5 2 26.84   IGHV4-31 IGHV4-31 protein

0 
0.00e+000

3 
7.33e+007 51254.2 7.88 HUMAN IPI00829944 5 2 26.84   IGHG1 IGHG1 protein

0 
0.00e+000

3 
7.33e+007 51204.5 8.46 HUMAN IPI00784810 5 2 26.84   IGHV4-31 IGHV4-31 protein

0 
0.00e+000

3 
7.33e+007 50927.0 8.33 HUMAN IPI00816314 5 2 26.84   IGHM Putative uncharacterized protein DKFZp686I15196

0 
0.00e+000

3 
7.33e+007 38162.4 8.27 HUMAN IPI00816681 6 2 26.84   IGHM Hepatitis B virus receptor binding protein (Fragment)

0 
0.00e+000

2 
5.35e+007 75553.5 6.60 HUMAN IPI00382606 1 1 15.16   F7 Factor VII active site mutant immunoconjugate

0 
0.00e+000

2 
5.35e+007 52420.7 7.89 HUMAN IPI00784998 2 1 15.16   - Putative uncharacterized protein DKFZp686M24218

0 
0.00e+000

2 
5.35e+007 51986.4 8.14 HUMAN IPI00550640 2 1 15.16   IGHG4 IGHG4 protein

0 
0.00e+000

2 
5.35e+007 51536.5 7.51 HUMAN IPI00784942 2 1 15.16   - Putative uncharacterized protein DKFZp686E23209

0 
0.00e+000

2 
5.35e+007 51325.5 6.56 HUMAN IPI00784807 2 1 15.16   IGHG2 Putative uncharacterized protein

0 
0.00e+000

2 
5.35e+007 51099.2 7.85 HUMAN IPI00426051 2 1 15.16   LOC100133739 Putative uncharacterized protein DKFZp686C15213

0 
0.00e+000

2 
5.35e+007 46061.2 7.63 HUMAN IPI00399007 2 1 15.16   IGHG2 Putative uncharacterized protein DKFZp686I04196 (Fragment)

0 
0.00e+000

2 
5.35e+007 43922.3 8.98 HUMAN IPI00829767 2 1 15.16   IGHG2 Uncharacterized protein IGHG2 (Fragment)
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00448925]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00448925&coverage_map=0+161+14+213+10+146
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00384938]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00384938&coverage_map=0+168+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00423466]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00423466&coverage_map=0+167+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00472610]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00472610&coverage_map=0+164+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00423463]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00423463&coverage_map=0+166+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00761159]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00761159&coverage_map=0+166+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784817]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784817&coverage_map=0+161+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00423464]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00423464&coverage_map=0+161+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00785084]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00785084&coverage_map=0+162+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784828]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784828&coverage_map=0+159+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784842]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784842&coverage_map=0+161+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00807531]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00807531&coverage_map=0+161+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00645363]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00645363&coverage_map=0+158+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00815926]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00815926&coverage_map=0+156+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00876888]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00876888&coverage_map=0+158+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00448938]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00448938&coverage_map=0+155+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784822]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784822&coverage_map=0+159+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829944]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829944&coverage_map=0+155+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784810]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784810&coverage_map=0+156+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00816314]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00816314&coverage_map=0+152+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00816681]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00816681&coverage_map=0+34+14+213+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00382606]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00382606&coverage_map=0+592+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784998]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784998&coverage_map=0+389+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00550640]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00550640&coverage_map=0+386+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784942]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784942&coverage_map=0+383+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784807]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784807&coverage_map=0+378+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00426051]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00426051&coverage_map=0+377+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00399007]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00399007&coverage_map=0+330+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829767]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829767&coverage_map=0+238+10+145
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Protein/Peptide Summary - Agilent Spectrum Mill

0 
0.00e+000

2 
5.35e+007 43372.3 8.30 HUMAN IPI00830132 2 1 15.16   IGHG4 Uncharacterized protein IGHG4 (Fragment)

0 
0.00e+000

2 
5.35e+007 35940.7 7.18 HUMAN IPI00829814 3 1 15.16   IGHG4 Ig gamma-4 chain C region

0 
0.00e+000

1 
1.13e+008 24904.2 7.79 HUMAN IPI00844239 5 1 11.68   - Immunoblobulin G1 Fab heavy chain variable region (Fragment)

0 
0.00e+000

1 
1.13e+008 22226.0 8.44 HUMAN IPI00442911 6 1 11.68   IGHV4-31 CDNA FLJ26266 fis, clone DMC05613

0 
0.00e+000

9 
1.97e+008 25038.7 5.45 HUMAN IPI00022389 14 3 41.98   

57.1
CRP Isoform 1 of C-reactive protein precursor

0 
0.00e+000

5 
1.70e+008 11631.6 8.60 HUMAN IPI00642842 9 1 9.77   CRP C-reactive protein, pentraxin-related

0 
0.00e+000

5 
1.70e+008 10415.2 9.26 HUMAN IPI00218876 10 1 9.77   CRP Isoform 2 of C-reactive protein precursor

8 
2.19e+008

2 
2.88e+008 55064.7 5.97 HUMAN IPI00029863 8 3 41.93   

58.1
SERPINF2 SERPINF2 protein

8 
2.19e+008

2 
2.88e+008 54566.1 5.87 HUMAN IPI00879231 8 3 41.93   SERPINF2 Alpha-2-antiplasmin precursor

8 
2.19e+008

2 
2.88e+008 27823.2 6.30 HUMAN IPI00879937 16 3 41.93   SERPINF2 28 kDa protein

7 
2.31e+008

1 
5.70e+008 18555.5 5.57 HUMAN IPI00879608 18 2 27.64   SERPINF2 19 kDa protein

3 
8.67e+007

2 
2.88e+008 29543.4 6.44 HUMAN IPI00877925 10 2 26.67   SERPINF2 30 kDa protein

9 
1.37e+008

12 
4.91e+007 25387.2 6.10 HUMAN IPI00022391 16 3 41.23   

59.1
APCS Serum amyloid P-component precursor

17 
4.64e+007

9 
2.23e+008 11175.1 6.27 HUMAN IPI00021854 31 3 39.98   

60.1
APOA2 Apolipoprotein A-II precursor

0 
0.00e+000

7 
1.05e+008 94973.5 5.70 HUMAN IPI00021885 4 3 39.29   

61.1
FGA Isoform 1 of Fibrinogen alpha chain precursor

0 
0.00e+000

7 
1.05e+008 69757.0 8.23 HUMAN IPI00029717 6 3 39.29   FGA Isoform 2 of Fibrinogen alpha chain precursor

1 
6.41e+006

4 
3.69e+007 60615.1 5.63 HUMAN IPI00479116 5 2 38.20   

62.1
CPN2 Carboxypeptidase N subunit 2 precursor

1 
6.41e+006

4 
3.69e+007 60585.0 5.72 HUMAN IPI00738433 5 2 38.20   CPN2 similar to Carboxypeptidase N subunit 2 precursor

5 
5.95e+006

0 
0.00e+000 252209.2 5.66 HUMAN IPI00022937 2 4 38.19   

63.1
F5 Coagulation factor V

5 
5.95e+006

0 
0.00e+000 251672.6 5.68 HUMAN IPI00478809 2 4 38.19   F5 Coagulation factor V precursor

0 
0.00e+000

4 
8.78e+007 68611.0 6.86 HUMAN IPI00479708 3 2 38.03   

64.1
IGHM IGHM protein

0 
0.00e+000

4 
8.78e+007 68125.5 6.44 HUMAN IPI00884180 3 2 38.03   IGHM IGHM protein

0 
0.00e+000

4 
8.78e+007 67296.3 5.89 HUMAN IPI00477090 3 2 38.03   IGHM IGHM protein

0 
0.00e+000

4 
8.78e+007 66184.9 6.53 HUMAN IPI00549291 3 2 38.03   IGHM IGHM protein

0 
0.00e+000

4 
8.78e+007 65305.2 8.10 HUMAN IPI00884141 3 2 38.03   IGHM IGHM protein

0 
0.00e+000

4 
8.78e+007 65301.2 8.10 HUMAN IPI00884293 3 2 38.03   IGHM IGHM protein

0 
0.00e+000

4 
8.78e+007 65291.2 8.45 HUMAN IPI00884452 3 2 38.03   IGHM IGHM protein

0 
0.00e+000

4 
8.78e+007 65275.1 8.10 HUMAN IPI00883614 3 2 38.03   IGHM IGHM protein
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00830132]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00830132&coverage_map=0+238+10+145
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829814]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829814&coverage_map=0+240+10+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00844239]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00844239&coverage_map=0+143+14+77
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00442911]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00442911&coverage_map=0+156+14+38
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022389]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022389&coverage_map=0+31+10+24+22+137
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00022389-IPI00642842-IPI00218876;numPeptides=3;peptides=RQDNEILIFWSK-GYSIFSYATK-ESDTSYVSLK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00642842]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00642842&coverage_map=0+31+10+61
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218876]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218876&coverage_map=0+31+10+50
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00029863]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00029863&coverage_map=0+37+18+145+13+33+10+239
http://offline/millscripts/multiAlign.pl?numProts=5;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1;single=0;accessions=IPI00029863-IPI00879231-IPI00879937-IPI00879608-IPI00877925;numPeptides=3;peptides=QLTSGPNQEQVSPLTLLK-QEDDLANINQWVK-NKFDPSLTQR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879231]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879231&coverage_map=0+33+18+145+13+33+10+239
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879937]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879937&coverage_map=0+33+18+145+13+33+10+3
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879608]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879608&coverage_map=0+33+18+81+13+25
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00877925]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00877925&coverage_map=0+33+18+75+10+128
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022391]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022391&coverage_map=0+64+12+73+13+50+11
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00022391;numPeptides=3;peptides=AYSLFSYNTQGR-GYVIIKPLVWV-IVLGQEQDSYGGK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021854]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021854&coverage_map=0+26+20+21+11+22
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00021854;numPeptides=3;peptides=SKEQLTPLIK-SKEQLTPLIKK-EPCVESLVSQYFQTVTDYGK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021885]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021885&coverage_map=0+258+13+239+17+20+11+308
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00021885-IPI00029717;numPeptides=3;peptides=GSESGIFTNTK-HRHPDEAAFFDTASTGK-MELERPGGNEITR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00029717]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00029717&coverage_map=0+258+13+239+17+20+11+86
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00479116]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00479116&coverage_map=0+199+16+201+15+114
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00479116-IPI00738433;numPeptides=2;peptides=LLNIQTYCAGPAYLK-LSNNALSGLPQGVFGK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00738433]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00738433&coverage_map=0+199+16+201+15+114
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022937]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022937&coverage_map=0+467+17+29+14+983+12+672+10+25
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00022937-IPI00478809;numPeptides=4;peptides=EFNPLVIVGLSK-DIASGLIGLLLICK-NNTMIRAVQPGETYTYK-NFFNPPIISR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00478809]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00478809&coverage_map=0+467+17+29+14+978+12+672+10+25
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00479708]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00479708&coverage_map=0+215+12+55+11+332
http://offline/millscripts/multiAlign.pl?numProts=10;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1-1-1-1;single=0;accessions=IPI00479708-IPI00884180-IPI00477090-IPI00549291-IPI00884141-IPI00884293-IPI00884452-IPI00883614-IPI00828205-IPI00385264;numPeptides=2;peptides=LICQATGFSPR-YAATSQVLLPSK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884180]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884180&coverage_map=0+210+12+55+11+332
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00477090]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00477090&coverage_map=0+203+12+55+11+332
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00549291]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00549291&coverage_map=0+217+12+55+11+311
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884141]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884141&coverage_map=0+208+12+55+11+311
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884293]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884293&coverage_map=0+208+12+55+11+311
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884452]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884452&coverage_map=0+215+12+55+11+302
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00883614]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00883614&coverage_map=0+208+12+55+11+311
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Protein/Peptide Summary - Agilent Spectrum Mill

0 
0.00e+000

4 
8.78e+007 65039.5 6.34 HUMAN IPI00828205 3 2 38.03   IGHM IGHM protein

0 
0.00e+000

3 
8.89e+007 43057.5 5.12 HUMAN IPI00385264 2 1 19.62   - Ig mu heavy chain disease protein

1 
9.04e+006

5 
9.30e+007 55928.5 8.54 HUMAN IPI00298497 5 2 36.56   

65.1
FGB Fibrinogen beta chain precursor

3 
1.02e+007

4 
5.09e+007 12815.6 7.90 HUMAN IPI00657670 23 2 35.90   

66.1
- Apolipoprotein C-III variant 1

3 
1.02e+007

4 
5.09e+007 10852.4 5.23 HUMAN IPI00021857 27 2 35.90   APOC3 Apolipoprotein C-III precursor

1 
7.20e+006

7 
1.14e+007 431766.7 9.22 HUMAN IPI00009286 1 4 35.74   

67.1
MLL Isoform 1 of Zinc finger protein HRX

1 
7.20e+006

7 
1.14e+007 427735.0 9.27 HUMAN IPI00218500 1 4 35.74   MLL Isoform 14P-18B of Zinc finger protein HRX

1 
7.20e+006

1 
3.33e+006 54317.3 11.14 HUMAN IPI00155551 1 1 12.13   MLL MLL (Fragment)

2 
2.20e+007

0 
0.00e+000 28357.7 5.05 HUMAN IPI00025862 10 2 34.47   

68.1
C4BPB Isoform 1 of C4b-binding protein beta chain precursor

2 
2.20e+007

0 
0.00e+000 28286.6 5.05 HUMAN IPI00555752 10 2 34.47   C4BPB Isoform 2 of C4b-binding protein beta chain precursor

1 
1.29e+007

0 
0.00e+000 20298.1 5.03 HUMAN IPI00643437 6 1 15.14   C4BPB Complement component 4 binding protein, beta

11 
2.97e+007

0 
0.00e+000 46324.8 5.87 HUMAN IPI00292946 4 2 33.22   

69.1
SERPINA7 Thyroxine-binding globulin precursor

7 
3.12e+007

2 
1.09e+008 32117.4 6.60 HUMAN IPI00807459 11 2 32.83   

70.1
IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 26245.8 8.57 HUMAN IPI00440577 13 2 32.83   IGKV2-24 IGKV2-24 protein

7 
3.12e+007

2 
1.09e+008 26234.7 8.24 HUMAN IPI00550731 13 2 32.83   - Putative uncharacterized protein

7 
3.12e+007

2 
1.09e+008 26234.6 6.30 HUMAN IPI00419424 13 2 32.83   IGKV1-5 IGKV1-5 protein

7 
3.12e+007

2 
1.09e+008 26024.4 5.93 HUMAN IPI00854806 13 2 32.83   IGKV1-5 IGKV1-5 protein

7 
3.12e+007

2 
1.09e+008 25936.4 8.69 HUMAN IPI00472961 13 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 25924.3 8.43 HUMAN IPI00816118 13 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 25871.2 6.72 HUMAN IPI00478600 13 2 32.83   IGKV1-5 IGKV1-5 protein

7 
3.12e+007

2 
1.09e+008 25834.0 6.14 HUMAN IPI00889156 13 2 32.83   IGKV3-20 IGK@ protein

7 
3.12e+007

2 
1.09e+008 25807.2 8.17 HUMAN IPI00784661 13 2 32.83   - Putative uncharacterized protein

7 
3.12e+007

2 
1.09e+008 25773.0 5.94 HUMAN IPI00784865 13 2 32.83   IGK@ IGK@ protein

7 
3.12e+007

2 
1.09e+008 25765.0 5.75 HUMAN IPI00430820 14 2 32.83   IGKV1-5 IGKV1-5 protein

7 
3.12e+007

2 
1.09e+008 25751.1 7.54 HUMAN IPI00827488 13 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 25741.2 8.49 HUMAN IPI00784070 13 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 25707.1 8.17 HUMAN IPI00430847 13 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 25702.1 7.51 HUMAN IPI00784773 13 2 32.83   - Putative uncharacterized protein
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00828205]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00828205&coverage_map=0+208+12+55+11+311
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00385264]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00385264&coverage_map=0+69+11+311
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00298497]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00298497&coverage_map=0+224+15+114+14+124
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00298497;numPeptides=2;peptides=TPCTVSCNIPVVSGK-AHYGGFTVQNEANK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00657670]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00657670&coverage_map=0+62+27+28
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00657670-IPI00021857;numPeptides=2;peptides=DALSSVQESQVAQQAR-GWVTDGFSSLK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021857]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021857&coverage_map=0+44+27+28
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00009286]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00009286&coverage_map=0+277+9+435+14+1025+12+638+13+1546
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00009286-IPI00218500-IPI00155551;numPeptides=4;peptides=QMERVFPWFSVK-LSPLKSKFK-TSAGTSSSGVSNRK-SSIINEHMGSSSR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218500]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218500&coverage_map=0+277+9+435+14+987+12+638+13+1546
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00155551]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00155551&coverage_map=0+310+9+193
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00025862]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00025862&coverage_map=0+102+12+99+14+25
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00025862-IPI00555752-IPI00643437;numPeptides=2;peptides=NLCEAMENFMQQLK-ITFMCNDHYILK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00555752]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00555752&coverage_map=0+101+12+99+14+25
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00643437]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00643437&coverage_map=0+102+12+67
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00292946]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00292946&coverage_map=0+263+10+79+8+55
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00292946;numPeptides=2;peptides=NALALFVLPK-AVLHIGEK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00807459]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00807459&coverage_map=0+147+16+48+17+66
http://offline/millscripts/multiAlign.pl?numProts=23;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1;single=0;accessions=IPI00807459-IPI00440577-IPI00550731-IPI00419424-IPI00854806-IPI00472961-IPI00816118-IPI00478600-IPI00889156-IPI00784661-IPI00784865-IPI00430820-IPI00827488-IPI00784070-IPI00430847-IPI00784773-IPI00853045-IPI00761125-IPI00746963-IPI00784985-IPI00845354-IPI00430808-IPI00556287;numPeptides=2;peptides=VYACEVTHQGLSSPVTK-SGTASVVCLLNNFYPR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00440577]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00440577&coverage_map=0+151+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00550731]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00550731&coverage_map=0+151+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00419424]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00419424&coverage_map=0+152+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00854806]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00854806&coverage_map=0+151+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00472961]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00472961&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00816118]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00816118&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00478600]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00478600&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00889156]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00889156&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784661]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784661&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784865]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784865&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00430820]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00430820&coverage_map=0+147+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00827488]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00827488&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784070]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784070&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00430847]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00430847&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784773]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784773&coverage_map=0+148+16+48+17+7
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Protein/Peptide Summary - Agilent Spectrum Mill

7 
3.12e+007

2 
1.09e+008 25697.9 8.69 HUMAN IPI00853045 14 2 32.83   IGKC Anti-RhD monoclonal T125 kappa light chain precursor

7 
3.12e+007

2 
1.09e+008 25674.1 8.62 HUMAN IPI00761125 14 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 25602.9 7.55 HUMAN IPI00746963 13 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 25520.8 6.14 HUMAN IPI00784985 14 2 32.83   IGK@ IGK@ protein

7 
3.12e+007

2 
1.09e+008 25389.7 6.30 HUMAN IPI00845354 14 2 32.83   IGKC IGKC protein

7 
3.12e+007

2 
1.09e+008 24030.1 8.29 HUMAN IPI00430808 15 2 32.83   IGKC Immunoblobulin light chain (Fragment)

6 
2.82e+007

0 
0.00e+000 20668.5 5.13 HUMAN IPI00556287 8 1 13.31   - Putative uncharacterized protein

3 
9.43e+007

0 
0.00e+000 83268.3 7.23 HUMAN IPI00303963 4 3 32.45   

71.1
C2 Complement C2 precursor (Fragment)

3 
9.43e+007

0 
0.00e+000 58789.4 7.88 HUMAN IPI00643506 7 3 32.45   C2 Complement component 2

1 
2.03e+008

0 
0.00e+000 39350.0 5.89 HUMAN IPI00645500 2 1 12.18   C2 Complement component 2

1 
1.29e+008

2 
1.02e+008 38429.2 6.16 HUMAN IPI00020986 5 2 32.21   

72.1
LUM Lumican precursor

1 
1.29e+008

2 
1.02e+008 23151.8 8.52 HUMAN IPI00794403 9 2 32.21   LUM 23 kDa protein

1 
1.29e+008

1 
9.96e+007 26325.4 6.65 HUMAN IPI00796888 4 1 16.24   LUM 26 kDa protein

0 
0.00e+000

3 
1.15e+008 46342.5 5.97 HUMAN IPI00006114 5 2 31.95   

73.1
SERPINF1 Pigment epithelium-derived factor precursor

0 
0.00e+000

2 
3.07e+007 24515.3 5.84 HUMAN IPI00796279 4 1 17.86   SERPINF1 25 kDa protein

0 
0.00e+000

1 
2.83e+008 12025.8 4.72 HUMAN IPI00790473 12 1 14.09   SERPINF1 12 kDa protein

10 
1.09e+008

0 
0.00e+000 68000.7 7.62 HUMAN IPI00394992 4 2 31.35   

74.1
PGLYRP2 Isoform 2 of N-acetylmuramoyl-L-alanine amidase precursor

10 
1.09e+008

0 
0.00e+000 62217.3 7.25 HUMAN IPI00163207 4 2 31.35   PGLYRP2 Isoform 1 of N-acetylmuramoyl-L-alanine amidase precursor

3 
2.68e+007

0 
0.00e+000 158538.0 7.24 HUMAN IPI00027235 2 3 30.07   

75.1
ATRN Isoform 1 of Attractin precursor

3 
2.68e+007

0 
0.00e+000 150810.8 7.14 HUMAN IPI00218460 2 3 30.07   ATRN Isoform 3 of Attractin precursor

3 
2.68e+007

0 
0.00e+000 141429.8 6.65 HUMAN IPI00162735 2 3 30.07   ATRN Isoform 2 of Attractin precursor

4 
6.36e+007

0 
0.00e+000 46723.3 6.28 HUMAN IPI00641737 6 2 29.00   

76.1
HP Haptoglobin precursor

4 
6.36e+007

0 
0.00e+000 43055.8 6.45 HUMAN IPI00607707 6 2 29.00   HPR Isoform 2 of Haptoglobin-related protein precursor

4 
6.36e+007

0 
0.00e+000 39007.7 6.41 HUMAN IPI00477597 7 2 29.00   HPR Isoform 1 of Haptoglobin-related protein precursor

4 
6.36e+007

0 
0.00e+000 38452.0 6.13 HUMAN IPI00478493 7 2 29.00   HP HP protein

1 
1.72e+006

0 
0.00e+000 31382.1 8.48 HUMAN IPI00431645 3 1 9.90   HP HP protein

2 
6.14e+006

2 
8.17e+007 92336.9 5.91 HUMAN IPI00299503 3 2 28.91   

77.1
GPLD1 Isoform 1 of Phosphatidylinositol-glycan-specific phospholipase D precursor

0 
0.00e+000

3 
8.72e+007 14806.8 9.27 HUMAN IPI00019399 14 2 26.15   

78.1
SAA4 Serum amyloid A-4 protein precursor
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00853045]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00853045&coverage_map=0+146+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00761125]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00761125&coverage_map=0+146+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00746963]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00746963&coverage_map=0+148+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784985]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784985&coverage_map=0+147+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00845354]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00845354&coverage_map=0+146+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00430808]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00430808&coverage_map=0+131+16+48+17+7
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00556287]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00556287&coverage_map=0+148+16+25
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00303963]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00303963&coverage_map=0+434+9+94+12+1+16+186
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00303963-IPI00643506-IPI00645500;numPeptides=3;peptides=NQGILEFYGDDIALLK-HAFILQDTK-AVISPGFDVFAK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00643506]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00643506&coverage_map=0+207+9+94+12+1+16+186
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00645500]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00645500&coverage_map=0+302+9+42
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00020986]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00020986&coverage_map=0+170+11+46+8+103
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00020986-IPI00794403-IPI00796888;numPeptides=2;peptides=FNALQYLR-LKEDAVSAAFK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00794403]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00794403&coverage_map=0+120+11+46+8+17
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00796888]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00796888&coverage_map=0+170+11+51
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00006114]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00006114&coverage_map=0+53+14+239+10+102
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00006114-IPI00796279-IPI00790473;numPeptides=2;peptides=TVQAVLTVPK-LAAAVSNFGYDLYR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00796279]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00796279&coverage_map=0+104+10+102
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00790473]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00790473&coverage_map=0+53+14+47
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00394992]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00394992&coverage_map=0+370+15+142+13+94
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00394992-IPI00163207;numPeptides=2;peptides=TDCPGDALFDLLR-EFTEAFLGCPAIHPR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00163207]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00163207&coverage_map=0+370+15+142+13+36
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00027235]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00027235&coverage_map=0+392+9+38+16+395+10+569
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00027235-IPI00218460-IPI00162735;numPeptides=3;peptides=YGHSLALYK-LTLTPWVGLR-EQYAVVGHSAHIVTLK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218460]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218460&coverage_map=0+318+9+38+16+395+10+569
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00162735]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00162735&coverage_map=0+392+9+38+16+395+10+412
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00641737]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00641737&coverage_map=0+150+17+8+9+236
http://offline/millscripts/multiAlign.pl?numProts=5;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1;single=0;accessions=IPI00641737-IPI00607707-IPI00477597-IPI00478493-IPI00431645;numPeptides=2;peptides=AVGDKLPECEAVCGKPK-ILGGHLDAK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00607707]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00607707&coverage_map=0+115+17+8+9+236
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00477597]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00477597&coverage_map=0+78+17+8+9+236
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00478493]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00478493&coverage_map=0+77+17+8+9+236
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00431645]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00431645&coverage_map=0+36+9+236
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00299503]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00299503&coverage_map=0+363+17+212+11+237
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00299503;numPeptides=2;peptides=TLLLVGSPTWK-HVSSPLASYFLSFPYAR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00019399]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00019399&coverage_map=0+26+11+83+8+2
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00019399;numPeptides=2;peptides=FRPDGLPK-EALQGVGDMGR
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Protein/Peptide Summary - Agilent Spectrum Mill

2 
1.28e+008

0 
0.00e+000 25505.6 8.20 HUMAN IPI00026199 12 2 24.96   

79.1
GPX3 Glutathione peroxidase 3 precursor

2 
4.89e+008

0 
0.00e+000 65163.6 6.07 HUMAN IPI00011252 4 2 24.93   

80.1
C8A Complement component C8 alpha chain precursor

1 
4.44e+006

2 
5.49e+008 45141.1 5.64 HUMAN IPI00027482 6 2 24.61   

81.1
SERPINA6 Corticosteroid-binding globulin precursor

0 
0.00e+000

2 
3.76e+007 27745.3 4.73 HUMAN IPI00021263 8 2 24.12   

82.1
YWHAZ 14-3-3 protein zeta/delta

0 
0.00e+000

2 
3.76e+007 27742.2 4.65 HUMAN IPI00879359 8 2 24.12   - 28 kDa protein

0 
0.00e+000

1 
5.49e+007 19072.5 4.48 HUMAN IPI00789337 7 1 13.16   YWHAZ cDNA, FLJ79516, highly similar to 14-3-3 protein zeta/delta

0 
0.00e+000

2 
7.40e+007 10931.7 8.89 HUMAN IPI00220362 13 1 23.59   

83.1
HSPE1 10 kDa heat shock protein, mitochondrial

0 
0.00e+000

4 
1.67e+007 57937.2 7.95 HUMAN IPI00479186 4 2 23.09   

84.1
PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2

0 
0.00e+000

3 
2.15e+007 58062.4 7.61 HUMAN IPI00220644 2 1 15.32   PKM2 Isoform M1 of Pyruvate kinase isozymes M1/M2

0 
0.00e+000

3 
2.15e+007 39592.8 6.51 HUMAN IPI00888126 3 1 15.32   LOC652797 similar to pyruvate kinase, muscle

0 
0.00e+000

3 
2.15e+007 26586.6 5.42 HUMAN IPI00607698 5 1 15.32   PKM2 27 kDa protein

0 
0.00e+000

3 
2.15e+007 26383.3 5.42 HUMAN IPI00788663 5 1 15.32   PKM2 26 kDa protein

0 
0.00e+000

3 
2.15e+007 24333.7 6.50 HUMAN IPI00792817 5 1 15.32   PKM2 24 kDa protein

0 
0.00e+000

3 
2.15e+007 22725.2 6.31 HUMAN IPI00789727 6 1 15.32   PKM2 23 kDa protein

0 
0.00e+000

3 
2.15e+007 18869.9 9.47 HUMAN IPI00797668 7 1 15.32   PKM2 19 kDa protein

0 
0.00e+000

3 
2.15e+007 10094.7 6.49 HUMAN IPI00798295 14 1 15.32   PKM2 10 kDa protein

0 
0.00e+000

1 
2.21e+006 37276.3 8.47 HUMAN IPI00847989 3 1 7.77   PKM2 Pyruvate kinase (Fragment)

3 
5.37e+007

0 
0.00e+000 52286.5 6.86 HUMAN IPI00010295 6 2 22.96   

85.1
CPN1 Carboxypeptidase N catalytic chain precursor

2 
7.94e+007

0 
0.00e+000 22879.6 5.17 HUMAN IPI00641144 7 1 13.10   CPN1 Carboxypeptidase N, polypeptide 1

1 
4.84e+006

1 
3.52e+007 24390.7 6.90 HUMAN IPI00514285 7 1 21.85   

86.1
PTGDS Prostaglandin D2 synthase 21kDa

1 
4.84e+006

1 
3.52e+007 22949.1 9.92 HUMAN IPI00513767 7 1 21.85   PTGDS Prostaglandin D2 synthase 21kDa

1 
4.84e+006

1 
3.52e+007 21028.9 7.65 HUMAN IPI00013179 8 1 21.85   PTGDS Prostaglandin-H2 D-isomerase precursor

1 
4.84e+006

1 
3.52e+007 16871.3 9.45 HUMAN IPI00514208 10 1 21.85   PTGDS Prostaglandin D2 synthase 21kDa

2 
1.26e+009

0 
0.00e+000 39749.5 5.08 HUMAN IPI00218732 4 1 20.06   

87.1
PON1 Serum paraoxonase/arylesterase 1

2 
1.26e+009

0 
0.00e+000 31865.4 4.82 HUMAN IPI00798167 5 1 20.06   PON1 32 kDa protein

1 
2.88e+007

1 
5.16e+006 67047.3 8.50 HUMAN IPI00294395 2 1 18.94   

88.1
C8B Complement component C8 beta chain precursor

0 
0.00e+000

1 
1.12e+008 51778.8 5.34 HUMAN IPI00296176 1 1 18.12   

89.1
F9 Coagulation factor IX precursor
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00026199]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00026199&coverage_map=0+120+17+48+12+29
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00026199;numPeptides=2;peptides=FLVGPDGIPIMR-YVRPGGGFVPNFQLFEK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00011252]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00011252&coverage_map=0+387+13+85+13+86
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00011252;numPeptides=2;peptides=ALDQYLMEFNACR-INVGGGLSGDHCK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00027482]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00027482&coverage_map=0+272+10+5+16+102
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00027482;numPeptides=2;peptides=WSAGLTSSQVDLYIPK-MNTVIAALSR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021263]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021263&coverage_map=0+41+8+42+12+142
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00021263-IPI00879359-IPI00789337;numPeptides=2;peptides=DICNDVLSLLEK-NLLSVAYK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00879359]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00879359&coverage_map=0+41+8+42+12+142
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00789337]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00789337&coverage_map=0+14+12+142
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00220362]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00220362&coverage_map=0+40+14+48
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00220362;numPeptides=1;peptides=VLQATVVAVGSGSK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00479186]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00479186&coverage_map=0+43+13+366+11+98
http://offline/millscripts/multiAlign.pl?numProts=10;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1-1-1-1;single=0;accessions=IPI00479186-IPI00220644-IPI00888126-IPI00607698-IPI00788663-IPI00792817-IPI00789727-IPI00797668-IPI00798295-IPI00847989;numPeptides=2;peptides=CCSGAIIVLTK-NTGIICTIGPASR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00220644]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00220644&coverage_map=0+43+13+475
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00888126]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00888126&coverage_map=0+43+13+308
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00607698]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00607698&coverage_map=0+43+13+189
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00788663]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00788663&coverage_map=0+48+13+183
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00792817]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00792817&coverage_map=0+103+13+105
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00789727]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00789727&coverage_map=0+43+13+153
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00797668]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00797668&coverage_map=0+43+13+114
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00798295]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00798295&coverage_map=0+43+13+36
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00847989]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00847989&coverage_map=0+234+11+98
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00010295]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00010295&coverage_map=0+80+13+235+15+115
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00010295-IPI00641144;numPeptides=2;peptides=EALIQFLEQVHQGIK-YVGNMHGNEALGR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00641144]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00641144&coverage_map=0+125+15+64
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00514285]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00514285&coverage_map=0+92+16+116
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00514285-IPI00513767-IPI00013179-IPI00514208;numPeptides=1;peptides=TMLLQPAGSLGSYSYR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00513767]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00513767&coverage_map=0+115+16+82
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00013179]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00013179&coverage_map=0+92+16+82
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00514208]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00514208&coverage_map=0+92+16+52
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218732]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218732&coverage_map=0+290+16+49
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00218732-IPI00798167;numPeptides=1;peptides=IFFYDSENPPASEVLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00798167]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00798167&coverage_map=0+217+16+49
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00294395]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00294395&coverage_map=0+367+13+211
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00294395;numPeptides=1;peptides=GDYTLNNVHACAK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00296176]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00296176&coverage_map=0+364+9+88
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00296176;numPeptides=1;peptides=SALVLQYLR
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Protein/Peptide Summary - Agilent Spectrum Mill

1 
8.37e+006

0 
0.00e+000 43618.1 6.96 HUMAN IPI00218795 2 1 17.87   

90.1
SELL L-selectin precursor

0 
0.00e+000

2 
2.01e+008 28870.3 6.59 HUMAN IPI00215983 4 1 17.82   

91.1
CA1 Carbonic anhydrase 1

0 
0.00e+000

2 
2.01e+008 21549.3 7.10 HUMAN IPI00796435 6 1 17.82   CA1 22 kDa protein

0 
0.00e+000

2 
2.01e+008 16254.8 9.48 HUMAN IPI00788926 8 1 17.82   CA1 16 kDa protein

0 
0.00e+000

2 
2.01e+008 14008.1 9.21 HUMAN IPI00798267 9 1 17.82   CA1 14 kDa protein

2 
2.77e+007

0 
0.00e+000 83268.7 5.69 HUMAN IPI00884176 1 1 16.71   

92.1
F13A1 coagulation factor XIII A1 subunit precursor

2 
2.77e+007

0 
0.00e+000 83267.7 5.75 HUMAN IPI00297550 1 1 16.71   F13A1 Coagulation factor XIII A chain precursor

1 
9.94e+006

0 
0.00e+000 51276.8 8.32 HUMAN IPI00021364 4 1 16.62   

93.1
CFP Properdin precursor

2 
6.26e+007

0 
0.00e+000 70682.3 6.99 HUMAN IPI00029193 2 1 16.10   

94.1
HGFAC Hepatocyte growth factor activator precursor

0 
0.00e+000

1 
4.32e+006 91614.9 5.85 HUMAN IPI00871139 1 1 15.77   

95.1
MASP1 92 kDa protein

0 
0.00e+000

1 
4.32e+006 79259.3 5.41 HUMAN IPI00299307 1 1 15.77   MASP1 Complement-activating component of Ra-reactive factor precursor

1 
9.91e+006

0 
0.00e+000 54641.0 4.95 HUMAN IPI00029658 2 1 15.73   

96.1
EFEMP1 Isoform 1 of EGF-containing fibulin-like extracellular matrix protein 1 precursor

1 
9.91e+006

0 
0.00e+000 54583.9 4.95 HUMAN IPI00220814 2 1 15.73   EFEMP1 Isoform 3 of EGF-containing fibulin-like extracellular matrix protein 1 precursor

1 
9.91e+006

0 
0.00e+000 54553.9 4.95 HUMAN IPI00220815 2 1 15.73   EFEMP1 Isoform 4 of EGF-containing fibulin-like extracellular matrix protein 1 precursor

1 
9.91e+006

0 
0.00e+000 53722.8 4.90 HUMAN IPI00220813 2 1 15.73   EFEMP1 Isoform 2 of EGF-containing fibulin-like extracellular matrix protein 1 precursor

0 
0.00e+000

1 
1.04e+008 54732.0 5.68 HUMAN IPI00019576 2 1 15.67   

97.1
F10 Coagulation factor X precursor

0 
0.00e+000

1 
1.04e+008 37094.7 5.63 HUMAN IPI00552633 3 1 15.67   F10 Coagulation factor X

0 
0.00e+000

1 
8.41e+006 45199.8 8.98 HUMAN IPI00030363 4 1 15.67   

98.1
ACAT1 Acetyl-CoA acetyltransferase, mitochondrial precursor

0 
0.00e+000

1 
8.41e+006 17201.5 9.98 HUMAN IPI00062003 11 1 15.67   ACAT1 ACAT1 protein

1 
1.72e+007

0 
0.00e+000 42155.7 8.71 HUMAN IPI00829918 5 1 15.57   

99.1
- NPAL2 protein

0 
0.00e+000

1 
8.08e+007 72698.0 6.49 HUMAN IPI00031425 2 1 15.55   

100.1
HAL Histidine ammonia-lyase

2 
4.88e+008

0 
0.00e+000 50704.6 6.62 HUMAN IPI00013212 2 1 15.52   

101.1
CSK Tyrosine-protein kinase CSK

7 
1.94e+008

2 
8.86e+008 23010.1 5.76 HUMAN IPI00022420 4 1 15.46   

102.1
RBP4 Plasma retinol-binding protein precursor

7 
1.94e+008

2 
8.86e+008 22973.9 5.77 HUMAN IPI00844536 5 1 15.46   RBP4 Uncharacterized protein RBP4

7 
1.94e+008

2 
8.86e+008 22943.9 5.77 HUMAN IPI00480192 5 1 15.46   RBP4 Retinol binding protein 4, plasma

0 
0.00e+000

2 
7.70e+006 40076.4 5.84 HUMAN IPI00029260 4 1 15.34   

103.1
CD14 Monocyte differentiation antigen CD14 precursor

3 
2.90e+007

0 
0.00e+000 43779.4 6.22 HUMAN IPI00023019 3 1 15.08   

104.1
SHBG Isoform 1 of Sex hormone-binding globulin precursor
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00218795]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00218795&coverage_map=0+97+8+280
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00218795;numPeptides=1;peptides=SYYWIGIR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00215983]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00215983&coverage_map=0+138+12+111
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00215983-IPI00796435-IPI00788926-IPI00798267;numPeptides=1;peptides=ADGLAVIGVLMK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00796435]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00796435&coverage_map=0+72+12+111
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00788926]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00788926&coverage_map=0+25+12+111
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00798267]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00798267&coverage_map=0+25+12+90
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884176]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884176&coverage_map=0+624+12+96
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00884176-IPI00297550;numPeptides=1;peptides=STVLTIPEIIIK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00297550]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00297550&coverage_map=0+624+12+96
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00021364]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00021364&coverage_map=0+282+20+167
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00021364;numPeptides=1;peptides=TCNHPVPQHGGPFCAGDATR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00029193]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00029193&coverage_map=0+372+19+264
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00029193;numPeptides=1;peptides=VQLSPDLLATLPEPASPGR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00871139]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00871139&coverage_map=0+537+13+259
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00871139-IPI00299307;numPeptides=1;peptides=SLPTCLPVCGLPK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00299307]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00299307&coverage_map=0+427+13+259
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00029658]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00029658&coverage_map=0+376+11+106
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00029658-IPI00220814-IPI00220815-IPI00220813;numPeptides=1;peptides=CVCPVSNAMCR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00220814]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00220814&coverage_map=0+375+11+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00220815]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00220815&coverage_map=0+375+11+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00220813]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00220813&coverage_map=0+368+11+106
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00019576]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00019576&coverage_map=0+162+12+314
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00019576-IPI00552633;numPeptides=1;peptides=ACIPTGPYPCGK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00552633]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00552633&coverage_map=0+162+12+158
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00030363]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00030363&coverage_map=0+105+19+303
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00030363-IPI00062003;numPeptides=1;peptides=QAVLGAGLPISTPCTTINK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00062003]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00062003&coverage_map=0+105+19+38
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829918]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829918&coverage_map=0+353+21+9
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00829918;numPeptides=1;peptides=IQPDSHSLSYGTLPDGSDSTK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00031425]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00031425&coverage_map=0+192+16+449
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00031425;numPeptides=1;peptides=SHSSGVGKPLSPERCR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00013212]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00013212&coverage_map=0+56+11+383
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00013212;numPeptides=1;peptides=EGIIPANYVQK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00022420]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00022420&coverage_map=0+107+10+84
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00022420-IPI00844536-IPI00480192;numPeptides=1;peptides=YWGVASFLQK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00844536]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00844536&coverage_map=0+105+10+84
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00480192]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00480192&coverage_map=0+105+10+84
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00029260]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00029260&coverage_map=0+93+18+264
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00029260;numPeptides=1;peptides=LTVGAAQVPAQLLVGALR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00023019]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00023019&coverage_map=0+169+14+219
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00023019-IPI00219583-IPI00884913;numPeptides=1;peptides=IALGGLLFPASNLR
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Protein/Peptide Summary - Agilent Spectrum Mill

3 
2.90e+007

0 
0.00e+000 31829.5 5.93 HUMAN IPI00219583 4 1 15.08   SHBG Isoform 2 of Sex hormone-binding globulin precursor

3 
2.90e+007

0 
0.00e+000 28666.3 5.32 HUMAN IPI00884913 5 1 15.08   - Sex hormone binding globulin (Fragment)

1 
1.78e+007

0 
0.00e+000 26721.9 8.83 HUMAN IPI00477992 3 1 14.87   

105.1
C1QB complement component 1, q subcomponent, B chain precursor

1 
1.78e+007

0 
0.00e+000 24380.2 9.26 HUMAN IPI00643948 3 1 14.87   C1QB Complement component 1, q subcomponent, B chain

0 
0.00e+000

1 
7.68e+006 35531.5 8.92 HUMAN IPI00291006 3 1 14.63   

106.1
MDH2 Malate dehydrogenase, mitochondrial precursor

0 
0.00e+000

1 
1.48e+007 47716.4 5.92 HUMAN IPI00012007 2 1 13.86   

107.1
AHCY Adenosylhomocysteinase

2 
7.12e+006

1 
7.90e+006 26413.8 5.43 HUMAN IPI00020019 6 1 13.86   

108.1
ADIPOQ Adiponectin precursor

0 
0.00e+000

1 
1.42e+008 10834.6 6.51 HUMAN IPI00007047 11 1 13.72   

109.1
S100A8 Protein S100-A8

0 
0.00e+000

1 
2.33e+006 76684.9 4.86 HUMAN IPI00017696 1 1 13.66   

110.1
C1S Complement C1s subcomponent precursor

0 
0.00e+000

1 
2.33e+006 75906.0 5.09 HUMAN IPI00749179 1 1 13.66   C1S Uncharacterized protein C1S

0 
0.00e+000

1 
2.33e+006 20585.3 5.00 HUMAN IPI00790679 4 1 13.66   C1S 21 kDa protein

1 
4.59e+007

0 
0.00e+000 78182.0 9.32 HUMAN IPI00398310 1 1 13.65   

111.1
ZNF573 Isoform 1 of Zinc finger protein 573

1 
4.59e+007

0 
0.00e+000 70843.5 9.40 HUMAN IPI00418297 1 1 13.65   ZNF573 Isoform 3 of Zinc finger protein 573

1 
4.59e+007

0 
0.00e+000 67866.2 9.42 HUMAN IPI00827652 1 1 13.65   ZNF573 Isoform 4 of Zinc finger protein 573

1 
4.59e+007

0 
0.00e+000 67782.0 9.41 HUMAN IPI00827764 1 1 13.65   ZNF573 Isoform 2 of Zinc finger protein 573

1 
1.59e+007

1 
1.51e+007 74681.3 7.62 HUMAN IPI00018219 1 1 13.04   

112.1
TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor

1 
1.59e+007

1 
1.51e+007 45414.4 6.24 HUMAN IPI00873923 2 1 13.04   TGFBI TGFBI protein

1 
1.59e+007

1 
1.51e+007 25846.7 5.33 HUMAN IPI00556324 4 1 13.04   TGFBI Transforming growth factor, beta-induced, 68kDa variant (Fragment)

0 
0.00e+000

1 
1.60e+007 55114.1 7.22 HUMAN IPI00007199 3 1 12.97   

113.1
SERPINA10 Protein Z-dependent protease inhibitor precursor

0 
0.00e+000

1 
1.40e+008 25977.2 6.29 HUMAN IPI00382938 6 1 12.75   

114.1
IGLV4-3 IGLV4-3 protein

0 
0.00e+000

1 
1.40e+008 25148.3 6.19 HUMAN IPI00719373 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 25108.2 8.17 HUMAN IPI00784711 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 25024.1 7.59 HUMAN IPI00785200 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 25021.1 8.14 HUMAN IPI00658130 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 25015.1 5.94 HUMAN IPI00784519 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 25002.3 6.88 HUMAN IPI00784589 6 1 12.75   - Putative uncharacterized protein DKFZp781M0386

0 
0.00e+000

1 
1.40e+008 24969.9 6.51 HUMAN IPI00785079 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24960.9 5.21 HUMAN IPI00829626 6 1 12.75   IGL@ IGL@ protein
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00219583]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00219583&coverage_map=0+164+14+110
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00884913]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00884913&coverage_map=0+142+14+104
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00477992]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00477992&coverage_map=0+177+9+67
http://offline/millscripts/multiAlign.pl?numProts=2;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1;single=0;accessions=IPI00477992-IPI00643948;numPeptides=1;peptides=GNLCVNLMR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00643948]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00643948&coverage_map=0+177+9+45
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00291006]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00291006&coverage_map=0+203+12+123
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00291006;numPeptides=1;peptides=TIIPLISQCTPK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00012007]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00012007&coverage_map=0+142+9+281
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00012007;numPeptides=1;peptides=YPQLLPGIR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00020019]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00020019&coverage_map=0+134+15+95
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00020019;numPeptides=1;peptides=IFYNQQNHYDGSTGK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00007047]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00007047&coverage_map=0+7+11+75
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00007047;numPeptides=1;peptides=ALNSIIDVYHK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00017696]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00017696&coverage_map=0+420+9+259
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00017696-IPI00749179-IPI00790679;numPeptides=1;peptides=CVPVCGVPR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00749179]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00749179&coverage_map=0+414+9+259
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00790679]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00790679&coverage_map=0+97+9+80
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00398310]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00398310&coverage_map=0+253+9+403
http://offline/millscripts/multiAlign.pl?numProts=4;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1;single=0;accessions=IPI00398310-IPI00418297-IPI00827652-IPI00827764;numPeptides=1;peptides=AFSQGGHLR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00418297]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00418297&coverage_map=0+195+9+403
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00827652]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00827652&coverage_map=0+166+9+403
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00827764]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00827764&coverage_map=0+165+9+403
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00018219]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00018219&coverage_map=0+409+12+262
http://offline/millscripts/multiAlign.pl?numProts=3;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1;single=0;accessions=IPI00018219-IPI00873923-IPI00556324;numPeptides=1;peptides=LTLLAPLNSVFK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00873923]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00873923&coverage_map=0+142+12+262
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00556324]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00556324&coverage_map=0+176+12+54
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00007199]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00007199&coverage_map=0+399+16+69
http://offline/millscripts/multiAlign.pl?numProts=1;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1;single=1;accessions=IPI00007199;numPeptides=1;peptides=IFSPFADLSELSATGR
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00382938]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00382938&coverage_map=0+199+15+26
http://offline/millscripts/multiAlign.pl?numProts=34;seqdb_dir=E%3A%5CSeqDB%5C;database=ipi.HUMAN.v3.43.fasta;subgroups=1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1-1;single=0;accessions=IPI00382938-IPI00719373-IPI00784711-IPI00785200-IPI00658130-IPI00784519-IPI00784589-IPI00785079-IPI00829626-IPI00784983-IPI00784713-IPI00785050-IPI00815938-IPI00450309-IPI00550162-IPI00745660-IPI00829640-IPI00885076-IPI00744476-IPI00784627-IPI00888118-IPI00555945-IPI00154742-IPI00807428-IPI00785164-IPI00719452-IPI00718819-IPI00827875-IPI00784935-IPI00785196-IPI00816555-IPI00852577-IPI00642632-IPI00830047;numPeptides=1;peptides=YAASSYLSLTPEQWK
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00719373]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00719373&coverage_map=0+193+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784711]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784711&coverage_map=0+196+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00785200]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00785200&coverage_map=0+195+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00658130]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00658130&coverage_map=0+195+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784519]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784519&coverage_map=0+193+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784589]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784589&coverage_map=0+193+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00785079]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00785079&coverage_map=0+194+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00829626]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00829626&coverage_map=0+192+15+26
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Protein/Peptide Summary - Agilent Spectrum Mill

0 
0.00e+000

1 
1.40e+008 24950.0 6.41 HUMAN IPI00784983 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24927.9 6.81 HUMAN IPI00784713 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24909.9 6.19 HUMAN IPI00785050 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24898.9 6.50 HUMAN IPI00815938 6 1 12.75   IGLV3-21 IGLV3-21 protein

0 
0.00e+000

1 
1.40e+008 24887.9 6.28 HUMAN IPI00450309 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24866.9 5.23 HUMAN IPI00550162 6 1 12.75   IGLV3-25 IGLV3-25 protein

0 
0.00e+000

1 
1.40e+008 24857.8 7.59 HUMAN IPI00745660 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24854.9 6.29 HUMAN IPI00829640 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24852.9 8.74 HUMAN IPI00885076 6 1 12.75   IGLC2;IGLV2-14;IGLC3;IGLC1 IGLV2-14 protein

0 
0.00e+000

1 
1.40e+008 24823.7 6.28 HUMAN IPI00744476 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24803.7 7.60 HUMAN IPI00784627 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24802.0 5.92 HUMAN IPI00888118 6 1 12.75   IGLC1 IGLC1 protein

0 
0.00e+000

1 
1.40e+008 24799.7 6.88 HUMAN IPI00555945 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24792.7 5.93 HUMAN IPI00154742 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24746.9 5.66 HUMAN IPI00807428 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24712.7 6.88 HUMAN IPI00785164 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24700.6 6.40 HUMAN IPI00719452 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24696.8 5.89 HUMAN IPI00718819 6 1 12.75   IGL@;IGLC2;IGLV2-14;IGLC3;IGLC1 IGLV2-14 protein

0 
0.00e+000

1 
1.40e+008 24654.7 7.54 HUMAN IPI00827875 6 1 12.75   - Lambda-chain precursor

0 
0.00e+000

1 
1.40e+008 24653.8 5.94 HUMAN IPI00784935 6 1 12.75   IGL@ IGL@ protein

0 
0.00e+000

1 
1.40e+008 24632.6 6.88 HUMAN IPI00785196 6 1 12.75   - Putative uncharacterized protein

0 
0.00e+000

1 
1.40e+008 24509.3 6.81 HUMAN IPI00816555 6 1 12.75   IGLV2-14 IGLV2-14 protein

0 
0.00e+000

1 
1.40e+008 11403.8 7.89 HUMAN IPI00852577 14 1 12.75   - C1 segment protein

0 
0.00e+000

1 
1.40e+008 11358.8 8.49 HUMAN IPI00642632 14 1 12.75   - C7 protein

0 
0.00e+000

1 
1.40e+008 11302.7 6.91 HUMAN IPI00830047 14 1 12.75   - Uncharacterized protein ENSP00000374858 (Fragment)

3 
2.21e+008

0 
0.00e+000 135578.1 5.13 HUMAN IPI00300371 0 1 12.32   

115.1
SF3B3 Isoform 1 of Splicing factor 3B subunit 3

3 
2.21e+008

0 
0.00e+000 30209.9 6.07 HUMAN IPI00179138 4 1 12.32   SF3B3 Isoform 2 of Splicing factor 3B subunit 3

1 
3.45e+007

0 
0.00e+000 72883.7 7.48 HUMAN IPI00025864 1 1 11.93   

116.1
BCHE Cholinesterase precursor
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http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784983]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784983&coverage_map=0+195+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00784713]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00784713&coverage_map=0+195+15+26
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-e+[ipi-AccNumber:IPI00785050]
http://offline/millbin\msdigest.cgi?missed_cleavages=2&msparams_dir=msparams_mill/&hide_protein_sequence=2&database=ipi.HUMAN.v3.43.fasta&seqdb_dir=E:\SeqDB\&enzyme=Trypsin&access_method=Accession+Number&accession_num=IPI00785050&coverage_map=0+193+15+26
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