Supplementary Table 1: Probe sequences for SNPs at the 21922 CHD risk locus

SNP - Allele

Sequence

rs9982601 - C

CACAGGGCTGCTCCATGGCCTTGGA

rs9982601 — C

TCCAAGGCCATGGAGCAGCCCTGTG

rs9982601 - T

CACAGGGCTGCTTCATGGCCTTGGA

rs9982601 - T

TCCAAGGCCATGAAGCAGCCCTGTG

rs28451064 -G

CCAGGCCAAAGTGGACACCAAATAC

rs28451064 -G

GTATTTGGTGTCCACTTTGGCCTGG

rs28451064 - A

CCAGGCCAAAGTAGACACCAAATAC

rs28451064 - A

GTATTTGGTGTCTACTTTGGCCTGG

rs9980618 — C

AGGGTGTCTGCTCCAGCACACCATG

rs9980618 — C

CATGGTGTGCTGGAGCAGACACCCT

rs9980618 — T

AGGGTGTCTGCTTCAGCACACCATG

rs9980618 — T

CATGGTGTGCTGAAGCAGACACCCT

rs60687299 - T

CACTGTATTGAATACTGGAGGCAAC

rs60687299 - T

GTTGCCTCCAGTATTCAATACAGTG

rs60687299 — C

CACTGTATTGAACACTGGAGGCAAC

rs60687299 — C

GTTGCCTCCAGTGTTCAATACAGTG

rs9977419-T

TGTGATAGTGAGTGAGTTCTTACGA

rs9977419-T

TCGTAAGAACTCACTCACTATCACA

rs9977419 - A

TGTGATAGTGAGAGAGTTCTTACGA

rs9977419 - A

TCGTAAGAACTCTCTCACTATCACA

rs9977093 -G

CCATGCAGAACTGTGAATCAATTAA

rs9977093 - G

TTAATTGATTCACAGTTCTGCATGG

rs9977093 - A

CCATGCAGAACTATGAATCAATTAA

rs9977093 - A

TTAATTGATTCATAGTTCTGCATGG

The SNP position is underlined. EMSA=electrophoretic mobility shift assay.
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