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Supplementary Figure 1. Distribution of sampling locations according to size of strata of N. dombeyi in Chile. White represent strata 1, grey strata 2, red strata 3, light blue strata 4, blue strata 5, yellow strata 6 and green strata 7.



Supplementary Figure 2. Read number by sample after demultiplexing step in 96 barcoded genotyping-by-sequencing (GBS) library of N. dombeyi sequencing by Illumina HiSeq 2000 using 100 bp single-end sequencing runs.
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Supplementary Table 1. List of outlier single nucleotide polymorphism (SNP) as putative candidates for adaptation in N. dombeyi in Chile and their significant associations with environmental variables using Samβada. Grey boxes reflect SNPs that is not significant outlier.  
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Supplementary Figure 3. Principal Component Analysis (PCA) using all (10,109) single nucleotide polymorphism (SNP) (upper box) or only outliers SNP (124) (lower box) detected in N. dombeyi in Chile (N=73). Scatterplot draw using hierfstat based in the principal components (PCs) individual pairwaise Fst. Coloured based on geographic origins . Numbers represent the strata of individual origin (Table 1). 
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Supplementary Figure 4. Unrooted neighbour-joining (NJ) tree showing colour genotype separation in N. dombeyi in Chile (N=73) based on all (10,109) single nucleotide polymorphism (SNP) (upper NJ) or only outliers SNP (124) (lower NJ). Tree drawn in adegenet using pairwise distances between individuals. The genetic diversity is represented in two complementary ways: by the distances (further away = more genetically different), and by the colors (more different colors = more genetically different).
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Supplementary Figure 5. Genetic loads (Loadings) of outliers single nucleotide polymorphism (SNP) showing the most contributing loci to PC1.
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Supplementary Figure 6. Genetic loads (Loadings) of outliers single nucleotide polymorphism (SNP) showing the most contributing loci to PC2. Numbers correspond to SNP ID (Supplem. Table 1)
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Supplementary Figure 7. Genetic loads (Loadings) of outliers single nucleotide polymorphism (SNP) showing the most contributing loci to PC3.


A1	A2	A3	A4	A5	A6	A7	A8	A9	A10	A11	A12	B1	B2	B3	B4	B5	B6	B7	B8	B9	B10	B11	B12	C1	C2	C3	C4	C5	C6	C7	C8	C9	C10	C11	C12	D1	D2	D3	D4	D5	D6	D7	D8	D9	D10	D11	D12	E1	E2	E3	E4	E5	E6	E7	E8	E9	E10	E11	E12	F1	F2	F3	F4	F5	F6	F7	F8	F9	F10	F11	F12	G1	G2	G3	G4	G5	G6	G7	G8	G9	G10	G11	G12	H1	H2	H3	H4	H5	H6	H7	H8	H9	H10	H11	H12	5.93309128185019	6.491242176360207	5.452716945918136	6.033082217508236	5.918021420019197	6.383551658415667	5.413088434275934	4.829638211627563	5.674209669719028	6.914056565756621	5.944121267771644	6.299388085610738	6.34348047787071	6.410158661307857	6.268124487137229	6.491724108421341	4.531989551412551	4.415357361723758	6.173484925324908	4.50197620302468	6.313884929103479	5.685373551581262	4.094785467819555	5.652303404903287	6.17337073151872	6.536696283942704	6.364512160374605	6.452925156196341	5.507526654232509	5.760992874182164	5.880884445074216	2.444044795918076	6.884704078905543	6.800749443010102	6.576733650767184	5.205447977051676	5.846198511719523	6.11539314364881	5.829890156885155	6.082297681796696	5.646298816240057	5.100601418107464	5.2942633610608	4.007875743767586	5.560918798416965	5.339270530414585	6.788873279729824	5.019324037153691	5.384005552492546	6.619776702106236	4.518290154770944	4.772637042598274	5.569804478773284	4.320935195468595	6.75695688089603	6.279187221736517	5.525065548964536	5.405286582932327	5.98654064604077	6.57239675405167	6.412749085183706	5.751286034159142	6.830480370237115	6.478244334510843	6.319549916750534	5.88635985309232	5.954146471485959	6.625299174932178	4.363856319295067	5.29173283027191	3.539703238947825	6.360067360231004	6.074110687329494	5.428512206909575	5.474778442576162	6.365057595529489	5.013667072268098	6.451359758022284	6.264577242213726	6.32672798287808	3.273232834043045	6.174684474702818	5.508772048270926	5.978142611558768	4.375169608851637	5.635940922740817	6.182937374383807	6.212753151029357	6.50034915166439	5.95335274256068	6.07914541527483	6.412964271996661	3.430236353411511	6.088186782975116	6.223872702527473	6.290241687047455	ID of sample

Reads number (Log10)

image5.tiff
Axis: 2

20

-20

-40

-60

Axis: 1

100





image6.tiff
Axis: 2

Axis: 1





image7.tiff




image8.tiff




image9.tiff
Loadings

0.01 0.02 003 0.04 0.05 0.06 007

0.00

Loading plot

2

1

i

E

Variables





image10.tiff
Loadings

0.08

0.06

0.04

0.02

0.00

Loading plot

1

2

] &

E

103

Variables





image11.tiff
Loadings

0.08

0.06

0.04

0.02

0.00

Loading plot

20
|

P
| 1
H\ ‘H ‘H

&2

0

E

Variables





image1.png
£
‘Loncoche interio

Lagzzklmh’ue ctag
E O

VillajAmegual @
SEEI' Machii




image2.emf
Locus#  SNP LOSITAN Bayescan Samfada

P (Simul
ID Het Fst Fstisample BIO2 BIO4 BIOS5 BIO6 BIO12 BIO15 BIO18 BIO19
Fst)
TP1582 1 0.299 0.463  0.99992 - X X
TP2008 2 0.202 0.626  0.99997 - X X X
TP2216 3 0.453 0.360  0.99987 - X X X
TP3479 4 0.368 0.545  0.99999 Yes X X X X
TP3513 5 0.498 0.421 1.00000 Yes X X X
TP5657 6 0.339 0.332  0.99897 - X X X X X
TP5993 7 0.512 0.321  0.99988 - X X
TP6503 8 0.534 0415 1.00000 Yes X X X
TP6821 9 0.272 0.542  1.00000 - X X X X
TP7049 10 0.425 0.313  0.99927 Yes X X X
TP7161 11 0.504 0.362  0.99999 Yes X X X
TP7853 12 0.470 0.361  0.99986 Yes X X X
TP8160 13 0.492 0.349  0.99998 - X
TP8429 14 0.282 0.496  0.99996 - X X X X
TP8952 15 0.354 0413 1.00000 Yes X X X
TP9060 16 0.227 0.534  1.00000 - X X X X
TP9199 17 0.434 0.615 1.00000 Yes X X X
TP9363 18 0.201 0.556  0.99993 - X X X X X
TP10674 19 0.291 0.404  0.99980 - X X X X X
TP10835 20 0.256 0.434  0.99963 - X X X
TP11003 21 0.288 0.601  0.99999 - X X X X
TP11239 22 0.471 0.401  0.99995 Yes X X X
TP11349 23 0.477 0.542  1.00000 Yes X X X X
TP11612 24 0.535 0.436  1.00000 Yes X X X X
TP12176 25 0.470 0.661 1.00000 Yes X X X
TP13998 26 0.524 0.525  0.99992 Yes X X X
TP14041 27 0.520 0.405 0.99954 Yes X X
TP14862 28 0.231 0.464  1.00000 - X X X X
TP15845 29 0.412 0.447  1.00000 Yes X X X X
TP17090 30 0.242  0.423  0.99999 - X X
TP18939 31 0.391 0.572  0.99999 Yes X X X X X
TP19093 32 0.202 0.626  0.99997 - X X X X X
TP19422 33 0.538 0.471 1.00000 Yes X X X
TP20709 34 0.474 0.515 1.00000 Yes X X X
TP22845 35 0.265 0.427  0.99997 - X
TP26184 36 0.504 0.447 1.00000 Yes X X X
TP26706 37 0.421 0.392  0.99989 - X X X X
TP26949 38 0.535 0.437 1.00000 Yes
TP27211 39 0.489 0.401  0.99999 Yes X
TP27616 40 0.502 0.370  0.99999 - X X
TP29763 41 0.299 0.775 1.00000 Yes X X X
TP30254 42 0.385 0.442  0.99996 Yes X X X
TP30852 43 0.438 0.438  1.00000 Yes X X X X
TP32296 44 0.467 0.377  0.99991 Yes X X X X
TP33974 45 0.279 0.440  0.99998 - X
TP35218 46 0.484 0.337  0.99988 - X X X
TP35271 47 0.525 0.389  0.99940 Yes X X X X
TP36698 48 0.242  0.554  1.00000 - X X X X X
TP37022 49 0.343  0.483  0.99995 - X X X
TP38613 50 0.364 0.618 1.00000 Yes X X X









Locus # SNP Bayescan

ID Het Fst

P (Simul 

Fst<sample 

Fst)

BIO2 BIO4 BIO5 BIO6 BIO12BIO15BIO18BIO19

TP1582 1 0.299 0.463 0.99992 - x x x

TP2008 2 0.202 0.626 0.99997 - x x x x x

TP2216 3 0.453 0.360 0.99987 - x x x

TP3479 4 0.368 0.545 0.99999 Yes x x x x

TP3513 5 0.498 0.421 1.00000 Yes x x x

TP5657 6 0.339 0.332 0.99897 - x x x x x

TP5993 7 0.512 0.321 0.99988 - x x

TP6503 8 0.534 0.415 1.00000 Yes x x x

TP6821 9 0.272 0.542 1.00000 - x x x x

TP7049 10 0.425 0.313 0.99927 Yes x x x

TP7161 11 0.504 0.362 0.99999 Yes x x x

TP7853 12 0.470 0.361 0.99986 Yes x x x

TP8160 13 0.492 0.349 0.99998 - x

TP8429 14 0.282 0.496 0.99996 - x x x x

TP8952 15 0.354 0.413 1.00000 Yes x x x

TP9060 16 0.227 0.534 1.00000 - x x x x

TP9199 17 0.434 0.615 1.00000 Yes x x x

TP9363 18 0.201 0.556 0.99993 - x x x x x

TP10674 19 0.291 0.404 0.99980 - x x x x x

TP10835 20 0.256 0.434 0.99963 - x x x

TP11003 21 0.288 0.601 0.99999 - x x x x

TP11239 22 0.471 0.401 0.99995 Yes x x x

TP11349 23 0.477 0.542 1.00000 Yes x x x x

TP11612 24 0.535 0.436 1.00000 Yes x x x x

TP12176 25 0.470 0.661 1.00000 Yes x x x

TP13998 26 0.524 0.525 0.99992 Yes x x x

TP14041 27 0.520 0.405 0.99954 Yes x x x

TP14862 28 0.231 0.464 1.00000 - x x x x

TP15845 29 0.412 0.447 1.00000 Yes x x x x

TP17090 30 0.242 0.423 0.99999 - x x

TP18939 31 0.391 0.572 0.99999 Yes x x x x x

TP19093 32 0.202 0.626 0.99997 - x x x x x x

TP19422 33 0.538 0.471 1.00000 Yes x x x

TP20709 34 0.474 0.515 1.00000 Yes x x x

TP22845 35 0.265 0.427 0.99997 - x

TP26184 36 0.504 0.447 1.00000 Yes x x x x

TP26706 37 0.421 0.392 0.99989 - x x x x

TP26949

38

0.535 0.437 1.00000 Yes

TP27211 39 0.489 0.401 0.99999 Yes x

TP27616 40 0.502 0.370 0.99999 - x x

TP29763 41 0.299 0.775 1.00000 Yes x x x x

TP30254 42 0.385 0.442 0.99996 Yes x x x x

TP30852 43 0.438 0.438 1.00000 Yes x x x x

TP32296 44 0.467 0.377 0.99991 Yes x x x x

TP33974 45 0.279 0.440 0.99998 - x x

TP35218 46 0.484 0.337 0.99988 - x x x x

TP35271 47 0.525 0.389 0.99940 Yes x x x x

TP36698 48 0.242 0.554 1.00000 - x x x x x x

TP37022 49 0.343 0.483 0.99995 - x x x x

TP38613 50 0.364 0.618 1.00000 Yes x x x x

LOSITAN Samβada


image3.emf
Locus#  SNP LOSITAN Bayescan Samfada

P (Simul
ID Het Fst Fstisample BIO2 BIO4 BIOS5 BIO6 BIO12 BIO15 BIO18 BIO19
Fst)
TP41234 51 0.300 0.421  0.99983 - X X X X
TP41346 52 0.457 0.420  0.99998 Yes X X X
TP41956 53 0.283  0.621  0.99999 - X X X
TP42638 54 0.301 0.501  0.99996 - X X X X
TP42973 55 0.327 0.529  0.99987 - X X X X
TP43465 56 0.381 0.410  0.99992 - X X X
TP43509 57 0.314 0.419  0.99943 - X X X X
TP43571 58 0.495 0.411 1.00000 Yes X X X
TP44042 59 0.219 0.633 1.00000 - X X X X X
TP44556 60 0.286 0.507  0.99997 - X X X
TP45125 61 0.485 0.428  1.00000 Yes X X X
TP45368 62 0.542  0.530  1.00000 Yes X X X X
TP46117 63 0.261 0.427  0.99958 - X X X X X
TP46197 64 0.408 0.476  1.00000 Yes X X X
TP46432 65 0.202 0.626  0.99997 - X X X X X
TP47235 66 0.291 0.401  0.99979 - X X
TP48082 67 0.532 0475 1.00000 Yes X X X
TP49398 68 0.348 0.613 1.00000 - X X X X
TP49613 69 0.441 0.412  1.00000 - X X
TP49720 70 0.536  0.458 1.00000 - X X X
TP49799 71 0.415 0.454  1.00000 - X X X
TP51016 72 0.532 0.454  1.00000 - X X X
TP52026 73 0.510 0.396  0.99999 - X
TP52927 74 0.539 0.705 1.00000 - X X X
TP52936 75 0.214 0.574  1.00000 - X X X X X X
TP54018 76 0.408 0.423 1.00000 Yes X X X
TP54063 77 0.544 0.545 1.00000 - X X X X
TP54067 78 0.236 0.640  1.00000 - X X X X
TP55691 79 0.494 0.386  1.00000 Yes X X X
TP55897 80 0.512 0.424  1.00000 Yes X X X
TP56152 81 0.541 0.510  1.00000 Yes X X
TP57303 82 0.360 0.504  1.00000 - X X X
TP58362 83 0.233  0.581 1.00000 - X X X X
TP58462 84 0.316 0.475 0.99974 - X X X
TP58580 85 0.422 0.410  0.99993 - X X
TP63444 86 0.274 0.551 1.00000 - X X X X
TP64360 87 0.203 0.470  0.99978 - X X
TP64684 88 0.172  0.515  0.99990 - X X
TP64787 89 0.195 0.431  0.99973 -
TP65387 90 0.499 0.430  1.00000 Yes X X X X
TP65805 91 0.540 0.488  1.00000 Yes X X
TP66157 92 0.261 0.446  0.99969 - X X X X
TP68102 93 0.223  0.701 1.00000 - X X X X
TP68893 94 0.238 0.499 1.00000 - X X X X X
TP69516 95 0.206 0.458 0.99974 - X X X X
TP69608 96 0.292  0.466  0.99993 - X X X
TP69919 97 0.238 0.558  1.00000 - X X X X X
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Locus#  SNP LOSITAN Bayescan Samfada

P (Simul
ID Het Fst Fstisample BIO2 BIO4 BIOS5 BIO6 BIO12 BIO15 BIO18 BIO19
Fst)
TP71786 98 0.507 0.418  1.00000 Yes X X X X
TP71820 99 0.320 0.462  0.99969 - X X X X X X X
TP73508 100 0.276 0.490 1.00000 Yes
TP73675 101  0.358 0.496  1.00000 - X X X X
TP73794 102 0.221 0.631 1.00000 - X X X X
TP74850 103  0.274 0.469 1.00000 - X X X X
TP75218 104 0.236 0.504  1.00000 - X X X X
TP75914 105 0.333 0.458  0.99992 - X X X
TP76412 106 0.212 0.664  0.99998 - X X X X X X
TP76784 107  0.527 0.417  0.99962 Yes X X X X
TP76918 108 0.536 0.441 1.00000 Yes X X X X
TP77248 109 0.231 0.668 1.00000 - X X X X X X
TP78328 110  0.334 0.520  0.99998 - X X X X
TP78939 111  0.312 0.582  0.99999 - X X X X
TP79702 112  0.202 0.626  0.99997 - X X X X X
TP79912 113  0.221 0.631 1.00000 - X X X X
TP83225 114  0.495 0.423 1.00000 Yes X X
TP83683 115 0.202 0.626  0.99997 - X X X X X
TP84505 116 0.316 0.441  0.99958 - X X X X
TP85215 117  0.229 0.604  1.00000 - X X X X X
TP85873 118  0.447 0.412 0.99984 Yes X X X X
TP86640 119  0.522 0.471  0.99983 Yes X
TP87336 120 0.384 0.484  0.99999 - X X X X
TP88346 121  0.307 0.414  0.99980 - X X
TP88850 122  0.304 0.496  0.99996 - X X X
TP89013 123  0.537 0.462 1.00000 Yes X X
TP89933 124  0.539 0.498  1.00000 Yes X
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