	Genotype
	rs3765467
	rs761386

	
	CC
	CT/TT
	p
	CC
	CT/TT
	p

	N
	25
	11
	
	21
	15
	

	Age (years old)
	52.3 ± 2.8
	50.0 ± 3.8
	0.220
	54.0 ± 2.7
	48.3 ± 3.8
	0.220

	Sex (Female %)
	60
	18
	0.021
	52
	40
	0.463

	BMI (kg/m2)
	27.9 ± 1.0
	28.9 ± 1.6
	0.258
	29.0 ± 1.1
	27.1 ± 1.3
	0.258

	DM duration (years)
	11.6 ± 1.3
	11.2 ± 2.5
	0.928
	11.4 ± 1.6
	11.6 ± 1.7
	0.928

	A1C (%)
	10.8 ± 0.3
	10.3 ± 0.4
	0.456
	10.8 ± 0.3
	10.8 ± 0.3
	0.456

	A1C ( mmol/mol)
	94.3 ± 3.4
	89.6 ± 4.1
	0.456
	94.6 ± 3.1
	94.6 ± 3.1
	0.456



Data are expressed as mean ± standard error , SDPG: standard deviation of plasma glucose, MAGE: mean amplitude of glycemic excursions, HOMA-IR: homeostasis model assessment-insulin resistance, ISI: insulin sensitivity index


p: derived by student t test








Supplement -Table 2. Clinical variables of participants according to the dominant GLP1R genotype subgroups








