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Massively parallel sequencing technology, also known as next generation sequencing
(NGS), has revolutionized the �eld of molecular genetic testing. It has now been
routinely used in a wide variety of research and clinical settings in oncology. �e
promise of genome-driven oncology is inspiring as we witness the successes of
targeted therapies based on the detection of oncogenic drivers. Instrument and
reagent providers have made available on the market more and more suitable
products for direct application of NGS in oncology practice.

Targeted sequencing (limited sequencing of prede�ned regions of the genome)
with NGS panels (hybridization capture or amplicon-based) is a popular approach
and provides the much-needed molecular information guiding clinical diagnosis
and therapeutic decisions. As a diagnostic test, it is subject to local and national
regulatory rules. Meanwhile the cost and complexity of data analysis are still
challenging tomany of us.�e design and implementation of customizedNGS panel
tests remain a hot topic and the details are being constantly improved.

�e aim of this special issue is to provide a platform showcasing the current status in
the application of NGS technology in all sub�elds of oncology and cancer research.
�e scope is open to all the related topics, including basic research, methodology,
translational study, and clinical practice, in any format. Sample size may range from
single case report to large or multicentered clinical cohort study. We encourage
original research articles that use NGS with clinical specimens and especially
welcome the use of targeted sequencing with NGS panels, NGS panel development,
and validation.We alsowelcome review articles that describe any of the topics related
to the application of NGS in oncology and cancer research.

Potential topics include but are not limited to the following:

Application of targeted sequencing
Adoption of commercial NGS panels
NGS panel development and validation
Sample preparation and enrichment methodology
Target enrichment methodology
NGS-based genetic pro�ling for particular cancer type
NGS-based CNV, structure variation, and fusion gene detection
NGS as related to liquid biopsy
Variant calling, annotation, clinical interpretation, and reporting
RNA-seq and gene expression pro�ling
Pharmacogenomics (drug-gene) testing
Single cell sequencing
Preanalytical and quality metrics
Clinical and follow-on companion diagnostic claims
Development and use of bioinformatics tools
NGS data sharing, ethics, and regulatory a�airs

Authors can submit their manuscripts through the Manuscript Tracking System at
https://mts.hindawi.com/submit/journals/jo/ang/.

Papers are published upon acceptance, regardless of the Special Issue publication
date.
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