Supplementary TABLE 1

X-chromosome signals in the nucleus of fibroblasts isolated from a DMD-manifesting carrier
(609) and in four hiPS clones

X.-Chromosome 0 1 ) 3 a
signals/nucleus
609 fibroblasts 0 3 155 3 7
n=168 (1.8%) (92.3%) (1.8%) (4.2%)
609-2 iPS (p5)
(retroviral vector) 0 20 1430 Zo 40
o151 (1.3%) (94.7%) (1.3%) (2.6%)
609-4 iPS (p6)
(retroviral vector) 0 30 690 0 30
n=75 (4.0%) (92.0%) (4.0%)
(Szgzz-i:tlilras; fli:::gt))r) ! 6 137 6 0
n=150 (0.67%) (4.0%) (91.3%) (4.0%)
609S-2 iPS (p8)
(Sendai viral vector) 0 40 1320 40 20
n=142 (2.8%) (93.0%) (2.8%) (1.4%)




Supplementary Figure 1
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Supplementary Figure 2
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Supplementary Figure 3

SeV-iPS (pool of 4 clones)
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7
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