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Plants face variable environments that impose a wide range of biotic and abiotic
stresses, directly a�ecting crop yield production worldwide. Unveiling the genetic
regulation of stress tolerance is very important to increase yield in extreme
environments. In general, genetic regulation of abiotic and biotic stress tolerance
is governed by many genes and also a�ected by environmental conditions. In this
regard, geneticmapping of quantitative trait loci (QTL) performed to dissect the trait
and to identify regulatory genes/loci has great importance. Availability of genome
sequence enhances the e�ciency of QTL mapping in many ways; for example, it
provides a source of genome-wide markers, helps to develop dense genetic linkage
map, and facilitates candidate gene identi�cation.

Advances in genomics research have led to the development of high-quality reference
genome data, genome-wide molecular markers, quantitative trait loci (QTL), and
high-throughput genotyping platforms for several crops. �e availability of these
genomic resources has facilitated the development of breeding technologies such
as genomics-assisted breeding (GAB). GAB is an advanced form of marker-assisted
breeding where genome-wide genetic selection and high-density genotyping are
performed to generate elite varieties with better agronomic traits. Marker-assisted
selection (MAS) is a genotypic variation based indirect selectionmethod that reduces
the time and cost of breeding for abiotic and biotic stress.

�is special issue will provide an overview of QTL mapping and its utilization
for the elevation of abiotic and biotic stress tolerance in plants. In addition, this
issue aims to highlight the novel approaches such as high-resolution mapping,
marker development, and transcriptome pro�ling used to identify candidate genes
and markers, and other breeding e�orts applied towards the translational research
employing QTL information. Furthermore, it also focuses on the functional
evaluation of candidate genes, gene interactions, expression pro�ling, statistical
methods, and integrated approaches used for understanding the complex molecular
mechanism involved in the stress tolerance mechanism. We invite original research
articles, and reviews related to genetic regulation of abiotic stress tolerance in plants.

Potential topics include but are not limited to the following:

Identi�cation of QTLs for abiotic and biotic stress related traits in plants

Development of genetic markers for abiotic and biotic stress-related traits

Transcriptome studies by RNA-seq

Identi�cation and evaluation of candidate genes

Integrated approaches being used to understand abiotic and biotic stress
tolerance mechanism

Authors can submit their manuscripts through the Manuscript Tracking System at
https://mts.hindawi.com/submit/journals/scienti�ca/botany/grqt/.

Papers are published upon acceptance, regardless of the Special Issue publication
date.
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