Supplementary Table 3
	GENE
	Affymetrix probe
	MSS-N
	MSI_N
	p- value
	Chromosomal location

	
	
	
	
	
	

	POLR1D 
	218258_at
	1.17
	0.74
	< 10-5
	13q12.2

	POLR1C
	207515_s_at, 209317_at
	1.40

	1.50
	< 10-4
	6p21.1

	TWISTNB
	226784_at
	1.40
	0.80
	< 10-4
	7p15.3

	 POLR1A
	No probe
	
	
	
	2p11.2

	POLR1B
	No probe
	
	
	
	2q13

	POLR2L
	211730_s_at
	0.71
	1.23
	< 10-3
	11p15

	POLR2E
	217854_s_at

213887_s_at
	1.85
	1.90
	<10-3
	19p13.3

	POLR2H
	209302_at
	0.28
	0.39
	< 0.07
	3q28

	ASE-1
	205264​_at
	1.75
	1.65
	< 10-2
	

	PAF53
	218997_at
	0.95
	0.93
	<10-3
	9p13.2

	RRN3
	216902_s_at

216908_x_at
	1.46
	1.29
	< 10-3
	16p12

	UBTF
	1558215_s_at

202692_s_at

214881_s_at
	1.15
	1.13
	< 10-3
	17q21.3

	TTF1
	204771_s_at

204772_s_at
	0.58
	0.52
	<0.01
	9q34.13

	ERCC2
	213468_at
	0.44
	0.43
	< 0.01
	19q13.3

	GTF2H2
	221540_x_at

223758_s_at
	-0.05
	0.39
	< 0.2
	5q12.2-q13.3

	CDK7
	211297_s_at
	0.52
	0.58
	< 0.01
	5q12.1

	TCEA1
	216241_s_at
	0.70
	0.54
	< 10-5
	8q11.2

	CDC2L5
	207318_s_at

214287_s_at

207319_s_at

232266_x_at

210965_x_at

213987_s_at
	0.18
	-0.11
	< 0.01
	7p13



	TCOF1
	202384_s_at

202385_s_at
	1.71
	1.53
	< 10-5
	5q32-q33.1

	WRN
	205667_at
	-0.07
	-0.15
	< 0.7
	8p12-p11.2

	TOP1
	208900_s_at
208901_s_at
	-0.69
	-0.52
	< 10-6
	20q12-q13.1

	DDX21
	208152_s_at
224654_at
	1.43
	1.21
	< 10-5
	10q21

	CDKN2A
	207039_at 

209644_x_at

211156_at
	0.06
	0.22
	< 0.01
	9p21

	NCL
	200610_s_at
	0.96
	1.02
	< 10-4
	2q12-qter

	DDX50
	221699_s_at
	0.41
	0.41
	< 0.02
	10q21.3

	NOLC1
	205895_s_at

211949_s_at

211951_at
	1.36
	1.64
	
	10q24.32

	SSB
	201138_s_at

201139_s_at
	1.22
	0.98
	<10-2
	2q31.1

	RUVBL1 
	201614_s_at
	2.54
	2.54
	< 10-4
	3q21

	RUVBL2
	1559946_s_at
201459_at
	1.53
	1.72
	< 10-6
	19q13.3

	DKC1
	201478_s_at

201479_at

216212_s_at
	2.21
	1.86
	<10-4
	Xq28

	NOLA1
	219110_at i-2
	0.79
	0.89
	< 10-4
	4q25

	NOLA2
	209104_s_at
	1.25
	1.05
	<10-4
	5q35.3

	NOLA3
	217962_at
	-0.19
	0.19
	< 0.1
	15q14-q15

	FBL
	211623_s_at
	1.13
	1.04
	< 10-3
	19q13.1

	NOL5A
	200874_s_at

200875_s_at
	1.59
	1.64
	< 10-5
	20p13

	NOP58
	223096_at
	1.73
	1.76
	< 10-14
	2q33.1

	NHP2L1
	201076_at

201077_s_at
	0.84
	0.98
	< 10-2
	22q13.2-q13.31

	WBSCR22
	207628_s_at
	1.47
	1.10
	< 10-4
	Chr 7

72735834..72750478

	NOB1
	223018_at
	1.76
	1.79
	< 10-4
	16q22.3

	DDX51
	1554085_at

214968_at

229482_at
	0.68
	0.60
	< 10-2
	12q24.33

	NPM1
	200063_s_at

221691_x_at

221923_s_at iso-3
	1.11
	1.21
	< 10-4
	5q35

	URB1
	208395_s_at

212996_s_at

217633_at

237551_at
	0.54
	0.53
	< 10-4
	21q22.11

	PWP1
	201606_s_at

201607_at

201608_s_at
	0.46
	0.50
	<10-2
	12q23.3

	NOL12
	222057_at
	0.72
	1.20
	< 0.25
	22q13.1

	REXO4
	218767_at
	0.86
	0.66
	< 10-3
	9q34.2

	NVL
	207877_s_at
	-0.84
	-0.94
	< 10-3
	1q41-q42.2

	GRWD1
	221549_at
	0.88
	0.83
	< 10-3
	19q13.32

	RRP15
	214764_at

219037_at
	0.04
	0.63
	< 10-2
	1q41

	RRS1
	209567_at
	2.52
	2.07
	< 10-6
	8q13.1

	NOL7
	202882_x_at

210097_s_at
	0.39
	0.49
	< 0.2
	6p23

	DHX37
	223364_s_at

223365_at
	1.72
	1.61
	< 10-7
	12q24.31

	WDR3
	218882_s_at
	1.13
	1.20
	< 10-5
	1p13-p12

	EMG1
	209233_at
	1.00
	0.82
	< 10-4
	12p13

	IMP3
	221688_s_at
	0.54
	0.78
	< 10-2
	15q24

	IMP4
	212411_at
	1.45
	1.60
	< 10-7
	2q21.1

	WDR46
	209196_at
	1.83
	1.76
	< 10-8
	6p21.3

	KRR1
	203202_at

203203_s_at
	0.27
	0.73
	< 0.05
	12q21.2

	MPHOSPH10
	212885_at
	0.57
	0.55
	< 10-3
	2p13.3

	WDR75
	224721_at
	0.94
	1.16
	< 10-7
	2q32.2

	NOC4L
	218860_at
	2.47
	2.47
	< 10-7
	12q24.33

	NOL14
	214661_s_at
	1.63
	1.67
	< 10-6
	4p16.3

	PWP2
	209336_at
	0.79
	0.94
	< 10-6
	21q22.3

	PDCD11
	212422_at

212424_at
	1.63
	1.61
	< 10-5
	10q24.33

	UTP3
	209486_at
	0.29
	0.49
	< 10-2
	4q13.3

	WDSOF1
	225676_s_at

231784_s_at
	1.46
	1.20
	< 10-5
	8q22.3

	RRP9
	204133_at
	2.44
	2.32
	< 10-8
	3p21.1

	CIRH1A
	224903_at

230656_s_at
	1.71
	1.44
	< 10-3
	16q22.1

	WDR43
	214662_at
	1.45
	1.67
	< 10-8
	2p23.2

	UTP6
	218715_at
	0.61
	0.62
	< 10-5
	17q11.2

	HEATR1
	218594_at

218595_s_at
	1.60
	1.60
	< 10-4
	1q43

	UTP11L
	218235_s_at
	0.47
	1.00
	< 0.05
	1p34.3

	TBL3
	209820_s_at
	2.31
	2.50
	< 10-6
	16p13.3

	UTP14A
	221098_x_at 

221514_at
	1.72
	1.26
	< 10-4
	Xq25

	UTP14C
	221513_s_at
	1.75
	1.27
	< 10-3
	13q14.2

	UTP15
	228043_at

228050_at
	0.83
	1.22
	< 10-3
	5q13.2

	UTP18
	203721_s_at
	0.85
	0.90
	< 10-6
	17q21.33

	UTP20
	209725_at
	1.55
	1.47
	< 10-3
	12q23

	WDR36
	226180_at

238677_at
	0.37
	0.69
	< 10-2
	5q22.1

	NOL6
	218199_s_at

222554_s_at
	1.74
	1.70
	< 10-6
	9p13.3

	AATF
	209165_at
	1.39
	1.21
	< 10-5
	17q11.2-q12

	BMS1
	203082_at
	0.79
	1.05
	< 10-4
	10q11.21

	DDX49
	210811_s_at
	0.83
	0.85
	< 10-4
	19p12

	DIMT1L
	204405_x_at

217106_x_at

210802_s_at
	1.11
	1.01
	< 10-3
	5q11-q14

	BYSL
	203612_at
	2.40
	2.32
	< 10-7
	6p21.1

	RBM19
	205115_s_at
	0.83
	0.67
	< 0.05
	12q24.13-q24.21

	NOL10
	218591_s_at

222684_s_at
	0.75
	0.71
	< 10-4
	2p25.1

	NAT10
	217884_at
	1.72
	1.65
	< 10-6
	11p13

	RCL1
	218544_s_at

222666_s_at
	1.40
	1.26
	< 10-3
	9p24.1-p23

	DDX52
	210320_s_a

212834_at
	0.38
	0.58
	< 0.05
	17q21.1

	PNO1
	203622_s_at

211697_x_at
	1.10
	0.95
	< 0.5
	2p14

	RSL1D1
	212018_s_at

213750_at
	0.98
	1.19
	< 10-2
	16p13.13

	TSR1
	218155_x_at

218156_s_at

221987_s_at
	1.16
	1.52
	< 10-2
	17p13.3

	DDX18
	205763_s_at

208895_s_at

208896_at

208897_s_at
	1.11
	1.00
	< 10-6
	2q14.1

	RRP12
	216913_s_at

216360_x_at
	1.62
	1.69
	< 10-6
	10q24.1

	DDX10
	204977_at
	1.24
	0.92
	< 10-3
	11q22-q23

	ESF1
	218859_s_at

222765_x_at
	-027
	-0.37
	< 0.2
	20p12.1

	PINX1
	223907_s_at
	0.42
	0.53
	< 10-2
	8p23

	KRI1
	218798_at

227587_at
	1.52
	1.39
	< 0.05
	19p13.2

	NGDN
	213794_s_at 
	0.12
	0.18
	< 0.06
	14q11.2

	DDX47
	220890_s_at
	0.38
	0.54
	< 10-4
	12p13.1

	CGI-96
	202937_x_at
	1.87
	2.10
	< 10-2
	22q13.2-q13.31

	C14orf21
	1555390_at
	u.d
	u.d
	
	14q12

	UTP23
	227402_s_at
	0.18
	-0.25
	< 0.8
	8q24.11

	SBDS
	1554089_s_at

222669_s_at
	- 1.26
	-1.44
	< 10-2
	7q11.21

	XRN2 
	223002_s_at

233878_s_at
	0.71
	0.47
	< 0.05
	20p11.2-p11.1

	EXOSC1
	222609_s_at
	0.56
	0.51
	< 10-2
	10q24

	SKIV2L2 
	212896_at
	0.10
	0.20
	< 0.5
	5q11.2

	EXOSC6
	1553947_at
	1.13
	1.85
	< 0.5
	16q22.1

	EXOSC10
	207541_s_at
	0.14
	0.61
	<  0.07
	1p36.22

	EXOSC2
	209527_at
	0.78
	0.73
	< 10-2
	9q34

	EXOSC3
	223489_x_at

227916_x_at

223490_s_at


	1.02
	1.13
	< 10-3
	9p11

	EXOSC4
	218695_at

58696_at

91684_g_at
	1.93
	1.92
	< 10-4
	8q24.3

	EXOSC7
	212627_s_at

213648_at
	1.58
	1.67
	< 10-2
	3p21.31

	EXOSC8
	215136_s_at
	0.95
	0.89
	< 10-6
	13q13.1

	DIS3
	214194_at

234660_s_at

218362_s_at

222607_s_at
	0.56
	0.41
	< 0.5
	13q22.1

	EXOSC9
	205061_s_at
	0.54
	1.05
	< 10-2
	4q27

	EXOSC5
	218481_at
	3.39
	3.02
	< 10-6
	19q13.1

	MPHOSPH6
	203740_at
	0.13
	0.20
	< 0.3
	16q23.3

	BOP1
	212563_at

216397_s_at
	2.70
	2.14
	< 10-3
	8q24.3

	BXDC2
	219177_at
	1.37
	1.35
	< 10-6
	5p13.2

	DDX56
	217754_at
	2.04
	1.98
	< 10-7
	7p13

	DDX54
	219111_s_at

225428_s_at
	1.07
	0.98
	< 10-3
	12q24.13

	EBNA1BP2
	201323_at
	0.81
	0.92
	< 10-2
	1p35-p33

	MAK16
	211686_s_at
	0.82
	1.07
	< 10-6
	8p12

	MRTO4
	220688_s_at

235783_at
	1.33
	1.97
	< 10-3
	1p36.13

	NIP7
	219031_s_at

223397_s_at
	0.98
	0.75
	< 10-3
	16q22.1

	CEBPZ
	203341_at
	0.61
	0.41
	< 10-2
	2p22.2

	NOC2L
	202115_s_at
	1.76
	2.00
	< 10-6
	1p36.33

	GTPBP4
	218238_at

218239_s_at
	1.41
	1.53
	< 10-7
	10p15-p14

	NOP2
	214427_at
	2.28
	2.50
	< 10-6
	10p15-p14

	RBM28
	218593_at
	1. 68
	1.68
	< 10-12
	7q32.1

	PES1
	202212_at
	1.24
	1.40
	< 10-6
	22q12.1

	MKI67IP
	224713_at

224714_at
	1.32
	1.24
	< 10-5
	2q14.3

	WDR74
	218278_at

221712_s_at
	2.27
	2.28
	< 10-5
	11q12.3

	TINP1
	201922_at
	0.18
	0.32
	< 0.5
	5q13.3

	C15orf15
	217915_s_at

222465_at
	0.41
	0.66
	< 0.06
	15q21

	BXDC5
	218462_at
	-0.14
	0.20
	< 0.7
	1p22.3

	BXDC1
	225866_at
	1.28
	1.40
	< 10-4
	6q21

	RRP1
	218758_s_at
	2.16
	2.21
	< 10-5
	21q22.3

	RRP1B
	 212846_at
	1.15
	1.46
	< 10-5
	21q22.3

	SURF6
	225038_s_at
	1.83
	1.81
	< 10-6
	9q34.2

	FTSJ3
	218103_at
	0.30
	0.63
	< 10-2
	17q23

	PPAN
	221649_s_at
	1.94
	1.83
	< 10-5
	19p13

	WDR12
	218512_at
	1.40
	1.46
	< 10-7
	2q33.1

	DDX31
	219328_at
	1.27
	1.13
	< 10-4
	9q34.13

	DDX27
	215693_x_at

219108_x_at

221780_s_at
	1.21
	0.11
	< 10-4/< 0.5
	20q13.13

	DDX24
	200694_s_at

200702_s_at
	-0.55
	-0.38
	< 10-2
	14q32

	PAK1IP1
	218886_at
	1.25
	1.16
	< 10-4
	6p24.2

	GNL2
	201948_at
	0.67
	1.21
	< 10-4
	1p34.3

	RBM34
	212591_at

214943_s_at
	0.19
	0.39
	< 0.5
	1q42.3

	GNL3L
	205010_at

222109_at

46947_at
	1.05
	0.69
	< 10-3/< 0.5
	Xp11.22

	APTX
	218527_at


	0.79
	0.51
	< 10-4
	

	C4orf43
	218513_at
	1.00
	1.10
	< 10-2
	4q32.3

	RRP8
	203171_at
	0.98
	1.01
	< 10-2
	11p15.4

	MDN1
	234854_at
	u.d
	u.d
	
	6q15

	DDX55
	231843_at
	1.45
	1.30
	< 0.05
	12q24.31

	TEX10
	218104_at
	1.54
	1.39
	< 10-6
	9q31.1

	WDR18
	209461_x_at
	1.74
	1.74
	< 10-4
	19p13.3

	NOC3L
	218889_at
	1.21
	1.43
	< 10-5
	10q23.33

	GLTSCR2
	217807_s_at

234339_s_at
	0.56
	0.70
	< 10-2
	19q13.3

	SDAD1
	218607_s_at
	1.93
	2.52
	< 10-5
	4q21.1

	NMD3
	218036_x_at

222497_x_at

231870_s_at
	0.69
	0.90
	< 10-3
	3q26.1

	RPP14
	204245_s_at
	0.50
	0.21
	< 0.4
	3p14.3

	POP7
	209482_at
	1.28
	1.26
	< 10-4
	7q22

	RPP25
	219143_s_at

223415_at
	1.70
	1.88
	< 10-4
	15q24.1

	POP4
	202868_s_at
	-0.28
	-0.34
	< 0.9
	19q12

	POP1
	213449_at
	1.13
	1.00
	< 10-5
	15 B3.3

	RPP38
	205562_at
	0.40
	0.44
	< 10-2
	10p13

	RPP40
	213427_at
	1.57
	1.35
	< 10-4
	6p25.1

	
	
	
	
	
	


Supplementary table 3:

All 168 genes described in Coutes [6] ribosome biogenesis dynamics analysed in our study. Affymetrix probes for Human Genome U133plus2.0 GeneChip. Log2 values (median log2 MSS- median log2 N; median log2 MSI-median log2 N). p-value calculated as double-sided with unequal variance t-test as described in excel software. Values < 0.05 are usually considered as significant.
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