TABLE S1. Primers used for sequence manipulations using the PCR.

Primer? Sequence

DDR162 5-CCACGGTCACGCCATGTCTGATCC-3

DDR163 5-GGATCAGACATGGCGTGACCGTGG-3

DDR321 5-GGAATTCCATATGCATCATCATCATCATCATTCCGCCGCCTTCAGCCGATTA-3

DDR322 5-CCGGTTCTCGAGTCATGGAAGGGAAGCTTTGACTTC-3

DDR323 5-CCTTTTCCATGGACTACAAAGACGATGACGATAAAGCAGCTGGTGCAAAA
GAGATG-3

DDR324 5-CCGCCCAAGCTTATTTCGATCTGTAACAAGCTCTCT-3

DDR425 5-CCACGGTCACGACATGTCTGATCCTGGG-3’

DDR426 5-CCCAGGATCAGACATGTCGTGACCGTGG- &

DDR431 5-CTGATCCTGGGGCCACATACCGTACC-¥

DDR432 5-GGTACGGTATGTGGCCCCAGGATCAG-3’

DDR444 5-GTCACTCCATGTCTGATCCTTCGAGCACATAC-3

DDR445 5-GTATGTGCTCGAAGGATCAGACATGGAGTGAC-3’

DDR446 5-GTCACTCCATGTCTGATCCTGACAGCACATAC-3’

DDR447 5-GTATGTGCTGTCAGGATCAGACATGGAGTGAC-3

DDR448 5-GTCACTCCATGTCTAATCCTGGGAGCACAAC-3

DDR449 5-GTATGTGCTCCCAGGATTAGACATGGAGTGAC-3’

DDR450 5-GTCACTCCATGTCTGCACCTGGGAGCACATAC-3

DDR451 5-GTATGTGCTCCCAGGTGCAGACATGGAGTGAC-3

DDR452 5-GTCACTCCATGTCTCTTCCTGGGAGCACATAC-3

DDR453 5-GTATGTGCTCCCAGGAAGAGACATGGAGTGAC-3’

DDR471 5-AAGAGTTTGATCGCGGCCGCTCACAAATGG-3

DDRA472 5 -GCAAGTATGCATCACTCGAGTATCCTTCC-3’

DDR473 5 -CGATTAATCTCAGCGGCCGCAACTCCGATCAC-3

DDR474 5 -GGGAAGCTCTCGAGTCTTTTCTGTCAGGTC- 3

® Restriction enzyme sites are underlined. Where present, mutagenic bases are indicated in bold italic

typeface.
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