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Supplemental Figure 2.
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Supplemental Figure 3.
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Supplemental Figure 4.
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Supplemental Table 1.

sample SNPs  TS/TVRatio Indels _singletonsnps _singletonts/tv__singleton indels _multiallele sites _multiallele snps _SNP Rate AVG

StdDev

StdErr

ST11181

ST111B2 44

ST11183 40

ST11111 26

ST11112 32

ST11113 38

ST111K1 2

ST111K2 45

ST111K3 14

Mean 3367

Stdev

StdErr X

ST7701 45

ST7702 46

ST7703 43

ST77F1 28

ST77F2 26

ST77F3 52

ST77I1 23

ST7732 45

ST7713

Mean

StdDev 391.96

StdErr 142.96

76481 3198 7502

76482 1784 4309 1342

76483 155 83 2755 65131992

764H1 15 67 2360 5627 1813

764H2 149 104 3019 6890 2336

764H3 86 2389 5724 1787]

764K1 o1 3066 7110 2267

764k2 68 2045 5161 1687]

764K3 82 2566 6097 1998
2575.78 6103.67 194033

Mean
stdDev
StdErr

336.68 33819 106.82




