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The occurrence of residual antifungal agents through indiscriminate prophylactic use and inappropriate disposal has been
reported in wastewater treatment plants (WWTPs), surface water, and groundwater environments. Opportunistic pathogenic
aquatic yeasts develop resistance to commonly used antifungal agents through continued exposure to residual antifungal agents in
environmental waters. This poses a major public health concern. The present review attempts to provide a brief description of
antifungal drugs, with a focus on the most widely used class of antifungal drugs, the azoles, as emerging contaminants in
environmental water. Routes of exposure of azole antifungal drugs in wastewater treatment plants, surface water, and
groundwater are discussed. The presence of pathogenic yeasts in environmental water, the associated azole resistance, and the risk
of exposure to humans and microbiota are highlighted. Management actions needed to curtail the spread and minimise the risks
are also indicated. Further research on the occurrence of antifungal agents in wastewater and environmental water is vital to better
understand and mitigate the associated health-related risks.

1. Introduction
Environmental water pollution by pharmaceutical drugs
from human activities is a matter of great concern [1]. Goal
number six (6) of the United Nations Sustainable Development Goals (SDGs), adopted by the General Assembly in
2015, stipulated that all people would have clean water,
sanitation, good health, and wellbeing by 2030 [2]. However,
pharmaceutical drugs as emerging contaminants in environmental water pose a threat to the aforementioned SDG
target. Increased scientiﬁc research has since been directed

towards the eﬀects of pharmaceutical drugs on environmental water, ﬂora, biota, and human health, worldwide
[3–5]. Residual drugs are frequently detected in environmental matrices and may present potential health risks in
diﬀerent water resources.
Pharmaceutical drugs such as antifungal agents, which
are used to prevent or treat human and animal diseases as
well as to improve livestock production [6] can reach environmental water bodies through wastewater treatment
systems, industrial discharges, aquaculture practices, and
agricultural and veterinary runoﬀs [7, 8] (Figure 1). The
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Figure 1: Routes of antifungal drugs into environmental water.

recurrence of residual antimicrobial drugs in aquatic environments and drinking water supplies is a public health
concern given the potential for aquatic toxicity, development
of antimicrobial resistance (AMR) by pathogens, and the
overall risk to human life [9].
High concentrations of antimicrobial agents and antimicrobial resistance genes (ARGs) have been observed in
WWTPs, groundwater, and surface waters [10]. Conventional wastewater treatment processes are ineﬃcient in
tackling the global challenge of removing residual antimicrobial drugs from wastewater and arresting the formation
of ARGs in microbes [11]. Therefore, it is vital that wastewater be properly treated before being discharged into the
environment to avoid the proliferation of residual antimicrobial drugs and the concomitant antimicrobial resistance.
In the developing world, reports show that the rate of
AMR incidence is further ampliﬁed by a number of factors;
these include poor administration/management of drugs by
healthcare professionals and patients as well as poor policies
on the part of policymakers [12]. Other contributing factors
include sales of poor-quality drugs, inappropriate dispensing
(dosage regimen, indication, or contraindications), lack of
AMR action plans by regulating bodies, noncompliance with
treatment, increased rate of self-medication, and drug
overuse by patients, as well as selective pressure of resistant
microbial strains over susceptible ones in the animal industry [13].
The current review aims to address the presence of residual antimicrobial agents (especially azole antifungals) and
the resulting formation of ARGs by microbes in wastewater

treatment plants (WWTPs) and environmental waters
(surface and groundwater), as well as the unavoidable development of AMR. The management options to prevent the
spread of these contaminants are also discussed. An extensive review was conducted to gather and comprehend
current knowledge about potentially pathogenic yeasts and
antifungal drugs in wastewater and environmental waters.
Research databases including EBSCOhost, Google Scholar,
Science Direct, Waters and Oceans Worldwide, and Web of
Science were used to ﬁnd original and peer-reviewed papers.
Papers published between 2005 and 2021 have been considered. Literature was ﬁltered using one or more of the
keywords: environmental water, wastewater, yeasts, yeast
infections, antifungal drugs, and antifungal resistance, as
references. Online search was also conducted to consult
documents from national and international organizations.

2. Antifungal Drugs
Opportunistic pathogenic yeasts (fungi) are known to cause
mild to severe infections in humans. Candida and Cryptococcus species are the most signiﬁcant disease-causing yeasts
[14]. The Global Action Fund for Fungal Infections [15]
reported high mortality rates for both invasive candidiasis
(40%) and cryptococcal meningitis (10–50%). Much like
with all infectious diseases, immunocompromised people
are most vulnerable to yeast infections [16], and this includes
people with the human immunodeﬁciency virus (HIV) and
genetic immune deﬁciencies, as well as cancer and transplant
patients.
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Antifungal agents are drugs that selectively destroy infection-causing yeast pathogens within the host without
causing signiﬁcant side eﬀects [17]. However, the indiscriminate use of antifungal agents in managing these infections results conversely in continued growing numbers of
yeast infections, and this is due to the development of resistance to these drugs. A look at the classiﬁcations of antifungal drugs based on chemical structure and mode of
action, as shown in Table 1, is necessary to understand the
resistance mechanisms of these pathogens.
Azoles and polyenes are known to form complexes with
ergosterol in the plasma membrane, hence altering cell
membrane function [23]. Echinocandin antifungal agents
inhibit the synthesis of beta-glucan, which is a critical
component of pathogenic yeasts’ cell wall. Nucleoside analogs interfere with DNA and/or RNA chains, thus terminating the synthesis of nucleic acids [22]. According to
Benhamou et al. [24], azoles are the main class of antifungal
drugs. They are also shown from systematic research to be
the most studied antifungal agents in wastewater and environmental water [25].
Azole drugs are categorized into two distinctive classes:
imidazoles (clotrimazole, metronidazole, econazole, ketoconazole, and miconazole) and triazoles (ﬂuconazole, itraconazole, voriconazole, posaconazole, and isavuconazole).
In treating yeast infections, they generally inhibit ergosterol
biosynthesis by binding to Erg11p, a cytochrome P450
lanosterol 14α-demethylase enzyme, which is responsible for
the ﬁnal step of catalysis in ergosterol biosynthesis. In doing
so, ergosterol gets depleted from the cell membrane, affecting the plasma membrane and compromising cellular
integrity [26]. Furthermore, the inhibition of Erg11p leads to
the accumulation of toxic metabolites such as 14α-methyl3,6-diol which inhibits yeast growth [26].
Azole antifungals such as clotrimazole, econazole, ﬂuconazole, itraconazole, ketoconazole, miconazole, and
metronidazole have been randomly detected from WWTPs
and environmental water using advanced Liquid Chromatography-Mass Spectrometry [25, 27–29]. This method
successfully determined these pharmaceuticals even at very
low concentrations, as shown in Table 2.
Concentrations as low as 0.0009 ng/L for clotrimazole,
0.0014 ng/L for ketoconazole, 6.7 ng/L for miconazole,
10 ng/L for itraconazole, 20.1 ng/L for econazole, 35.6 ng/L
for metronidazole, and 56.2 ng/L for ﬂuconazole have been
reported [32]. On the upper limit, contrary to a report from
the WHO information sheet [46], which stated that not more
than 100 ng/L of pharmaceutical drugs have been detected
from surface, ground, and partly treated water, this review
shows detected concentrations above 100 ng/L for some
antifungal agents, with levels up to 13,200 ng/L for ﬂuconazole reported by Velpandian et al. [29]. The abundance of
ﬂuconazole, in particular, can be explained by the fact that its
underlying safety makes it the most extensively used antifungal agent [47]. Furthermore, its relatively high aqueous
mobility results in higher concentrations in environmental
waters where other azole drugs, due to their hydrophobic
nature, tend to adsorb to solid surfaces [31]. Evaluation of
the environmental threat of residual pharmaceutical drugs
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indicates that certain azole drugs (climbazole, clotrimazole,
and ﬂuconazole) have a potential for mutagenicity towards
the endocrine system of ﬁsh [48] and, hence, could be
detrimental to aquatic life. In summary, antifungal drugs in
wastewater and environmental water are a signiﬁcant
emerging class of environmental pollutants.
2.1. Antifungal Drug Resistance. Resistance is characterised
by the persistence and progression of infection under
appropriate antimicrobial agent therapy. Hence, management of opportunistic microbial infections has been
markedly limited by antimicrobial resistance (AMR) [49],
which results from prophylactic use in human medicine or
from continuous misuse of antimicrobial agents in other
sectors of commercial activity [50]. With continued exposure to residual antimicrobials, pathogenic microbes are
able to develop and carry multiple antimicrobial resistance
genes (ARGs) encoding resistance to various classes of
antibiotics such as tetracycline, quinolone, aminoglycoside,
and β-lactam antimicrobials [51–53]. In a study on livestock-associated water sources in the United States,
McMillan et al. [54] reported that all tested isolates contained at least one ARG, while many tested microbial
plasmids were found to contain more than one ARG. These
studies establish that a diverse group of ARG-carrying
plasmids developed by these microbes proliferate the development of AMR in general.
Mechanistically, opportunistic pathogenic yeasts acquire
resistance to antifungal agents by developing antimicrobial
resistance genes (ARGs), which may be propagated by
vertical or horizontal gene transfer [55]. Many pathogenic
yeasts isolated from environmental water have shown resistance to multiple frequently used clinical azoles such as
econazole, ﬂuconazole, itraconazole, ketoconazole, metronidazole, and miconazole. ARGs such as Candida drug
resistance genes (CDR1 and CDR2), multidrug resistance
genes (MDR1), and ﬂuconazole resistance genes (FLU1)
have been detected in C. albicans isolates from clinical and
wastewater environments [56]. Furthermore, an eﬄuxpump-mediated resistance mechanism observed in clinical
settings has also been shown in aquatic yeasts [57].
Resistance in pathogenic yeasts is a pressing public
health threat given that it signiﬁcantly limits and/or prolongs
therapeutic and treatment options leading to higher
healthcare costs and sometimes death [56]. According to the
UN Ad hoc Interagency Coordinating Group on Antimicrobial Resistance Report [57], if nothing is done, up to 10
million lives will be lost to diseases associated with drug
resistance each year by 2050. Additionally, up to 24 million
people will experience utmost poverty due to antimicrobial
resistance by 2030 [58].

3. Incidence and Consequences of Antifungal
Drugs in Wastewater and
Environmental Waters
Antifungal agents are used in prophylaxis to prevent opportunistic fungal infections in humans or curatively to treat
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Table 1: Classes of antifungal drugs, their modes of action, and target cells in pathogenic yeasts.
Speciﬁc
examples
Clotrimazole
Ketoconazole
Miconazole
Nystatin
Amphotericin B
Natamycin
Caprofungin
Micafungin
Anidulafungin

Antifungal agents
Azoles

Polyenes
Echinocandins
Nucleoside
analogs

Flucytosine

Mode of action

Target cells

References

Inhibit the activity of cytochrome P450-dependent 14-α-sterol
demethylase

Cell
membrane

[18–20]

Inhibit the activity of cytochrome P450-dependent 14-α-sterol
demethylase

Cell
membrane

[17, 20, 21]

Inhibit the synthesis of β-D-glucan synthase

Cell wall

[18, 20]

Interfere with DNA and RNA synthesis

Nucleus

[20, 22]

Table 2: Levels of azole antifungal agents detected in WWTPs and environmental water.
Azole antifungal agents
Clotrimazole

Maximum detected concentrations (ng/L)
WWTP inﬂuent
WWTP eﬄuent
Surface water
Groundwater
1.5

N

Cl

N

Ketoconazole

231
22.4

143.3

19.9

16.4
13.51
20
0.0014
140

O
N

References

China

[30]

510

China
Sweden
India
Egypt
South Africa

[31]
[32]
[29]
[27]
[33]

90

Vietnam
India
India
Sweden
India

[34]
[28]
[29]
[32]
[29]

South Africa

[33]

Switzerland
South Korea
Sweden
China
China
Sweden
Germany
U.S.A
India
South Africa
South Africa

[35]
[36]
[37]
[31]
[30]
[38]
[39]
[40]
[29]
[41]
[33]

1834
0.0009
250
23

Country

190

N

O

66.6

9.0

O

O
N
N

Cl
Cl

83

Fluconazole

111

F
F

HO

N
N

170

140
139

167.5

220
163
1060
271.1

N

N
N

N

56.2
83

9959

3341

124
13200
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Table 2: Continued.

Azole antifungal agents

WWTP inﬂuent

Itraconazole

Maximum detected concentrations (ng/L)
WWTP eﬄuent
Surface water
Groundwater
20
10

Country

References

India

[29]

South Africa

[33]

China

[31]

South Africa

[33]

China
China
China
India
India
India
India

[42]
[31]
[30]
[43]
[44]
[29]
[28]

South Africa

[33]

Portugal
Taiwan
Vietnam
India

[45]
[35]
[35]
[28]

India

[29]

H3C
CH3

N N
O

N

N
N

23.7

O

O

O
N
N

N
Cl
Cl

Econazole

86

Cl
Cl

O

20.1

N
N

Cl

Miconazole

6.3
1086

Cl

6.7
65.6
180

17.8
25
1450
13.51

Cl
N

O
Cl

78

N

16.7

16.4

145

158

Cl

Metronidazole

35.6

OH

19.9

16.4
13.51

O2N

N
CH3
N

20

90
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the same. The proliferation of these drugs comes about due
to ease of over-the-counter access [56], often leading to
residual antifungal agents in water sources down the line.
Contaminated recreational waters, for example, are natural
reservoirs of resistant microorganisms [60]. Hence, direct
human contact with resistant microbes in such waters
through recreational activities puts the population at risk,
hampering individual abilities to ﬁght microbial infections
[61]. Furthermore, WWTPs and environmental matrices
constitute indirect routes of human exposure to residual
antifungal agents and resistant microbes.
3.1. Wastewater Treatment Plants. WWTPs are a major
reservoir of residual pharmaceutical drugs, including antifungal agents, because inﬂuents to WWTPs are generally
contaminated with pharmaceutical pollutants and heavy
metals among other things. Although the level of the
ubiquity of antifungal drugs, in particular, as well as the
associated role of WWTPs, has not been fully elucidated
[25], it is apparent that antimicrobial residues in WWTPs
mainly result from the uncontrolled disposal of unused
medicines into sewage systems as well as incompletely
metabolised antimicrobial drugs passed through urine excretion [62]. Secondly, other WWTP inﬂuents from ARGloaded environments, such as hospitals and agricultural
sites, contribute signiﬁcant ARG load from pathogenic
microorganisms [63]. Hence, WWTPs are a signiﬁcant
meeting point for opportunistic pathogenic yeasts and residual antifungal agents.
Much of the reviewed work in the present study shows
higher concentrations of antifungals at WWTP inﬂuents
than in their eﬄuents as expected (Table 2) [25, 31, 34,
39, 42–44]. However, the presence of residual antifungals in
the eﬄuents suggests that WWTPs only partially remove/
degrade these drugs, and in some cases, the resulting metabolites retain antimicrobial activity.
Furthermore, various reports have shown that conventional WWTP processes do not eﬃciently disinfect the efﬂuents in order to inactivate the microbes [64, 65]. Hence,
WWTP eﬄuents retain a high ARG load. It is suggested that
the existence of microorganisms in ﬂoc and bioﬁlm forms in
WWTPs explain why they are hotspots for ARGs transfer
[66, 67]. Other factors such as reactor design, temperature,
and the chemical properties of the wastewater (i.e., chemical
oxygen demand (COD), suspended solids (SSs), and dissolved oxygen) are also touted to aﬀect the outcome of the
treatment process and the fate of the ARGs [68–72].
Although AMR and ARGs in WWTPs are well studied in
general [55, 73, 74], little has been done on antifungal resistance genes, in particular [25]. Yeasts species, some of
which are opportunistic pathogens, have been studied in
WWTPs [25, 33, 75], and reports establish that, with continued exposure to residual antifungal drugs, they develop
resistance via ARG development and transfer. The inadequacy of the treatment processes and the sustained high
levels of AMR in microorganisms from WWTP eﬄuents
suggest that WWTPs are a major source of AMG contamination to the environment. However, the multiplicity of
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factors at play in a WWTP design make it diﬃcult to speak to
the level of inﬂuence the wastewater treatment process has
on the dynamics of ARG transfer and on the ultimate development of AMR within and outside the system. This
continues to be an evolving research interest and calls for
targeted management strategies and further public health
attention toward WWTP designs.
On the freshwater front, WWTPs serve among other
things for water reclamation (i.e., wastewater treatment and
reuse) and reclaimed water is considered an alternative to
scarce freshwater resources [76]. The burden of residual
antimicrobial drugs and the potential development of ARGs
in them pose a global water safety and quality challenge.
Regulatory wastewater quality guidelines and standards are
generally based on chemical indices. Microbial indices, including pathogenic yeasts, are generally not incorporated in
wastewater regulatory frameworks. Thus, the microbial
safety proﬁle in engineered drinking water systems cannot
be determined under the current framework.
3.2. Environmental Waters
3.2.1. Surface Water. Pharmaceutical pollution of environmental water is poorly regulated; thus, there is an increasing
number of pharmaceutical residues in freshwater environments [6]. Wastewater eﬄuents containing antimicrobial
agents, antimicrobial resistance-carrying microbes, and ARGs
may be discharged into surface water systems from WWTPs,
sewer lines, or septic systems carrying human excreta, urine,
and domestic wastewater [77]. Human activities such as
aquaculture, livestock farming, crop infection control, and
crop production also release pharmaceutical drug residues
into receiving freshwater environments [78]. Table 2 shows
some of the azole antifungal agents measured from surface
water. High azole levels have been recorded for ﬂuconazole
(1060 ng/L) and miconazole (1450 ng/L) with lower levels for
clotrimazole (0.0009 ng/L) and ketoconazole (0.0014 ng/L) in
Swedish river basins [32]. Lower concentrations of azole
drugs were detected in surface water than in WWTP eﬄuents.
This is explained by dilution in surface water and adhesion to
rock sediments, as well as bioaccumulation in aquatic organisms [48]. The occurrence of antifungal drugs in surface
water results in human health-related problems and adversely
aﬀects aquatic organisms.
Furthermore, opportunistic pathogenic yeasts have been
isolated from surface water environments [79] with resistance observed towards most clinically used antifungal
agents, given prolonged contact with residual pharmaceutical drugs [80]. Infection from these pathogenic yeasts may
come easily through contact with or ingestion of contaminated surface water [81]. Hence, surface water, as a possible
breeding ground for opportunistic pathogenic antifungal
resistant yeasts, presents a public health risk to people who
directly use these waters.
3.2.2. Groundwater. Antifungal agents from surface water
may be transferred to the groundwater through a lateral or
vertical hydraulic hyporheic exchange [82]. Unused
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antimicrobials from domestic waste as well as veterinary
antimicrobial drugs in livestock excreta get dumped in
landﬁlls and end up in soil and groundwater [83]. Seepage
from landﬁlls into underground water is especially prevalent
in regions with no regulation on the dumping of unused
medicines [84]. Some reports on levels of antifungal agents
detected in groundwater environments are shown in Table 2.
High azole concentrations (ﬂuconazole (13000 ng/L)) [29]
and lower levels for clotrimazole (1.5 ng/L), ketoconazole
(3.3 ng/L), and miconazole (6.7 ng/L) have been reported
[30].
Diverse yeast genera that include pathogenic species have
also been isolated from groundwater resources [75, 85, 86].
Constant exposure of these pathogenic yeasts to residual
antifungal drugs in groundwater would result in further acquired antifungal resistance. As shown in Figure 1, groundwater could serve as a direct route for the spread of pathogenic
antifungal resistant yeasts and other ARG-carrying microbes
to humans. Groundwater systems are the primary sources of
drinking water; thus, the potential use of contaminated
groundwater is an obvious and crucial health risk.

4. Required Management Actions
The current observed high rate of antimicrobial resistance is
not commensurate with the limited number of clinically
available antifungal treatment options. Thus, antifungal
resistance is a threat to the clinical management of fungal
infections [87]. The unreasonable use of antifungal agents in
both clinical and agriculture settings requires urgent action
in order to mitigate future disaster.
The establishment of antimicrobial stewardship programs is the ﬁrst step in a string of management actions
needed to manage the spread of antifungal resistance and
AMR in general. The functions of the programme would
include conducting research and surveillance, overseeing
treatment guidelines and infection control, advising on the
implementation of legal regulations, and promoting education on antimicrobial use and resistance [88].
Eﬀorts to intensify surveillance and monitoring of
antimicrobial use and resistance must be made, especially
in developing countries where this is an ongoing challenge
due to lack of capacity [89]. Regulations on the manufacture, supply, and administration of antimicrobial agents
should be strengthened and better adhered to. Suitable
measures should be put in place to guide on the appropriate
use of antimicrobial agents in agriculture and livestock
production [90]. Healthcare facilities must be managed
such that hospital eﬄuents are disinfected before release to
the environment [91]. Proper training on industrial and
medical wastewater management, sanitation, vaccination
coverage, and personal hygiene should be given to stakeholders [55], and educational programs for both medical
and nonmedical personnel should be encouraged.
As established, conventional treatment plants do not
eﬀectively remove residual antifungal agents and resistance
determinants [64], and there are currently hardly any legal
regulations or guidelines on permissible levels for discharge
of antimicrobial agents from WWTPs into the environment

7
[55]. Even agricultural and farming sites may be contaminated when dewatered sludge from treatment plants are used
as fertilizer. The persistence of antifungal agents throughout
their environmental life cycle conﬁrms these inadequacies in
traditional wastewater treatment strategies [35]. New
technologies must, therefore, be developed, and existing
treatment options should be improved upon [55].

5. Conclusions
Water pollution is a global concern. Chemical and microbial
elements constitute a large portion of pollution to water.
Wastewater and WWTPs are recognised as signiﬁcant points
in the spread of antifungal resistance in the environment.
Continued prolonged exposure of pathogenic yeasts to
antifungal agents results in antifungal resistance in yeasts
which renders treatment of yeast infections by commonly
used antifungal drugs less eﬀective and tending to ineﬀective. Due to current ineﬀective water treatment processes,
antifungal agents, antifungal resistance genes, and antifungal
resistant yeasts also end up in drinking water resources.
Unregulated disposal and discharge of antifungal agents into
environmental waters pose potential human health risks
from exposure to water resources. To minimise the spread of
AMR, strict regulations and policies on management, use,
and disposal of antifungal agents should be implemented
and better adhered to.
The present study reviewed the work carried out on
residual antifungal drugs from WWTP, surface water, and
groundwater environments. Low to high concentrations
have been observed. Fluconazole is the highest occurring
antifungal drug in wastewater treatment plants, surface
water, and groundwater environments. Limited comprehensive and systematic research has been conducted on the
occurrence and associated health risks of azole antifungal
drugs in water resources. Similarly, there are limited studies
focused on antifungal resistance genes compared to numerous aquatic studies on antibiotic resistance genes in
WWTPs and environmental water. The present review
highlights this paucity of data and prompts for more detection studies to be directed towards antifungal resistant
genes in order to help to establish clear interactions and
concrete relationships among antifungal agents, pathogenic
yeasts, antifungal resistance genes, and antifungal resistance
in aquatic environments.
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