
Table S1. SOLiD P1 and P2 barcoded adaptors were prepared following the SOLiD protocol 
(Applied Biosystems, Foster City, CA). Individual stocks of HPLC-purified oligonucleotides 
(IDT, Coralville, IA) were prepared at 1mM concentration. The adaptors were prepared by 
mixing equal molar amounts of each correspondent oligonucletides per barcode with 5X ligase 
buffer. The mix was hybridized on a PCR machine by running the program: 95˚C for 5 min, 
72˚C for 5 min, 60˚C for 5 min, 50˚C for 3 min, 40˚C for 3 min, 30˚C for 3 min, 20˚C for 3 min, 
10˚C for 3 min, and 4˚C forever. 
 
Oligo Name Oligo Sequence Length 
P1Adaptor-5’-end ATCACCGACTGCCCATAGAGAGGTT 25 
P1Adaptor-3’-end CCTCTCTATGGGCAGTCGGTGAT 23 
P2 Barcode-1-5’-end CGCCTTGGCCGTACAGCAGGGGCTTAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-1-3’-end CTGCCCCGGGTTCCTCATTCTCTAAGCCCCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-2-5’-end CGCCTTGGCCGTACAGCAGGGTGTGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-2-3’-end CTGCCCCGGGTTCCTCATTCTCTCACACCCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-3-5’-end CGCCTTGGCCGTACAGCAGAAGGGGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-3-3’-end CTGCCCCGGGTTCCTCATTCTCTCCCCTTCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-4-5’-end CGCCTTGGCCGTACAGCAGCCGATGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-4-3’-end CTGCCCCGGGTTCCTCATTCTCTCATCGGCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-5-5’-end CGCCTTGGCCGTACAGCAGCAACGAAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-5-3’-end CTGCCCCGGGTTCCTCATTCTCTTCGTTGCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-6-5’-end CGCCTTGGCCGTACAGCAGGTGCCCAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-6-3’-end CTGCCCCGGGTTCCTCATTCTCTGGGCACCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-7-5’-end CGCCTTGGCCGTACAGCAGGTCTGGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-7-3’-end CTGCCCCGGGTTCCTCATTCTCTCCAGACCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-8-5’-end CGCCTTGGCCGTACAGCAGACGGAGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-8-3’-end CTGCCCCGGGTTCCTCATTCTCTCTCCGTCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-9-5’-end CGCCTTGGCCGTACAGCAGGAAGGGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-9-3’-end CTGCCCCGGGTTCCTCATTCTCTCCCTTCCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-10-5’-end CGCCTTGGCCGTACAGCAGGACCGCAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-10-3’-end CTGCCCCGGGTTCCTCATTCTCTGCGGTCCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-11-5’-end CGCCTTGGCCGTACAGCAGCTCAGGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-11-3’-end CTGCCCCGGGTTCCTCATTCTCTCCTGAGCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-12-5’-end CGCCTTGGCCGTACAGCAGAGCGTTAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-12-3’-end CTGCCCCGGGTTCCTCATTCTCTAACGCTCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-13’-5’-end CGCCTTGGCCGTACAGCAGCGGGTCAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-13’-3’-end CTGCCCCGGGTTCCTCATTCTCTGACCCGCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-14-5’-end CGCCTTGGCCGTACAGCAGCGTCTGAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-14-3’-end CTGCCCCGGGTTCCTCATTCTCTCAGACGCTGCTGTACGGCCAAGGCG 48 
P2 Barcode-15’-5’-end CGCCTTGGCCGTACAGCAGTAGCGTAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-15’-3’-end CTGCCCCGGGTTCCTCATTCTCTACGCTACTGCTGTACGGCCAAGGCG 48 
P2 Barcode-16-5’-end CGCCTTGGCCGTACAGCAGGCGTTTAGAGAATGAGGAACCCGGGGCAGTT 50 
P2 Barcode-16-3’-end CTGCCCCGGGTTCCTCATTCTCTAAACGCCTGCTGTACGGCCAAGGCG 48 
Primer PCR-1 CCACTACGCCTCCGCTTTCCTCTCTATGGGCAGTCGGTGAT 41 
Primer PCR-2 CTGCCCCGGGTTCCTCATTCT 21 
 
 
 
 
 
 



Table S2. Mitochondrial candidate genes used in sample preparation
ENSEMBL-GENE-ID ENSEMBL-PEPTIDE-ID PEPTIDE-SEQUENCE COUNT
ENSG00000005156 ENSP00000262327 MSLAFKIFFPQTLRALSRKELCLFRKHHWRDVRQFSQWSETDLLHGHPLFLRRKPVLSFQGSHLRSRATYLVFLPGLHVGLCSGPCEMAEQRFCVDYAKRGTAGCKKCKEKIVKGVCRIGKVVPNPFSESGGDMKEWYHIKCMFEKLERARATTKKIEDLTELEGWEELEDNEKEQITQHIADLSSKAAGTPKKKAVVQAKLTTTGQVTSPVKGASFVTSTNPRKFSGFSAKPNNSGEAPSSPTPKRSLSSSKCDPRHKDCLLREFRKLCAMVADNPSYNTKTQIIQDFLRKGSAGDGFHGDVYLTVKLLLPGVIKTVYNLNDKQIVKLFSRIFNCNPDDMARDLEQGDVSETIRVFFEQSKSFPPAAKSLLTIQEVDEFLLRLSKLTKEDEQQQALQDIASRCTANDLKCIIRLIKHDLKMNSGAKHVLDALDPNAYEAFKASRNLQDVVERVLHNAQEVEKEPGQRRALSVQASLMTPVQPMLAEACKSVEYAMKKCPNGMFSEIKYDGERVQVHKNGDHFSYFSRSLKPVLPHKVAHFKDYIPQAFPGGHSMILDSEVLLIDNKTGKPLPFGTLGVHKKAAFQDANVCLFVFDCIYFNDVSLMDRPLCERRKFLHDNMVEIPNRIMFSEMKRVTKALDLADMITRVIQEGLEGLVLKDVKGTYEPGKRHWLKVKKDYLNEGAMADTADLVVLGAFYGQGSKGGMMSIFLMGCYDPGSQKWCTVTKCAGGHDDATLARLQNELDMVKISKDPSKIPSWLKVNKIYYPDFIVPDPKKAAVWEITGAEFSKSEAHTADGISIRFPRCTRIRDDKDWKSATNLPQLKELYQLSKEKADFTVVAGDEGSSTTGGSSEENKGPSGSAVSRKAPSKPSASTKKAEGKLSNSNSKDGNMQTAKPSAMKVGEKLATKSSPVKVGEKRKAADETLCQTKRRPASEQRGRTVPAGRR949
ENSG00000005156 ENSP00000367787 MSLAFKIFFPQTLRALSRKELCLFRKHHWRDVRQFSQWSETDLLHGHPLFLRRKPVLSFQGSHLRSRATYLVFLPGLHVGLCSGPCEMAEQRFCVDYAKRGTAGCKKCKEKIVKGVCRIGKVVPNPFSESGGDMKEWYHIKCMFEKLERARATTKKIEDLTELEGWEELEDNEKEQITQHIADLSSKAAGTPKKKAVVQAKLTTTGQVTSPVKGASFVTSTNPRKFSGFSAKPNNSGEAPSSPTPKRSLSSSKCDPRHKDCLLREFRKLCAMVADNPSYNTKTQIIQDFLRKGSAGDGFHGDVYLTVKLLLPGVIKTVYNLNDKQIVKLFSRIFNCNPDDMARDLEQGDVSETIRVFFEQSKSFPPAAKSLLTIQEVDEFLLRLSKLTKEDEQQQALQDIASRCTANDLKCIIRLIKHDLKMNSGAKHVLDALDPNAYEAFKASRNLQDVVERVLHNAQEVEKEPGQRRALSVQASLMTPVQPMLAEACKSVEYAMKKCPNGMFSEIKYDGERVQVHKNGDHFSYFSRSLKPVLPHKVAHFKDYIPQAFPGGHSMILDSEVLLIDNKTGKPLPFGTLGVHKKAAFQDANVCLFVFDCIYFNDVSLMDRPLCERRKFLHDNMVEIPNRIMFSEMKRVTKALDLADMITRVIQEGLEGLVLKDVKGTYEPGKRHWLKVKKDYLNEGAMADTADLVVLGAFYGQGSKGGMMSIFLMGCYDPGSQKWCTVTKCAGGHDDATLARLQNELDMVKISKDPSKIPSWLKVNKIYYPDFIVPDPKKAAVWEITGAEFSKSEAHTADGISIRFPRCTRIRDDKDWKSATNLPQLKELYQLSKEKADFTVVAGDEGSSTTGGSSEENKGPSGSAVSRKAPSKPSASTKKAEGKLSNSNSKDGNMQTAKPSAMKVGEKLATKSSPVKVGEKRKAADETLCQTKVLLDIFTGVRLYLPPSTPDFSRLRRYFVAFDGDLVQEFDMTSATHVLGSRDKNPAAQQVSPEWIWACIRKRRLVAPC1009
ENSG00000021574 ENSP00000320885 MNSPGGRGKKKGSGGASNPVPPRPPPPCLAPAPPAAGPAPPPESPHKRNLYYFSYPLFVGFALLRLVAFHLGLLFVWLCQRFSRALMAAKRSSGAAPAPASASAPAPVPGGEAERVRVFHKQAFEYISIALRIDEDEKAGQKEQAVEWYKKGIEELEKGIAVIVTGQGEQCERARRLQAKMMTNLVMAKDRLQLLEKMQPVLPFSKSQTDVYNDSTNLACRNGHLQSESGAVPKRKDPLTHTSNSLPRSKTVMKTGSAGLSGHHRAPSYSGLSMVSGVKQGSGPAPTTHKGTPKTNRTNKPSTPTTATRKKKDLKNFRNVDSNLANLIMNEIVDNGTAVKFDDIAGQDLAKQALQEIVILPSLRPELFTGLRAPARGLLLFGPPGNGKTMLAKAVAAESNATFFNISAASLTSKYVGEGEKLVRALFAVARELQPSIIFIDEVDSLLCERREGEHDASRRLKTEFLIEFDGVQSAGDDRVLVMGATNRPQELDEAVLRRFIKRVYVSLPNEETRLLLLKNLLCKQGSPLTQKELAQLARMTDGYSGSDLTALAKDAALGPIRELKPEQVKNMSASEMRNIRLSDFTESLKKIKRSVSPQTLEAYIRWNKDFGDTTV616
ENSG00000021574 ENSP00000340817 MNSPGGRGKKKGSGGASNPVPPRPPPPCLAPAPPAAGPAPPPESPHKRNLYYFSYPLFVGFALLRLVAFHLGLLFVWLCQRFSRALMAAKRSSGAAPAPASASAPAPVPGGEAERVRVFHKQAFEYISIALRIDEDEKAGQKEQAVEWYKKGIEELEKGIAVIVTGQGEQCERARRLQAKMMTNLVMAKDRLQLLESGAVPKRKDPLTHTSNSLPRSKTVMKTGSAGLSGHHRAPSYSGLSMVSGVKQGSGPAPTTHKGTPKTNRTNKPSTPTTATRKKKDLKNFRNVDSNLANLIMNEIVDNGTAVKFDDIAGQDLAKQALQEIVILPSLRPELFTGLRAPARGLLLFGPPGNGKTMLAKAVAAESNATFFNISAASLTSKYVGEGEKLVRALFAVARELQPSIIFIDEVDSLLCERREGEHDASRRLKTEFLIEFDGVQSAGDDRVLVMGATNRPQELDEAVLRRFIKRVYVSLPNEETRLLLLKNLLCKQGSPLTQKELAQLARMTDGYSGSDLTALAKDAALGPIRELKPEQVKNMSASEMRNIRLSDFTESLKKIKRSVSPQTLEAYIRWNKDFGDTTV584
ENSG00000023228 ENSP00000233190 MLRIPVRKALVGLSKSPKGCVRTTATAASNLIEVFVDGQSVMVEPGTTVLQACEKVGMQIPRFCYHERLSVAGNCRMCLVEIEKAPKVVAACAMPVMKGWNILTNSEKSKKAREGVMEFLLANHPLDCPICDQGGECDLQDQSMMFGNDRSRFLEGKRAVEDKNIGPLVKTIMTRCIQCTRCIRFASEIAGVDDLGTTGRGNDMQVGTYIEKMFMSELSGNIIDICPVGALTSKPYAFTARPWETRKTESIDVMDAVGSNIVVSTRTGEVMRILPRMHEDINEEWISDKTRFAYDGLKRQRLTEPMVRNEKGLLTYTSWEDALSRVAGMLQSFQGKDVAAIAGGLVDAEALVALKDLLNRVDSDTLCTEEVFPTAGAGTDLRSNYLLNTTIAGVEEADVVLLVGTNPRFEAPLFNARIRKSWLHNDLKVALIGSPVDLTYTYDHLGDSPKILQDIASGSHPFSQVLKEAKKPMVVLGSSALQRNDGAAILAAVSSIAQKIRMTSGVTGDWKVMNILHRIASQVAALDLGYKPGVEAIRKNPPKVLFLLGADGGCITRQDLPKDCFIIYQGHHGDVGAPIADVILPGAAYTEKSATYVNTEGRAQQTKVAVTPPGLAREDWKIIRALSEIAGMTLPYDTLDQVRNRLEEVSPNLVRYDDIEGANYFQQANELSKLVNQQLLADPLVPPQLTIKDFYMTDSISRASQTMAKCVKAVTEGAQAVEEPSIC727
ENSG00000025708 ENSP00000252029 MAALMTPGTGAPPAPGDFSGEGSQGLPDPSPEPKQLPELIRMKRDGGRLSEADIRGFVAAVVNGSAQGAQIGAMLMAIRLRGMDLEETSVLTQALAQSGQQLEWPEAWRQQLVDKHSTGGVGDKVSLVLAPALAACGCKVPMISGRGLGHTGGTLDKLESIPGFNVIQSPEQMQVLLDQAGCCIVGQSEQLVPADGILYAARDVTATVDSLPLITASILSKKLVEGLSALVVDVKFGGAAVFPNQEQARELAKTLVGVGASLGLRVAAALTAMDKPLGRCVGHALEVEEALLCMDGAGPPDLRDLVTTLGGALLWLSGHAGTQAQGAARVAAALDDGSALGRFERMLAAQGVDPGLARALCSGSPAERRQLLPRAREQEELLAPADGTVELVRALPLALVLHELGAGRSRAGEPLRLGVGAELLVDVGQRLRRGTPWLRVHRDGPALSGPQSRALQEALVLSDRAPFAAPSPFAELVLPPQQ482
ENSG00000025708 ENSP00000379036 MAALMTPGTGAPPAPGDFSGEGSQGLPDPSPEPKQLPELIRMKRDGGRLSEADIRGFVAAVVNGSAQGAQIGAMLMAIRLRGMDLEETSVLTQALAQSGQQLEWPEAWRQQLVDKHSTGGVGDKVSLVLAPALAACGCKVPMISGRGLGHTGGTLDKLESIPGFNVIQSPEQMQVLLDQAGCCIVGQSEQLVPADGILYAARDVTATVDSLPLITASILSKKLVEGLSALVVDVKFGGAAVFPNQEQARELAKTLVGVGASLGLRVAAALTAMDKPLGRCVGHALEVEEALLCMDGAGPPDLRDLVTTLGGALLWLSGHAGTQAQGAARVAAALDDGSALGRFERMLAAQGVDPGLARALCSGSPAERRQLLPRAREQEELLAPADGTVELVRALPLALVLHELGAGRSRAGEPLRLGVGAELLVDVGQRLRRGTPWLRVHRDGPALSGPQSRALQEALVLSDRAPFAAPSPFAELVLPPQQ482
ENSG00000025708 ENSP00000379037 MAALMTPGTGAPPAPGDFSGEGSQGLPDPSPEPKQLPELIRMKRDGGRLSEADIRGFVAAVVNGSAQGAQIGAMLMAIRLRGMDLEETSVLTQALAQSGQQLEWPEAWRQQLVDKHSTGGVGDKVSLVLAPALAACGCKVPMISGRGLGHTGGTLDKLESIPGFNVIQSPEQMQVLLDQAGCCIVGQSEQLVPADGILYAARDVTATVDSLPLITASILSKKLVEGLSALVVDVKFGGAAVFPNQEQARELAKTLVGVGASLGLRVAAALTAMDKPLGRCVGHALEVEEALLCMDGAGPPDLRDLVTTLGGALLWLSGHAGTQAQGAARVAAALDDGSALGRFERMLAAQGVDPGLARALCSGSPAERRQLLPRAREQEELLAPADGTVELVRALPLALVLHELGAGRSRAGEPLRLGVGAELLVDVGQRLRRGTPWLRVHRDGPALSGPQSRALQEALVLSDRAPFAAPSPFAELVLPPQQ482
ENSG00000025708 ENSP00000379038 MAALMTPGTGAPPAPGDFSGEGSQGLPDPSPEPKQLPELIRMKRDGGRLSEADIRGFVAAVVNGSAQGAQIGAMLMAIRLRGMDLEETSVLTQALAQSGQQLEWPEAWRQQLVDKHSTGGVGDKVSLVLAPALAACGCKVPMISGRGLGHTGGTLDKLESIPGFNVIQSPEQMQVLLDQAGCCIVGQSEQLVPADGILYAARDVTATVDSLPLITASILSKKLVEGLSALVVDVKFGGAAVFPNQEQARELAKTLVGVGASLGLRVAAALTAMDKPLGRCVGHALEVEEALLCMDGAGPPDLRDLVTTLGGALLWLSGHAGTQAQGAARVAAALDDGSALGRFERMLAAQGVDPGLARALCSGSPAERRQLLPRAREQEELLAPADAPLPAGTVELVRALPLALVLHELGAGRSRAGEPLRLGVGAELLVDVGQRLRRGTPWLRVHRDGPALSGPQSRALQEALVLSDRAPFAAPSPFAELVLPPQQ487
ENSG00000029639 ENSP00000356134 MAASGKLSTCRLPPLPTIREIIKLLRLQAAKQLSQNFLLDLRLTDKIVRKAGNLTNAYVYEVGPGPGGITRSILNADVAELLVVEKDTRFIPGLQMLSDAAPGKLRIVHGDVLTFKVEKAFSESLKRPWEDDPPNVHIIGNLPFSVSTPLIIKWLENISCRDGPFVYGRTQMTLTFQKEVAERLAANTGSKQRSRLSVMAQYLCNVRHIFTIPGQAFVPKPEVDVGVVHFTPLIQPKIEQPFKLVEKVVQNVFQFRRKYCHRGLRMLFPEAQRLESTGRLLELADIDPTLRPRQLSISHFKSLCDVYRKMCDEDPQLFAYNFREELKRRKSKNEEKEEDDAENYRL346
ENSG00000076248 ENSP00000242576 MIGQKTLYSFFSPSPARKRHAPSPEPAVQGTGVAGVPEESGDAAAIPAKKAPAGQEEPGTPPSSPLSAEQLDRIQRNKAAALLRLAARNVPVGFGESWKKHLSGEFGKPYFIKLMGFVAEERKHYTVYPPPHQVFTWTQMCDIKDVKVVILGQDPYHGPNQAHGLCFSVQRPVPPPPSLENIYKELSTDIEDFVHPGHGDLSGWAKQGVLLLNAVLTVRAHQANSHKERGWEQFTDAVVSWLNQNSNGLVFLLWGSYAQKKGSAIDRKRHHVLQTAHPSPLSVYRGFFGCRHFSKTNELLQKSGKKPIDWKEL313
ENSG00000076248 ENSP00000337398 MGVFCLGPWGLGRKLRTPGKGPLQLLSRLCGDHLQAIPAKKAPAGQEEPGTPPSSPLSAEQLDRIQRNKAAALLRLAARNVPVGFGESWKKHLSGEFGKPYFIKLMGFVAEERKHYTVYPPPHQVFTWTQMCDIKDVKVVILGQDPYHGPNQAHGLCFSVQRPVPPPPSLENIYKELSTDIEDFVHPGHGDLSGWAKQGVLLLNAVLTVRAHQANSHKERGWEQFTDAVVSWLNQNSNGLVFLLWGSYAQKKGSAIDRKRHHVLQTAHPSPLSVYRGFFGCRHFSKTNELLQKSGKKPIDWKEL304
ENSG00000099817 ENSP00000215587 MDDEEETYRLWKIRKTIMQLCHDRGYLVTQDELDQTLEEFKAQSGDKPSEGRPRRTDLTVLVAHNDDPTDQMFVFFPEEPKVGIKTIKVYCQRMQEENITRALIVVQQGMTPSAKQSLVDMAPKYILEQFLQQELLINITEHELVPEHVVMTKEEVTELLARYKLRENQLPRIQAGDPVARYFGIKRGQVVKIIRPSETAGRYITYRLVQ210
ENSG00000104936 ENSP00000291270 MSAEVRLRRLQQLVLDPGFLGLEPLLDLLLGVHQELGASELAQDKYVADFLQWAEPIVVRLKEVRLQRDDFEILKVIGRGAFSEVAVVKMKQTGQVYAMKIMNKWDMLKRGEVSCFREERDVLVNGDRRWITQLHFAFQDENYLYLVMEYYVGGDLLTLLSKFGERIPAEMARFYLAEIVMAIDSVHRLGYVHRDIKPDNILLDRCGHIRLADFGSCLKLRADGTVRSLVAVGTPDYLSPEILQAVGGGPGTGSYGPECDWWALGVFAYEMFYGQTPFYADSTAETYGKIVHYKEHLSLPLVDEGVPEEARDFIQRLLCPPETRLGRGGAGDFRTHPFFFGLDWDGLRDSVPPFTPDFEGATDTCNFDLVEDGLTAMVSGGGETLSDIREGAPLGVHLPFVGYSYSCMALRDSEVPGPTPMELEAEQLLEPHVQAPSLEPSVSPQDETAEVAVPAAVPAAEAEAEVTLRELQEALEEEVLTRQSLSREMEAIRTDNQNFASQLREAEARNRDLEAHVRQLQERMELLQAEGATAVTGVPSPRATDPPSHLDGPPAVAVGQCPLVGPGPMHRRHLLLPARVPRPGLSEALSLLLFAVVLSRAAALGCIGLVAHAGQLTAVWRRPGAARAP629
ENSG00000104936 ENSP00000314954 MGGHFWPPEPYTVFMWGSPWEADSPRVKLRGREKGRQTEGGAFPLVSSALSGDPRFFSPTTPPAEPIVVRLKEVRLQRDDFEILKVIGRGAFSEVAVVKMKQTGQVYAMKIMNKWDMLKRGEVSCFREERDVLVNGDRRWITQLHFAFQDENYLYLVMEYYVGGDLLTLLSKFGERIPAEMARFYLAEIVMAIDSVHRLGYVHRDIKPDNILLDRCGHIRLADFGSCLKLRADGTVRSLVAVGTPDYLSPEILQAVGGGPGTGSYGPECDWWALGVFAYEMFYGQTPFYADSTAETYGKIVHYKEHLSLPLVDEGVPEEARDFIQRLLCPPETRLGRGGAGDFRTHPFFFGLDWDGLRDSVPPFTPDFEGATDTCNFDLVEDGLTAMVSGGGETLSDIREGAPLGVHLPFVGYSYSCMALRDSEVPGPTPMELEAEQLLEPHVQAPSLEPSVSPQDETAEVAVPAAVPAAEAEAEVTLRELQEALEEEVLTRQSLSREMEAIRTDNQNFASQLREAEARNRDLEAHVRQLQERMELLQAEGATAVTGVPSPRATDPPSHVPRPGLSEALSLLLFAVVLSRAAALGCIGLVAHAGQLTAVWRRPGAARAP609
ENSG00000104936 ENSP00000342201 MSAEVRLRRLQQLVLDPGFLGLEPLLDLLLGVHQELGASELAQDKYVADFLQWAEPIVVRLKEVRLQRDDFEILKVIGRGAFSEVAVVKMKQTGQVYAMKIMNKWDMLKRGEVSCFREERDVLVNGDRRWITQLHFAFQDENYLYLVMEYYVGGDLLTLLSKFGERIPAEMARFYLAEIVMAIDSVHRLGYVHRDIKPDNILLDRCGHIRLADFGSCLKLRADGTVRSLVAVGTPDYLSPEILQAVGGGPGTGSYGPECDWWALGVFAYEMFYGQTPFYADSTAETYGKIVHYKEHLSLPLVDEGVPEEARDFIQRLLCPPETRLGRGGAGDFRTHPFFFGLDWDGLRDSVPPFTPDFEGATDTCNFDLVEDGLTAMVSGGGETLSDIREGAPLGVHLPFVGYSYSCMALRDSEVPGPTPMELEAEQLLEPHVQAPSLEPSVSPQDETAEVAVPAAVPAAEAEAEVTLRELQEALEEEVLTRQSLSREMEAIRTDNQNFASQLREAEARNRDLEAHVRQLQERMELLQAEGATAVTGVPSPRATDPPSHLDGPPAVAVGQCPLVGPGPMHRRHLLLPARVPRPGLSEALSLLLFAVVLSRAAALGCIGLVAHAGQLTAVWRRPGAARAP629
ENSG00000104936 ENSP00000345997 MGGHFWPPEPYTVFMWGSPWEADSPRVKLRGREKGRQTEGGAFPLVSSALSGDPRFFSPTTPPAEPIVVRLKEVRLQRDDFEILKVIGRGAFSEVAVVKMKQTGQVYAMKIMNKWDMLKRGEVSCFREERDVLVNGDRRWITQLHFAFQDENYLYLVMEYYVGGDLLTLLSKFGERIPAEMARFYLAEIVMAIDSVHRLGYVHRDIKPDNILLDRCGHIRLADFGSCLKLRADGTVRSLVAVGTPDYLSPEILQAVGGGPGTGSYGPECDWWALGVFAYEMFYGQTPFYADSTAETYGKIVHYKEHLSLPLVDEGVPEEARDFIQRLLCPPETRLGRGGAGDFRTHPFFFGLDWDGLRDSVPPFTPDFEGATDTCNFDLVEDGLTAMETLSDIREGAPLGVHLPFVGYSYSCMALRDSEVPGPTPMELEAEQLLEPHVQAPSLEPSVSPQDETAEVAVPAAVPAAEAEAEVTLRELQEALEEEVLTRQSLSREMEAIRTDNQNFASQLREAEARNRDLEAHVRQLQERMELLQAEGATAVTGVPSPRATDPPSHLDGPPWLWASARWWGQMHRRHLLLPARVPRPGLSEALSLLLFAVVLSRAAALGCIGLVAHAGQLTAVWRRPGAARAP631
ENSG00000104936 ENSP00000346168 MGGHFWPPEPYTVFMWGSPWEADSPRVKLRGREKGRQTEGGAFPLVSSALSGDPRFFSPTTPPAEPIVVRLKEVRLQRDDFEILKVIGRGAFSEVAVVKMKQTGQVYAMKIMNKWDMLKRGEVSCFREERDVLVNGDRRWITQLHFAFQDENYLYLVMEYYVGGDLLTLLSKFGERIPAEMARFYLAEIVMAIDSVHRLGYVHRDIKPDNILLDRCGHIRLADFGSCLKLRADGTVRSLVAVGTPDYLSPEILQAVGGGPGTGSYGPECDWWALGVFAYEMFYGQTPFYADSTAETYGKIVHYKEHLSLPLVDEGVPEEARDFIQRLLCPPETRLGRGGAGDFRTHPFFFGLDWDGLRDSVPPFTPDFEGATDTCNFDLVEDGLTAMVSGGGETLSDIREGAPLGVHLPFVGYSYSCMALRDSEVPGPTPMELEAEQLLEPHVQAPSLEPSVSPQDETAEVAVPAAVPAAEAEAEVTLRELQEALEEEVLTRQSLSREMEAIRTDNQNFASQLREAEARNRDLEAHVRQLQERMELLQAEGATARWPPGRGCGPVPAGGARPHAPPPPAAPCQGP575
ENSG00000106028 ENSP00000265304 MFRRPVLQVLRQFVRHESETTTSLVLERSLNRVHLLGRVGQDPVLRQVEGKNPVTIFSLATNEMWRSGDSEVYQLGDVSQKTTWHRISVFRPGLRDVAYQYVKKGSRIYLEGKIDYGEYMDKNNVRRQATTIIADNIIFLSDQTKEKE148
ENSG00000107815 ENSP00000309595 MWVLLRSGYPLRILLPLRGEWMGRRGLPRNLAPGPPRRRYRKETLQALDMPVLPVTATEIRQYLRGHGIPFQDGHSCLRALSPFAESSQLKGQTGVTTSFSLFIDKTTGHFLCMTSLAEGSWEDFQASVEGRGDGAREGFLLSKAPEFEDSEEVRRIWNRAIPLWELPDQEEVQLADTMFGLTKVTDDTLKRFSVRYLRPARSLVFPWFSPGGSGLRGLKLLEAKCQGDGVSYEETTIPRPSAYHNLFGLPLISRRDAEVVLTSRELDSLALNQSTGLPTLTLPRGTTCLPPALLPYLEQFRRIVFWLGDDLRSWEAAKLFARKLNPKRCFLVRPGDQQPRPLEALNGGFNLSRILRTALPAWHKSIVSFRQLREEVLGELSNVEQAAGLRWSRFPDLNRILKGHRKGELTVFTGPTGSGKTTFISEYALDLCSQGVNTLWGSFEISNVRLARVMLTQFAEGRLEDQLDKYDHWADRFEDLPLYFMTFHGQQSIRTVIDTMQHAVYVYDICHVIIDNLQFMMGHEQLSTDRIAAQDYIIGVFRKFATDNNCHVTLVIHPRKEDDDKELQTASIFGSAKASQEADNVLILQDRKLVTGPGKRYLQVSKNRFDGDVGVFPLEFNKNSLTFSIPPKNKARLKKIKDDTGPVAKKPSSGKKGATTQNSEICSGQAPTPDQPDTSKRSK684
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ENSG00000196365 ENSP00000353826 MAASTGYVRLWGAARCWVLRRPMLAAAGGRVPTAAGAWLLRGQRTCDASPPWALWGRGPAIGGQWRGFWEASSRGGGAFSGGEDASEGGAEEGAGGAGGSAGAGEGPVITALTPMTIPDVFPHLPLIAITRNPVFPRFIKIIEVKNKKLVELLRRKVRLAQPYVGVFLKRDDSNESDVVESLDEIYHTGTFAQIHEMQDLGDKLRMIVMGHRRVHISRQLEVEPEEPEAENKHKPRRKSKRGKKEAEDELSARHPAELAMEPTPELPAEVLMVEVENVVHEDFQVTEEVKALTAEIVKTIRDIIALNPLYRESVLQMMQAGQRVVDNPIYLSDMGAALTGAESHELQDVLEETNIPKRLYKALSLLKKEFELSKLQQRLGREVEEKIKQTHRKYLLQEQLKIIKKELGLEKDDKDAIEEKFRERLKELVVPKHVMDVVDEELSKLGLLDNHSSEFNVTRNYLDWLTSIPWGKYSNENLDLARAQAVLEEDHYGMEDVKKRILEFIAVSQLRGSTQGKILCFYGPPGVGKTSIARSIARALNREYFRFSVGGMTDVAEIKGHRRTYVGAMPGKIIQCLKKTKTENPLILIDEVDKIGRGYQGDPSSALLELLDPEQNANFLDHYLDVPVDLSKVLFICTANVTDTIPEPLRDRMEMINVSGYVAQEKLAIAERYLVPQARALCGLDESKAKLSSDVLTLLIKQYCRESGVRNLQKQVEKVLRKSAYKIVSGEAESVEVTPENLQDFVGKPVFTVERMYDVTPPGVVMGLAWTAMGGSTLFVETSLRRPQDKDAKGDKDGSLEVTGQLGEVMKESARIAYTFARAFLMQHAPANDYLVTSHIHLHVPEGATPKDGPSAGCTIVTALLSLAMGRPVRQNLAMTGEVSLTGKILPVGGIKEKTIAAKRAGVTCIVLPAENKKDFYDLAAFITEGLEVHFVEHYREIFDIAFPDEQAEALAVER959
ENSG00000198836 ENSP00000354429 MWRLRRAAVACEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFEKIRKALPSSEDLVKLAPDFDKIVESLSLLKDFFTSGHKLVSEVIGASDLLLLLGSPEETAFRATDRGSESDKHFRKVSDKEKIDQLQEELLHTQLKYQRILERLEKENKELRKLVLQKDDKGIHHRKLKKSLIDMYSEVLDVLSDYDASYNTQDHLPRVVVVGDQSAGKTSVLEMIAQARIFPRGSGEMMTRSPVKVTLSEGPHHVALFKDSSREFDLTKEEDLAALRHEIELRMRKNVKEGCTVSPETISLNVKGPGLQRMVLVDLPGVINTVTSGMAPDTKETIFSISKAYMQNPNAIILCIQDGSVDAERSIVTDLVSQMDPHGRRTIFVLTKVDLAEKNVASPSRIQQIIEGKLFPMKALGYFAVVTGKGNSSESIEAIREYEEEFFQNSKLLKTSMLKAHQVTTRNLSLAVSDCFWKMVRESVEQQADSFKATRFNLETEWKNNYPRLRELDRNELFEKAKNEILDEVISLSQVTPKHWEEILQQSLWERVSTHVIENIYLPAAQTMNSGTFNTTVDIKLKQWTDKQLPNKAVEVAWETLQEEFSRFMTEPKGKEHDDIFDKLKEAVKEESIKRHKWNDFAEDSLRVIQHNALEDRSISDKQQWDAAIYFMEEALQARLKDTENAIENMVGPDWKKRWLYWKNRTQEQCVHNETKNELEKMLKCNEEHPAYLASDEITTVRKNLESRGVEVDPSLIKDTWHQVYRRHFLKTALNHCNLCRRGFYYYQRHFVDSELECNDVVLFWRIQRMLAITANTLRQQLTNTEVRRLEKNVKEVLEDFAEDGEKKIKLLTGKRVQLAEDLKKVREIQEKLDAFIEALHQEK978
ENSG00000198836 ENSP00000354681 MWRLRRAAVACEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFEKIRKALPSSEDLVKLAPDFDKIVESLSLLKDFFTSGSPEETAFRATDRGSESDKHFRKGLLGELILLQQQIQEHEEEARRAAGQYSTSYAQQKRKVSDKEKIDQLQEELLHTQLKYQRILERLEKENKELRKLVLQKDDKGIHHRKLKKSLIDMYSEVLDVLSDYDASYNTQDHLPRVVVVGDQSAGKTSVLEMIAQARIFPRGSGEMMTRSPVKVTLSEGPHHVALFKDSSREFDLTKEEDLAALRHEIELRMRKNVKEGCTVSPETISLNVKGPGLQRMVLVDLPGVINTVTSGMAPDTKETIFSISKAYMQNPNAIILCIQDGSVDAERSIVTDLVSQMDPHGRRTIFVLTKVDLAEKNVASPSRIQQIIEGKLFPMKALGYFAVVTGKGNSSESIEAIREYEEEFFQNSKLLKTSMLKAHQVTTRNLSLAVSDCFWKMVRESVEQQADSFKATRFNLETEWKNNYPRLRELDRNELFEKAKNEILDEVISLSQVTPKHWEEILQQSLWERVSTHVIENIYLPAAQTMNSGTFNTTVDIKLKQWTDKQLPNKAVEVAWETLQEEFSRFMTEPKGKEHDDIFDKLKEAVKEESIKRHKWNDFAEDSLRVIQHNALEDRSISDKQQWDAAIYFMEEALQARLKDTENAIENMVGPDWKKRWLYWKNRTQEQCVHNETKNELEKMLKCNEEHPAYLASDEITTVRKNLESRGVEVDPSLIKDTWHQVYRRHFLKTALNHCNLCRRGFYYYQRHFVDSELECNDVVLFWRIQRMLAITANTLRQQLTNTEVRRLEKNVKEVLEDFAEDGEKKIKLLTGKRVQLAEDLKKVREIQEKLDAFIEALHQEK997
ENSG00000198836 ENSP00000354781 MWRLRRAAVACEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFGSPEETAFRATDRGSESDKHFRKGLLGELILLQQQIQEHEEEARRAAGQYSTSYAQQKRKVSDKEKIDQLQEELLHTQLKYQRILERLEKENKELRKLVLQKDDKGIHHRKLKKSLIDMYSEVLDVLSDYDASYNTQDHLPRVVVVGDQSAGKTSVLEMIAQARIFPRGSGEMMTRSPVKVTLSEGPHHVALFKDSSREFDLTKEEDLAALRHEIELRMRKNVKEGCTVSPETISLNVKGPGLQRMVLVDLPGVINTVTSGMAPDTKETIFSISKAYMQNPNAIILCIQDGSVDAERSIVTDLVSQMDPHGRRTIFVLTKVDLAEKNVASPSRIQQIIEGKLFPMKALGYFAVVTGKGNSSESIEAIREYEEEFFQNSKLLKTSMLKAHQVTTRNLSLAVSDCFWKMVRESVEQQADSFKATRFNLETEWKNNYPRLRELDRNELFEKAKNEILDEVISLSQVTPKHWEEILQQSLWERVSTHVIENIYLPAAQTMNSGTFNTTVDIKLKQWTDKQLPNKAVEVAWETLQEEFSRFMTEPKGKEHDDIFDKLKEAVKEESIKRHKWNDFAEDSLRVIQHNALEDRSISDKQQWDAAIYFMEEALQARLKDTENAIENMVGPDWKKRWLYWKNRTQEQCVHNETKNELEKMLKCNEEHPAYLASDEITTVRKNLESRGVEVDPSLIKDTWHQVYRRHFLKTALNHCNLCRRGFYYYQRHFVDSELECNDVVLFWRIQRMLAITANTLRQQLTNTEVRRLEKNVKEVLEDFAEDGEKKIKLLTGKRVQLAEDLKKVREIQEKLDAFIEALHQEK961
ENSG00000198836 ENSP00000355311 MWRLRRAAVACEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFGHKLVSEVIGASDLLLLLGSPEETAFRATDRGSESDKHFRKGLLGELILLQQQIQEHEEEARRAAGQYSTSYAQQKRKVSDKEKIDQLQEELLHTQLKYQRILERLEKENKELRKLVLQKDDKGIHHRKLKKSLIDMYSEVLDVLSDYDASYNTQDHLPRVVVVGDQSAGKTSVLEMIAQARIFPRGSGEMMTRSPVKVTLSEGPHHVALFKDSSREFDLTKEEDLAALRHEIELRMRKNVKEGCTVSPETISLNVKGPGLQRMVLVDLPGVINTVTSGMAPDTKETIFSISKAYMQNPNAIILCIQDGSVDAERSIVTDLVSQMDPHGRRTIFVLTKVDLAEKNVASPSRIQQIIEGKLFPMKALGYFAVVTGKGNSSESIEAIREYEEEFFQNSKLLKTSMLKAHQVTTRNLSLAVSDCFWKMVRESVEQQADSFKATRFNLETEWKNNYPRLRELDRNELFEKAKNEILDEVISLSQVTPKHWEEILQQSLWERVSTHVIENIYLPAAQTMNSGTFNTTVDIKLKQWTDKQLPNKAVEVAWETLQEEFSRFMTEPKGKEHDDIFDKLKEAVKEESIKRHKWNDFAEDSLRVIQHNALEDRSISDKQQWDAAIYFMEEALQARLKDTENAIENMVGPDWKKRWLYWKNRTQEQCVHNETKNELEKMLKCNEEHPAYLASDEITTVRKNLESRGVEVDPSLIKDTWHQVYRRHFLKTALNHCNLCRRGFYYYQRHFVDSELECNDVVLFWRIQRMLAITANTLRQQLTNTEVRRLEKNVKEVLEDFAEDGEKKIKLLTGKRVQLAEDLKKVREIQEKLDAFIEALHQEK979
ENSG00000198836 ENSP00000355324 MWRLRRAAVACEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFEKIRKALPSSEDLVKLAPDFDKIVESLSLLKDFFTSGHKLVSEVIGASDLLLLLGSPEETAFRATDRGSESDKHFRKGLLGELILLQQQIQEHEEEARRAAGQYSTSYAQQKRKVSDKEKIDQLQEELLHTQLKYQRILERLEKENKELRKLVLQKDDKGIHHRKLKKSLIDMYSEVLDVLSDYDASYNTQDHLPRVVVVGDQSAGKTSVLEMIAQARIFPRGSGEMMTRSPVKVTLSEGPHHVALFKDSSREFDLTKEEDLAALRHEIELRMRKNVKEGCTVSPETISLNVKGPGLQRMVLVDLPGVINTVTSGMAPDTKETIFSISKAYMQNPNAIILCIQDGSVDAERSIVTDLVSQMDPHGRRTIFVLTKVDLAEKNVASPSRIQQIIEGKLFPMKALGYFAVVTGKGNSSESIEAIREYEEEFFQNSKLLKTSMLKAHQVTTRNLSLAVSDCFWKMVRESVEQQADSFKATRFNLETEWKNNYPRLRELDRNELFEKAKNEILDEVISLSQVTPKHWEEILQQSLWERVSTHVIENIYLPAAQTMNSGTFNTTVDIKLKQWTDKQLPNKAVEVAWETLQEEFSRFMTEPKGKEHDDIFDKLKEAVKEESIKRHKWNDFAEDSLRVIQHNALEDRSISDKQQWDAAIYFMEEALQARLKDTENAIENMVGPDWKKRWLYWKNRTQEQCVHNETKNELEKMLKCNEEHPAYLASDEITTVRKNLESRGVEVDPSLIKDTWHQVYRRHFLKTALNHCNLCRRGFYYYQRHFVDSELECNDVVLFWRIQRMLAITANTLRQQLTNTEVRRLEKNVKEVLEDFAEDGEKKIKLLTGKRVQLAEDLKKVREIQEKLDAFIEALHQEK1015
ENSG00000198836 ENSP00000376231 LLRIRLALIISEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFEKIRKALPSSEDLVKLAPDFDKIVESLSLLKDFFTSGHKLVSEVIGASDLLLLLGSPEETAFRATDRGSESDKHFRKGLLGELILLQQQIQEHEEEARRAAGQYSTSYAQQKRKVSDKEKIDQLQEELLHTQLKYQRILERLEKENKELRKLVLQKDDKGIHHRKLKKSLIDMYSEVLDVLSDYDASYNTQDHLPRVVVVGDQSAGKTSVLEMIAQARIFPRGSGEMMTRSPVKVTLSEGPHHVALFKDSSREFDLTKEEDLAALRHEIELRMRKNVKEGCTVSPETISLNVKGPGLQRMVLVDLPGVINTVTSGMAPDTKETIFSISKAYMQNPNAIILCIQDGSVDAERSIVTDLVSQMDPHGRRTIFVLTKVDLAEKNVASPSRIQQIIEGKLFPMKALGYFAVVTGKGNSSESIEAIREYEEEFFQNSKLLKTSMLKAHQVTTRNLSLAVSDCFWKMVRESVEQQADSFKATRFNLETEWKNNYPRLRELDRNELFEKAKNEILDEVISLSQVTPKHWEEILQQSLWERVSTHVIENIYLPAAQTMNSGTFNTTVDIKLKQWTDKQLPNKAVEVAWETLQEEFSRFMTEPKGKEHDDIFDKLKEAVKEESIKRHKWNDFAEDSLRVIQHNALEDRSISDKQQWDAAIYFMEEALQARLKDTENAIENMVGPDWKKRWLYWKNRTQEQCVHNETKNELEKMLKCNEEHPAYLASDEITTVRKNLESRGVEVDPSLIKDTWHQVYRRHFLKTALNHCNLCRRGFYYYQRHFVDSELECNDVVLFWRIQRMLAITANTLRQQLTNTEVRRLEKNVKEVLEDFAEDGEKKIKLLTGKRVQLAEDLKKVREIQEKLDAFIEALHQEK1015
ENSG00000198836 ENSP00000376232 MWRLRRAAVACEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFGSPEETAFRATDRGSES166
ENSG00000198836 ENSP00000376233 MWRLRRAAVACEVCQSLVKHSSGIKGSLPLQKLHLVSRSIYHSHHPTLKLQRPQLRTSFQQFSSLTNLPLRKLKFSPIKYGYQPRRNFWPARLATRLLKLRYLILGSAVGGGYTAKKTFDQWKDMIPDLSEYKWIVPDIVWEIDEYIDFEKIRKALPSSEDLVKLAPDFDKIVESLSLLKDFFTSGSPEETAFRATDRGSESDKHFRKVSDKEKIDQLQEELLHTQLKYQRILERLEKENKELRKLVLQKDDKGIHHRKLKKSLIDMYSEVLDVLSDYDASYNTQDHLPRVVVVGDQSAGKTSVLEMIAQARIFPRGSGEMMTRSPVKVTLSEGPHHVALFKDSSREFDLTKEEDLAALRHEIELRMRKNVKEGCTVSPETISLNVKGPGLQRMVLVDLPGVINTVTSGMAPDTKETIFSISKAYMQNPNAIILCIQDGSVDAERSIVTDLVSQMDPHGRRTIFVLTKVDLAEKNVASPSRIQQIIEGKLFPMKALGYFAVVTGKGNSSESIEAIREYEEEFFQNSKLLKTSMLKAHQVTTRNLSLAVSDCFWKMVRESVEQQADSFKATRFNLETEWKNNYPRLRELDRNELFEKAKNEILDEVISLSQVTPKHWEEILQQSLWERVSTHVIENIYLPAAQTMNSGTFNTTVDIKLKQWTDKQLPNKAVEVAWETLQEEFSRFMTEPKGKEHDDIFDKLKEAVKEESIKRHKWNDFAEDSLRVIQHNALEDRSISDKQQWDAAIYFMEEALQARLKDTENAIENMVGPDWKKRWLYWKNRTQEQCVHNETKNELEKMLKCNEEHPAYLASDEITTVRKNLESRGVEVDPSLIKDTWHQVYRRHFLKTALNHCNLCRRGFYYYQRHFVDSELECNDVVLFWRIQRMLAITANTLRQQLTNTEVRRLEKNVKEVLEDFAEDGEKKIKLLTGKRVQLAEDLKKVREIQEKLDAFIEALHQEK960
ENSG00000065057 ENSP00000219066 MCSPQESGMTALSARMLTRSRSLGPGAGPRGCREEPGPLRRREAAAEARKSHSPVKRPRKAQRLRVAYEGSDSEKGEGAEPLKVPVWEPQDWQQQLVNIRAMRNKKDAPVDHLGTEHCYDSSAPPKVRRYQVLLSLMLSSQTKDQVTAGAMQRLRARGLTVDSILQTDDATLGKLIYPVGFWRSKVKYIKQTSAILQQHYGGDIPASVAELVALPGVGPKMAHLAMAVAWGTVSGIAVDTHVHRIANRLRWTKKATKSPEETRAALEEWLPRELWHEINGLLVGFGQQTCLPVHPRCHACLNQALCPAAQGL312
ENSG00000104936 ENSP00000366979 MVLPVQHVSRGAAEAAPAAGVGPGLPGAGAPARPSPGRPPGAGRLRTGPGQVRGRLLAVGPKSRVFQSVVQEPPASESRAEPIVVRLKEVRLQRDDFEILKVIGRGAFSEVAVVKMKQTGQVYAMKIMNKWDMLKRGEVSCFREERDVLVNGDRRWITQLHFAFQDENYLYLVMEYYVGGDLLTLLSKFGERIPAEMARFYLAEIVMAIDSVHRLGYVHRDIKPDNILLDRCGHIRLADFGSCLKLRADGTVRSLVAVGTPDYLSPEILQAVGGGPGTGSYGPECDWWALGVFAYEMFYGQTPFYADSTAETYGKIVHYKEHLSLPLVDEGVPEEARDFIQRLLCPPETRLGRGGAGDFRTHPFFFGLDWDGLRDSVPPFTPDFEGATDTCNFDLVEDGLTAMVSGGGETLSDIREGAPLGVHLPFVGYSYSCMALRDSEVPGPTPMELEAEQLLEPHVQAPSLEPSVSPQDETAEVAVPAAVPAAEAEAEVTLRELQEALEEEVLTRQSLSREMEAIRTDNQNFASQLREAEARNRDLEAHVRQLQERMELLQAEGATAVTGVPSPRATDPPSHLDGPPAVAVGQCPLVGPGPMHRRHLLLPARVPRPGLSEALSLLLFAVVLSRAAALGCIGLVAHAGQLTAVWRRPGAARAP655
ENSG00000108064 ENSP00000378776 MAFLRSMWGVLSALGRSGAELCTGCGSRLRSPFSFVYLPRWFSSVLASCPKKPVSSYLRFSKEQLPIFKAQNPDAKTTELIRRIAQRWRELPDSKKKKKKKKK103
ENSG00000136143 ENSP00000367898 MAASMFYGRLVAVATLRNHRPRTAQRAAAQGPVLIGSSHGGVNIEDVAAESPEAIIKEPIDIEEGIKKEQALQLAQKMGFPPNIVESAAENMVKLYSLFLKYDATMIEINPMVEDSDGAVLCMDAKINFDSNSAYRQKKIFDLQDWTQEDERDK154
ENSG00000171865 ENSP00000313350 MSWLLFLAHRVALAALPCRRGSRGFGMFYAVRRGRKTGVFLTWNECRAQVDRFPAARFKKFATEDEAWAFVRKSASPEVSEGHENQHGQESEAKASKRLREPLDGDGHESAEPYAKHMKPSVEPAPPVSRDTFSYMGDFVVVYTDGCCSSNGRRRPRAGIGVYWGPGHPLNVGIRLPGRQTNQRAEIHAACKAIEQAKTQNINKLVLYTDSMFTINGITNWVQGWKKNGWKTSAGKEVINKEDFVALERLTQGMDIQWMHVPGHSGFIGNEEADRLAREGAKQSED286
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Table S3. Primer sequence used to amplify 438 exons present in the 32 samples used in this study
Exon ID Gene_ID Forward_primer Reverse_primer
ENSE00000343045 ENSG00000005156 CCAACTCCTTTTCCTTGCTCTTTATCTT AGATCTCAGGGCTGGAATGTGAGACT
ENSE00000713843 ENSG00000005156 GCTAGATCTGGTGTGTAGCAGTGAAGG CTGTACCTCAAGCGGTACCTTCTAAAACA
ENSE00000713847 ENSG00000005156 GCCTTCCACATGTTGTTCTATATCCTG CCCACATGTACATACTCACTCACACTCAT
ENSE00000887588 ENSG00000005156 TCCAGAAGTGGACTGGTACTCCTTATTT CTCACCCAGGAAATGAAAACAGATTC
ENSE00000887594 ENSG00000005156 TTTGTTATTTTTTGTAGAGACGGGGTTG AGAGGACATGTGAATGGTCTAGATGCC
ENSE00000903608 ENSG00000005156 CACAATACCCTATTACCTACTACCCCCA ACAGAATTTTCACTCTTTAGCCAGAATCC
ENSE00001106043 ENSG00000005156 TCTGTTAGTTTCCTTCCTTCCCTTTCTT AACTATACAGCTCACATGCCCAGGAAG
ENSE00001106059 ENSG00000005156 ATCCACATAGGCACAGTATCTCAAAAGAG AACACTCATACCCTATCTGATCTCAGCC
ENSE00001106065 ENSG00000005156 AGGTAACTACCCTCACTAACCCAGTTGC TATTGTGTACCACAGCTGGAATGGCTA
ENSE00001160722 ENSG00000005156 CAAACTTGTGAGCTTAAGCAATTCTCC AAACAGTATGTGTCCCAACCAGAAAAAA
ENSE00001331210 ENSG00000005156 GACTATATAAGACGCTGGCCTTTGGAA AACTCCTTATCCCTTTTTCTCTCAGCAC
ENSE00001429066 ENSG00000005156 TGAAAACTACTCCCAAACATCACAGGG CACGTCACGGAGGGTGTGCCCCG
ENSE00000742217 ENSG00000021574 GTTTGCTTGTCTTTATGTTCAGCTACAATTT AGCCTGGAAAACAAGAGTCTCAAAAAA
ENSE00000809459 ENSG00000021574 TCATGTAACAATCTGGTAACACCTTGAG GTGAAAACATGAACAATTAAACCTACCATT
ENSE00000809466 ENSG00000021574 AAAGGATGCTTTTTAGATGGCAAAGAGT GCAAGTCGTAAATAATAGACTCAAGGACA
ENSE00000809468 ENSG00000021574 ACACCTGGCCTCATAGCTTACATTTTTA CAACACAAATGTACATAACTTTCTACTCTGA
ENSE00000809475 ENSG00000021574 CGATGCTAGTAGACGCCTAAAAACTGAA TGGTAACAAGAGGCTAGAGATAGTACTGGAA
ENSE00000809476 ENSG00000021574 ACATTGATAACTACCAAAATGCATTCCA TCAAGATGGTAGTTCTTGTTTCTGCTCT
ENSE00000809479 ENSG00000021574 CGAGGCTATAGTGAGCTATGATTGTGC GGAGGTAGAGGATGAGAGAAAGTCTTCTG
ENSE00000809480 ENSG00000021574 AACAAGAGCAAAACTCCATCTCAAAAAA TTTGGACTTCTTAAACTTCTAAGGTGGTA
ENSE00001070179 ENSG00000021574 GACTTGTTCACAACCCTGTTTTTTATGT GATCTGAAATCTGGACAATCATGTGAATA
ENSE00001070181 ENSG00000021574 CCCCATGAAAGTAGTTTGGGTGATAAT GGACCACATTTTCAATCACTGATCTATTT
ENSE00000469826 ENSG00000023228 TCTCAAATGGAAAACATTCAGTTCACTA GGGTTTTTTGACATTGTTGAAAGGAAATTA
ENSE00000784949 ENSG00000023228 CACTGTAACCTTGAATTCCTGTTTCTGA TGAGGTGGGCTTTAATTTTTATTACTTCAC
ENSE00000657760 ENSG00000025708 GTGACTCATGAGTAACCTTGACCAGTGT ATACTTTCCAAATCCAGCTGCACTCCTA
ENSE00000657761 ENSG00000025708 AGAAGCCTTGGTAGGGTCTTGGAG GAGAGACTTTGGGTCCCTGGGGGTG
ENSE00000765449 ENSG00000029639 AAGGTTCTCACTCTTAAAAAGTGCCTGAG ATTGATCACACTATGCCACATATCATGC
ENSE00000813879 ENSG00000029639 CCTACATAATCTTTGGATACCTTGGGGT TGATTGGGTAATGGCTGAATTTTTATAG
ENSE00000813880 ENSG00000029639 GAGTTCTGATACAAAGAGGTCGAAGGAC GTCTGACCAATGGGGCTGACTCCGAGG
ENSE00000900737 ENSG00000029639 ATAATTTGGAAGCAAGTAGCAAGAGAAAA CCCTGGTCTCTGACTTTTTTAACTGATTT
ENSE00000900739 ENSG00000029639 ATCAAAGTTTTAACTTTTGGCTGAGCTG CAGTCTGATTTTACTCGTCACTGAAATTGT
ENSE00000900741 ENSG00000029639 AGTGTCAGTTTGCACATAAACAAAGGTT CTCTTTTTCATCTAATCAGGCTGGACTAA
ENSE00000514467 ENSG00000065057 TTCTGAGGTCTCTCTCAGGCCACT AGATGACCAAACATACCCAAACCAGAC
ENSE00000665105 ENSG00000065057 GAAAGAAAACAAGGACCTTGCTAAGATG CACCCCTACCCTACCTTCACCTGT
ENSE00000665121 ENSG00000065057 GAGCACCTTTCTGACTCTATGGGCT GTAGCTCTGGCCACCTGTGGGTCTCCT
ENSE00000754701 ENSG00000076248 CAGGCACTGTTTTTGTTTGTTGTTTTT TGTGGCTTAACTCCAGTGTCCCTAATTT
ENSE00000754703 ENSG00000076248 TTGTTTTGTTTATGTTTGTTTGAGGCAG AAGCTAAGTACACATCTGAAAGGAATCATGT
ENSE00000754705 ENSG00000076248 GGCTGGCTGTAACTTCTAACCTTTTCA ACAGAGTGAGACTCGGTCTCAAAAAA
ENSE00001130047 ENSG00000076248 GAAGGCACAAAGCGAATGAAAGAATAG AACACGTGGAGGCTATTTGGAAAGC
ENSE00001345324 ENSG00000076248 GGACCCAGAGGGAGGTTTTTTGC CTAAGCCTACGGAAACATGAACTTGG
ENSE00000655196 ENSG00000099817 CCCACGCTTTATCCCAAAGTAGC CTCTTGTCCGTCTGAAGGCGCAG
ENSE00000655197 ENSG00000099817 GTCCTCCATGCACTAATAGGAACACCT GTAGCTTGAGGCAGGAAATGGGGTTG
ENSE00000655199 ENSG00000099817 GTACTGCTTGCGGGAGGAGGCTG GAGAGACACCTGTGTGGAATGGGG
ENSE00000892419 ENSG00000099817 GACTGAGAGGGAAACTAGAAAGAAGCTG GTTTGCTGTTCACCTCTGTCCTCTGC
ENSE00000892420 ENSG00000099817 CTCCGACGAGAGTACGAGGAGAC GTTAGGCGGAGGGGGCCTGATTC
ENSE00001055171 ENSG00000099817 AAGAGACAGACACGCTCACGCCTTA CTGTCCTGGGCATACTGGATCTGC
ENSE00001112731 ENSG00000104936 CAAAACAGTAAGGTTCCAAGACTGATCC GTAAGCCAAGATCAAAAAGCAGTGAGG
ENSE00001112739 ENSG00000104936 AAGCCCTCACCTTTTCTCTCCCAAT TCTGGTTCTCCACCAGAGAATCAGCATT
ENSE00001475019 ENSG00000104936 CCTGACTCCAGGTGACAGTTCAGGT ACTTGAGTCTGGGATATGTGACCATGCTA
ENSE00001475022 ENSG00000104936 CTACAAGGACCCTTCGAGCCCCGT GAGTCCCAGGAGCCAATCAGAGG
ENSE00001475052 ENSG00000104936 TAAGGCTCGGTCATTCATCAATTTCTAA CCGTTACCCAGGACATTCTACATGA
ENSE00000727732 ENSG00000106028 TGAGTAATTCTTCTGTTTGCATTTGCCT ACAACACATTTGAGATTGGCAAATTACT
ENSE00000872183 ENSG00000106028 TTACCAAGTCTGTTTGGACACTCTGTTT GCCAAGCTTTTAAAAAAGAAAAGGAGAAA
ENSE00001043132 ENSG00000106028 AACTTGTAGCTCCACTTATGCCAACTG GATTATACCACAAAAAGGAGAGCGAGAAC
ENSE00001090027 ENSG00000106028 CTGGTGAGTTGTACTTTTGCCATAAGAG AAGTCTTCTGATCACTGTGGCTGATAGT
ENSE00001206769 ENSG00000106028 AAACTTGAAACCTTCCAAACTCACCACT ACCTACACAGAAACACCTCCCGAC
ENSE00000721463 ENSG00000107815 CTTCACAGGTAACCCTTTGAGAAATCAC CTAAGGAGATGGGGGAGTTCCTACTG
ENSE00000721468 ENSG00000107815 AGTTTTCAGGATGCTAGTTCTTCTGCCT TGAGAAGTGTGTGTTGTATGTCCAAGC
ENSE00000705087 ENSG00000108064 AATCCATATACATCTCATCCCAGAGCAC TCTGCCTAACTGAAGAATACTTGATGACA
ENSE00000833891 ENSG00000108064 AAAATTCTGACCGCAAGATGTAATAATCA CATGGCACTCTAGACTTTTCCTGTCTAAATA
ENSE00000985817 ENSG00000108064 ATGGATTGTGCTTTCCTGGATATCTTT ATGACAATTGCTCCTAACTGCAGAATAAC
ENSE00001274058 ENSG00000108064 ATTCTTGTTGAAGGCGTTGGATACATAG CATTGGTATTTAACTGCTTAATGGCATTTT
ENSE00000729668 ENSG00000110025 ACCTTGATCTTCCAGGTCGATCCTTCAC GCACCCAGCCTTTTTGGTTATTTTTAAT
ENSE00000863754 ENSG00000110025 ACGAGCGTCCGGCCAATCGACTAT GTGACGCCAGGGGCAGTTGGGACGC
ENSE00001119977 ENSG00000110025 CTGGGGTCTGACAAACTCTCCCT ATTCCTTTCTGTCCCCTGCTAGATTGAG
ENSE00001169473 ENSG00000110025 GTCCTTTTCCTTCTCTGTGCTACAGTTT TGAGGAGACGTCTCTCCCTGATCT
ENSE00001169520 ENSG00000110025 AATAAGAGTTGGGTGGATGAACGAAAG ATTTCTGTCGTCTAAAAAGGGAGCAGTG
ENSE00000910346 ENSG00000113580 TCCCATTTTTATTGGGCAGTAACATTAT TATATTCCACCGGAAACAAAGACAGAGG
ENSE00001082911 ENSG00000113580 TGGCCTTAGGAAAAATGTCTACAAAACT TGACACAGTGAGACCCTATCTATCTCAAAA
ENSE00001082912 ENSG00000113580 TCTTGGTGTCACTTACTGTGCCTTTCTA CTTTTTGGGGGGAAGTAGCAGTATTT
ENSE00001082913 ENSG00000113580 AGGATTGTTTCAGTCCTGAATTATCACA TTTTGACAGGGCTAATTGATCTCATTG
ENSE00001082914 ENSG00000113580 GCATAATGATTTGAAAAGCAGGGAGTAA TTGAATAAACTGTGTAGCGCAGACCTTC
ENSE00001165146 ENSG00000114026 AGAAAACATGTGTAGAGGGACAGGACC CATTTCCTGCTCTCCTCTTAGTGTCAGT
ENSE00001295658 ENSG00000114026 CTATTGTAGGATAGGAGGGACCCCAA TGGCAAAACTGAGTCATAGAGAAGTGAC
ENSE00001316654 ENSG00000114026 AGTTTTGGTACCTAGGATCTGACCTGTG AGAAATGAACAGATCTTGAAAGCTGATGG
ENSE00001498801 ENSG00000114026 CTTCCACCTCCCAACACTGTCACTA GGAGTTTCTCTGCCCTGTCCCCT
ENSE00000761859 ENSG00000114956 CTGATTGCATAAGAAAACAAGACAGCAG TATATTCTGAACCTTCCTACAGGGGGCT
ENSE00000846663 ENSG00000114956 TTTTCCTCCCTATTGGCTGTATTCATTA GGATACTCAAACTGGGCTACTTTACTCA
ENSE00001121693 ENSG00000114956 TGAGTAAGACTTGGCGAGTATGTGAAAC GGCCAGAAAGATAAAAGTACAACAAAGGA
ENSE00001200448 ENSG00000114956 CCTTCACTCAACGCTTCTTTACAAACAT AAAACAAGGAGGCAAAGATACACAGTGC
ENSE00001409499 ENSG00000114956 CTTAGTACTGAGCAGGGAGGGAGATATG CTTGGAGAATGTCACTTCTTAGGTTTCA
ENSE00001411597 ENSG00000114956 CCACATTTCTTCTCCATGCCTATTATTT TCTAGAGGTGAATTTAGAGCAAGCACCA
ENSE00001474840 ENSG00000114956 TTCCTCCAGGCTATTCTTTACTCTGAAG CAGCAAAAATCCTCAATAGGCATGATA
ENSE00000733143 ENSG00000115204 TCAGAATAGGGGAAGTGGACACTAAGAA TAGTCATTTGTTTCCACAATGAAGCCCT
ENSE00001179981 ENSG00000115204 CAACTACGCATACCCCTTAAAAACAGC CTTTAAGTCACATTGGAAGTGGGAAGGG
ENSE00001483572 ENSG00000115204 CAGCTCTAGAAATGACTCCCCAATAGTT ACCTAAACCTGCCAATCCTTTGTCAT
ENSE00001127023 ENSG00000122971 TGAGTTAGTGGGTCACTAGGATTCTTGG AACTTCCAGAGCATTTTCTGGGTTC
ENSE00001191815 ENSG00000122971 TTGTTAGCATTTTGATTAACGAATGTGG AGAACTGGGGCAAAGGCCGTGAG
ENSE00001245851 ENSG00000122971 ACTGAGAGCTTTGGGACCCTCATCTT AGAAGGCCCTAGAAACAGAAATGACAGC
ENSE00000920433 ENSG00000123297 CATAAATCACTTCATTCTGTTCCAGGC AATAGGAACAGCAAAAGACCCAATGAG
ENSE00000920434 ENSG00000123297 ACCTGGTATTTGGCATTTAGTGGTAGAC CTACTACAAGCTTTACACCCAAGGGACAG
ENSE00001180179 ENSG00000123297 CACACCATTGGATTTGTACCATTTTGC CTTTTTTAGTGGAGACAGGGTTTCAC
ENSE00001212269 ENSG00000132781 CACCTGGCCCTTAGTAAGTCTCTTAATG CTATCACCCTTGGAAGGCCTCAAAAT
ENSE00001456919 ENSG00000132781 CCATTTCCTCTGTTTGGACTCTTTTATG TCTCCTATCCTAAAAAAGGGAAACTCTT
ENSE00001456937 ENSG00000132781 AGTTCGAAACCAGTCTGAGCAACATAG CTAGATCAGTAGAGTCGGGGAAAGGGAG
ENSE00000923430 ENSG00000136143 AGTCTCTATGCTTATTGCAACAGTCCCT GGTTTTATTCTTATACCATGTTTTGGCA
ENSE00000923431 ENSG00000136143 AGCAAAAGTATAAACATTTTGCCCCAAT TGGTTTGGTCTGAAAATCTTTCTATCAAGT
ENSE00000923434 ENSG00000136143 TGGGTCTAATAGTGTTTTGTTTTAATGGG GGTAGCTGCTATTTCAGTAATGTTTGACTAT
ENSE00000923435 ENSG00000136143 AAGTTTTGACAATTACTTCAGTTGTACGGTT CACGGGTAGGTTTTAAAGTTTCATTGAT
ENSE00000923437 ENSG00000136143 AACAGCTTTTGCTTCTTCTGGACTAAAA ACAAAATACTATGTCTGGCATGCTGCTC
ENSE00000923438 ENSG00000136143 AAAACAAACTTCAAATCTTCTCAGAGC TAGTTAGCAAGAGTGACTGCCAAATCA
ENSE00001478130 ENSG00000136143 TTCTAGTGGGTTCAGCAACTTTCTCTTT TATGTGGATTTGCTTTTTCTCAACTGGA
ENSE00001478337 ENSG00000136143 CTCACACCTCACCCTTTCTCCTGC CTAGGAAGTGTTCAGGTTGCTCTGACC
ENSE00000925352 ENSG00000136480 TGTTAATTTCCTGATTTTGATGACTGGA CATTTGCTGAATAAAAAGTATCGGACAAT
ENSE00000925353 ENSG00000136480 GCACACTAACATTAAGAACAAACAAACCC CTCCGTCTCAAAAACAAACAAACAAAAA
ENSE00001145805 ENSG00000136480 TGCACATAGTTCTGTAAAAGGGAAACTG GGTGATTTGTGGCTTCACAAAAATAGAAT
ENSE00001148964 ENSG00000136480 TCCAAAGCGTTTTTGGATAATACTCAAT AACAAACTATGCTTTTTCCCCTTTCC
ENSE00001189058 ENSG00000136480 GTAAGAAAAACAAACCCCAATTTGCTTA CGTGGAGGAATTTATTATTTACATTTGTG
ENSE00000932579 ENSG00000138095 TCACATGCAAATTTCTATGCAAAGTGTT TGGATGTTGCTGTTCTTTTAGCAGTTAAT
ENSE00000932580 ENSG00000138095 AAACAAAGACACCTTGCTGAACATAAGC AAAATGTGACATTTTTACCTTCACACTGA
ENSE00000932592 ENSG00000138095 CTACCCAAAAATCTTGCAACACAAGAAC TGGAACATTGGTTGCAGTGTAAAAATA



ENSE00000962626 ENSG00000138095 CCCCACTTAACAAACAAAAAAGGAGTAA TCAAGGCCTAATTCTGTACATGTTGTAA
ENSE00000962627 ENSG00000138095 CTTTCTGCAAGGAAACATCTTTGAAAAC TGACATCATAATTCCAAATGGTACTTAGC
ENSE00000962631 ENSG00000138095 AGCCCTCTTACTCTGTGGTAAATGACCT AATAGCAGTTTGTTTTCCCTACATGAAA
ENSE00000962632 ENSG00000138095 GGCCTTCTGCTGGTTTCTCTTAACAATA CCATTTTAGCTTTGTGGTTTTCTACCTTA
ENSE00000962633 ENSG00000138095 TTATATACAATAAAGAAGCTGGCCGAGA CTTCATATGATACTGTTTTTCTGGGTTTTT
ENSE00000962634 ENSG00000138095 AAATCTTCATGTGATACAGAGGACCCTT AAAAAATAATATTCAGCCGAAGCCTTAC
ENSE00000962635 ENSG00000138095 CTACCTGAGCCTCTGTTGAATGAAAACT CCCTTTTGGTAAAGCTAATTTGAAAGAT
ENSE00000962638 ENSG00000138095 CACTGTATATGGCCAGTAAAGGTGTTTT CATCCTTTTGGCATTTCAGAATAATGTC
ENSE00000962639 ENSG00000138095 CACAAAAGGCTCTTGATAAGCAGGTAAT CCATTTATTATCGTATCAGAAGCATGTCA
ENSE00000962640 ENSG00000138095 TTTTTAAAAGGTGGTATCTGAGGCAATG AATGCATTAAAGTCAGCACAGGTCATA
ENSE00000962643 ENSG00000138095 TTCCTGCGTGAACTTGTTTTACATTTC TGGAAATATTCAGTTTGATCCACTTGTTT
ENSE00000962644 ENSG00000138095 ATTACTGCCTTTGAGCTGAAGACTAAGAC AGTGTTCTAATTCACTGTTAATTTGCGG
ENSE00000962645 ENSG00000138095 TGTATTTTAAACTGTGGCCCCAGAGAG GGCTGTTTTGGTGAAAAGAGTAAGATAGG
ENSE00001069586 ENSG00000138095 TGACCCTAGATGTCACTATACCTCACCA GCCAGAAGATTTTTGAATGCTTATAGAT
ENSE00001159322 ENSG00000138095 TCCTAACCCATCATTACACAGAAAAATG AGATTGTGTTTGTTCTTGTTTGCTTCTCT
ENSE00001159329 ENSG00000138095 ATTGGATTCACAAACACTAAAAGACACA TGAAAATTCATCCTGATACAGCAAACAT
ENSE00001159334 ENSG00000138095 TGCAATAAGTCAAAAGGACAGGAGAAATC CGTTAAAAGGGTAGCTTATATTGCAGA
ENSE00001159339 ENSG00000138095 ATATAAACCTTCCTTGCTTTCATTGCGT GAAAACAGGATCTTTGGCTTATCAAAAT
ENSE00001159345 ENSG00000138095 GACCATTTTGAGTCCTCAGTTCAATGAC GCCTTTTAGACAAACGAATTGCTGAGTA
ENSE00001284066 ENSG00000138095 ATGTGTTCATTAACTCATGTTTTTGGGC GGTATTTTTCCCTAGTTTTTTGAATCTGGA
ENSE00001303077 ENSG00000138095 CCATGCCTGGCTAATTTTTGTATTTTTA TTTGGTATTGTACTGTGATTTTAGGTGTTT
ENSE00001340208 ENSG00000138095 CTTAACCCTGTCACCCGAAAACC CATCTTCCAACCTAAAACAATCCGTC
ENSE00000943532 ENSG00000140521 CCCTACATAAAGTCTGTGCACCTCTG TCTGTATTTGGTGTTGAAGGCTGTGT
ENSE00000943535 ENSG00000140521 CTTCTTTGTACCTACAGAGCCAGTCCAC ATTTAATGCCGTCTGACTTTTGAGCTGT
ENSE00000943538 ENSG00000140521 GAGAGAAAGAGAGAGAGAGAGGGTGTGT GGACATTGTGAGAGAGAGAACCTTCC
ENSE00000943539 ENSG00000140521 AAAGTAGTGAAGCAGGGGACTGGGTAG GAGGACTAAACAAAGGGAATTGTGGAAG
ENSE00000943542 ENSG00000140521 CAGCACCATTCTTTTTACATTAACAGGG ATTTGCCTCAGACTGCTGAGGTTCT
ENSE00000943547 ENSG00000140521 TCTTTCAGCATCTCAAAGCTAAAAAACA GAAGTGATATGTGAACATTCCTTGCCA
ENSE00000943550 ENSG00000140521 ATCATATCACATTCACTCTGGACACAGG TTAGCTAAGTGAACAGATGGGGTGTTG
ENSE00001303161 ENSG00000140521 TCCCTGACTGGAGAGGGAGGGGC CTCCTATTGGTCGCGCTGGGAGTCT
ENSE00001408145 ENSG00000140521 CAATGGCTTCTTCTCTTGTCATTTTGTC TCTGAGCTCTCAGTTACAGTTCTTGAGG
ENSE00000984113 ENSG00000148290 TGGGGATTGTGAAGGAAATAGTGATGTA TCTCTTGTAAAGTTGGACTCTGGCAGT
ENSE00001001422 ENSG00000151729 GTCTGCCTGGTCATATGTGAAGCAC AAGGAGCCCTGTAAAATGTTCTCCTC
ENSE00001001423 ENSG00000151729 GGACAGATAACATGAATGTGCCCTTTA CTCTACGCAGAGGGCACCTTCTTCCCCC
ENSE00001001424 ENSG00000151729 ATCCATTTACACGTCCTCAGTATCCATT TAGATCCCATAGGATCCTCTTTCCACAC
ENSE00001104096 ENSG00000166548 TTGCACTTGTGGCTCAAATTATAGTCCT AATTATGCTGGTTACATGAGCCCTTTC
ENSE00001104097 ENSG00000166548 CCAAGGGCAAGTGCCTCACCCACTG GAATTGCATAGCCCAGAAGTTTTCTCT
ENSE00001104098 ENSG00000166548 AAGTTGTCAAACTCTAAAGGACTGTGCC CTCTGCTTGACACCCTTGGTAGGTG
ENSE00001104100 ENSG00000166548 AATCACATACCCCAAGTCTGAAGAAAAC TAGGTTTCTTGAGCTGTCCTTCAGTGC
ENSE00001104102 ENSG00000166548 CGGGTACTCCATATCTGTCAATCGAATA GTAACAGACATTTCTCAAGGCCTCCTG
ENSE00001104104 ENSG00000166548 AACTCAGTTAAGAGCGCAGAGAATGC TACACACTTTTACAGGGTTCAGCACAGA
ENSE00001104109 ENSG00000166548 CCTCTGATACACTTGGTTCCTGTTCTCT ACTGAAAGAGAATGAAAGTCGAGGCG
ENSE00001140325 ENSG00000166548 CTCTGCTTTTTTCTCTCTCCTCTTCAA GCAAATTAGGGCAGAGGAGAGTTATTT
ENSE00001110217 ENSG00000167136 GTCTCACTGGATATCTCTGAGCCTGTC GTAGGGAACTGGTATTGACCCAGAGC
ENSE00001458288 ENSG00000167136 ACAGAAGTTAGAGGACAGATCAGGGAAG AGTGAAGCAGCAGTGAAACCAGG
ENSE00001117081 ENSG00000167792 GTAAAGGATTGGCTGTCAGAGGAGAC CAGGTACTAACACCTCAGAACAACTGTG
ENSE00001117082 ENSG00000167792 GCAGGGATAAGAATGATAAGGGGATATT CTCTCTTTGTGGACACCTGCCCC
ENSE00001117085 ENSG00000167792 CTGATTGAGAAGCATGCTGGTAAGG AGTGCTGGCAAGAGGGTTTTCTG
ENSE00001185434 ENSG00000167792 AAGCAGATAGAAGGCCATACGATTTGTG AGATGAGACCCTGTCCTTTCTCTGG
ENSE00001185477 ENSG00000167792 AAGGCACTGGCCTCTCAGTCCTC TACAGACCCCAGGGACTGCTCGT
ENSE00001283602 ENSG00000167792 GCTTCATGACTCCTGAAGTTATAGGCTG AAATCCCTAAGAACAATCCAAAGGGAG
ENSE00000968171 ENSG00000168827 CCCTCACTTCAAGTAAGAACAGAAAACA AGACAACATGATGGAAGACAAAGTATGA
ENSE00000968172 ENSG00000168827 TGGGGTTCTTGATAATGTATCTGCAAGT TCTGAGGCTATGATGATCTATCAGGAAAA
ENSE00000968173 ENSG00000168827 GTACCTTTGGGAAAGCATCATTTTTCT AAGCTAACCTGGATTTCCTTCTATGGTT
ENSE00001077053 ENSG00000168827 ATGCCCAGCTGAGAACTTATTTCTATTG TTCCAAATCTTTCATAAAAGTCAGAGTCA
ENSE00001269922 ENSG00000168827 ATAGAATTCAAGCAGAGAGATTCTGCCA GAAAACTTCTGTGGTTGTTTTTCTGAAG
ENSE00001269961 ENSG00000168827 TAAAGGTGCCTGTGCCCTAGTATTTTCT ACCCTTTTGGATATAAGGTTTGCTGTCTA
ENSE00001270017 ENSG00000168827 TATAAGATGCTTAGGAGGTTTTCTTTCGG TATGAGGCCAAATAATCCCAAAGTGTCA
ENSE00001270026 ENSG00000168827 AAGAAAATTCTGTTCAGTGAGCTATTCCC GCATGAAGAACCAGAGTTAGTTACAGACA
ENSE00001270031 ENSG00000168827 GGCACATTAAAATTAATCTATCCCTGACC GCATTGTAGAGATAGATGAAAAAGAGCTCAA
ENSE00001270105 ENSG00000168827 CGTCTTACTGGGAGCAAACACTTCTTTA AGTATTCGGAGCTGTCAGTCATGAGG
ENSE00001270115 ENSG00000168827 TGTCACAACTAATGGGCCAATACTGATA CAAATAATAAACCCAAATTGAGGGACACT
ENSE00001270120 ENSG00000168827 GCCATTTGAATGCAAATGTATCAGAGC CCTCCCTACAAAAAACAAACGACTTCTT
ENSE00001493933 ENSG00000168827 CTCCTTGAGTTACGTTGTCAGTCTGTTC CGTTTGATGAACTTATCCTTTCCTTCTTT
ENSE00001493939 ENSG00000168827 ACTCTTGGGCTCAAATTATCATCCTG TCACAGTAAGAGAAAGAACCAAATGTGC
ENSE00001493940 ENSG00000168827 TGCCTTTCTCAAGCTATCTCATATCCAG CGCTGTTACCATTGTTTTAATCTTTCAG
ENSE00001506203 ENSG00000168827 TTGACCTTAAGTTCATTGGAGACCTGAT AATTCCTTCACAGTGCATAAATACGAAAGTA
ENSE00001138115 ENSG00000169188 CATGCCAGATCATTTGTGTCTCTTTAAC GAACTCAGAGACAAAGGGTCCATATCC
ENSE00001138120 ENSG00000169188 GTAGGAACTGAGACTCCAGGGTTTGAAT ATCTTCACACTCAAAGAGTAGCACCAGC
ENSE00001138124 ENSG00000169188 ATTTCCCATCTTTCTAGGTCCTCCTCT ATATTGGAAACCCTTTTCCCCTATCTG
ENSE00001465326 ENSG00000169188 AATGAGAGCTGAGGAAGTTGAAGCC GGACAAAAGTTAGCGGGAAAGAAAAAG
ENSE00001126578 ENSG00000171497 GAATGTAGAGAAAGAACTGAGGGTCCAA CAGAAATGACATAACACTTCTGGACATAGAG
ENSE00001126604 ENSG00000171497 TACAGAAAAAATTAGCCGGGTGTTGTAG AACACACAATTCAGAAAAGAACACATCT
ENSE00001126610 ENSG00000171497 GAAATGGAGAATCTAAGCACACTTG TAAGCATTGCTAAAGGCATCCATGT
ENSE00001126616 ENSG00000171497 AGTGTTTTCTTCCCCAAATCCTAAAGAA GGTAATTCATGATTGATCTGCTACCATAA
ENSE00001170876 ENSG00000171497 ACCACCGATGGCATTGATACAAG GAGTCGCTCAGGCTCTTTGAAACAC
ENSE00001168852 ENSG00000171865 TCATGGAAATTGTTATGTCATTAAACCAC ACTAAGGAGGTGAAAAAGGCAGGACACT
ENSE00001168874 ENSG00000171865 GCTACTTATCTGCAGGTTTTCCCAATAA GTGGATTTTTGAGGTGAATTTCAGTTTTT
ENSE00001168881 ENSG00000171865 AGGGTTTTCCTAAGAACATCCAAAAGTT CTCTAGCATTTCGTGTTATGTTCATTGT
ENSE00001169238 ENSG00000171865 TTTGTAAAATGAAAACAATCACACGAGG CAACCTTAAGAATCTCAATAAAAAAGGGG
ENSE00001253796 ENSG00000171865 TCAAACAAGTCTTCGGTGCGTTC GTGACGGAAGTGCGGTGTTGAGC
ENSE00001223968 ENSG00000177192 GCTCACACTTGTAATCTCAGCACTTCA AAACAGCATAACAAGCCAGAACACTGAG
ENSE00001309348 ENSG00000177192 TGCCTCTTCTCCCGAATTAGTTTTG GACTGGGGTGGGCTGGGCTGGGC
ENSE00001471238 ENSG00000177192 GACCGCGTCCGTCCTGGTAATGA GACCGCTCCTGCACCTAAACCCAG
ENSE00001281416 ENSG00000177302 TGACAGCATGGAACACAACAGAACT AGTGTCATCCAGAAAAGGGAATGTTGTC
ENSE00001281423 ENSG00000177302 GAATTCCCATAGTGCTTTACACCTCAAA GTAAGAGTGTTGTAGGTGCCTTTGCAGC
ENSE00001281459 ENSG00000177302 ACAGCCCACAGAGTAAATTCAAACCTTA GTTTATAGACCAATCAGAGAGCCTAGCAA
ENSE00001281466 ENSG00000177302 GCCCAACCCATAAACTCTATTTCTCAAA GTTGTGTATTTGAGTTGTGCTGCCTGAC
ENSE00001281474 ENSG00000177302 TCTCTTGAGCCCAGAAGTTTGAGTCTAC TAGGAAGGATGGAGATGATGCACTAACA
ENSE00001281496 ENSG00000177302 AAAATGATGGATAATGAGAGTCCAGGG TTTATGATGGAGGGCAGTGTGATTT
ENSE00001281506 ENSG00000177302 CCCATGTGCACATATAAACAAGAACAC TGTCAAGTCACTGTTGTGCAATTCTGT
ENSE00001281513 ENSG00000177302 AAGAAATCACTCTGTTTGACTCTGTGG TAGATTGGAGGGCTCTCTGTCATGTACT
ENSE00001281532 ENSG00000177302 CCAGGAACCTTTAGGTTGTTAACAGTTG ATTGCCAAATTCAGGATCAGAAAGAATTA
ENSE00001281553 ENSG00000177302 GATAATCGCCTTCATCTCGATTCTTGG GACAGTCTGGGAGTTGTAGTTCCAGGT
ENSE00001429778 ENSG00000177302 AGTAAGATCAACATGCCTCAAAATTCCT GATTTGGCAGAATAATAACTGCAAAAAGA
ENSE00001290782 ENSG00000184428 AGAGCTGATGACACAGGACTCAGCAT AGAGAAGTGCAGGTCTCCTCAGGT
ENSE00001295793 ENSG00000184428 CCACTCCCCTTTCTGGACCTACCC CTTAGACCGCCCAGCCTTGGGATGAG
ENSE00001303508 ENSG00000184428 CACAGAGCGCTCATAGCCAGAAG CTGCTAGGAGCCACAGGGAGGAG
ENSE00001308176 ENSG00000184428 ATCAGAATGAGGTTCCACCCCAC CCTCCTCCGTTATTTAACAGGAATGTGA
ENSE00001309424 ENSG00000184428 ACCACATGTTTCTCGGTGTGCCTC CTGAGGCCTGTTCTCTTCTCTTCACT
ENSE00001310093 ENSG00000184428 TTAGTAGAGATGGGGTTTCACCGTGTTA TAGAGGAGCAGGTCCCAGCTACACCAG
ENSE00001314398 ENSG00000184428 ATTATCCATTTCAAACCGGGTTTACTCT GTCTGCGGGGAGAGGCTCTATTTAC
ENSE00001321116 ENSG00000184428 GCTACTCAGGAGGCCGAGACAGGA TAGTTTAAAGCAATGAGGTCATGTCAGC
ENSE00001328814 ENSG00000184428 GTGCACAGCCTCTCCTTCACCTTTAC GTGTGTGTGGCGTGCGTGTGTGTG
ENSE00001330125 ENSG00000184428 GACTCCCAGCCCATCTCAGAAGC TGCTTGCATTCCAGAGAATAAGGTCTC
ENSE00001159008 ENSG00000196365 ATTTCCTTGTAGAATGGAGATGGTGATG TTTCGTTTCTTTTCTCTCTGAGTCCTGG
ENSE00001159015 ENSG00000196365 AGCTTTAAGCTTCCCTGTTCAACGC CCCTACACACACAGATGCCGACTT
ENSE00001159029 ENSG00000196365 AGCTGCAGAAAGAGCTGCAGAGAT ACTCTCTTGGTCCTGTGTCCCTGG
ENSE00001159037 ENSG00000196365 AGGAAAAGCACCCTCTATGTTCCATTAG CTTGAGGACCCTGTAGCCACCCTGT
ENSE00001159061 ENSG00000196365 CTCTCCCTGAAATAAAGAACAGCTTGAC CTTTCGTTCCTGGAGGTTAGCACAC
ENSE00001277666 ENSG00000196365 GATTGCTCTACCAGATGTTAAAGGGTGA TAAATTGTTAAATGGAGCCCTTGTCA
ENSE00001277676 ENSG00000196365 AAATCTCAACCCACAGCACACAAGAGT AAGTCCAGCAGAGAGACAGGCAGCTC
ENSE00001278124 ENSG00000196365 AATCATCTCAAAAACAGAGCCAGGG CATAGCTACAGGGGACAGGGACC



ENSE00001278136 ENSG00000196365 CATAAGGCATCCTGGCTGGTCTCCC AGAGACATCCTGCCTAGCATGAAAGC
ENSE00001278143 ENSG00000196365 TCAAAGGTGCAAAGTACAGAGTAGGAC CAACAGAATGAGACTCTGTCTCAAAAAA
ENSE00001278189 ENSG00000196365 GCTTCATCTTGCACACGGCATTG GAGGGTGCATGGTGTCGTTGTGG
ENSE00001429886 ENSG00000196365 TCGAGAAACTTCATGTCTGAAAAAGTTG AGACGATCCGATGCTCGAACTCC
ENSE00000924370 ENSG00000198836 ATTTAACTTGCTGTACATTCTGTATAAACC CTGTTGAAAAAATAAATGTCCATATCACCA
ENSE00000924371 ENSG00000198836 CAATGATTTCCACTGTTTGTAAGAGATAA GATGAACACACAACGTTAAGCGGTAAAA
ENSE00000924372 ENSG00000198836 CTGTACCGTTTTAGTTTTTACGATGAAGAT TTTAGGAAGCTAAGCTGCTTCTTTTTT
ENSE00000924373 ENSG00000198836 AGTTTTGCTGTTCCTATTTTCAATGTGC AGGTCTCACTGAAGCAGTTACTCTCCTA
ENSE00000924378 ENSG00000198836 CATTGAAATTTTTATCGGCTAGGATTTCT CCTTTTGTGATTTTGCTTTATCCTTTCAT
ENSE00000924381 ENSG00000198836 ATGAAAGGTAAGAGTGGCTGTTAGCAAG CAAAGATTGCCAGCTAATAAAATGTCTT
ENSE00000924382 ENSG00000198836 AACATGGAGAAACTAGAATCAGGGAGAA CTTTAGCTTATCAGATTTTTCTCTCAACAT
ENSE00000924383 ENSG00000198836 TTAAACCCAAATTCAGCCTAGTCAAAAA GGCAACAATAAATCACTGCTTTATCAATCTA
ENSE00000924384 ENSG00000198836 TCATTATCTTGACTGGTGCGATTTACAG ACAGCTCCTACTCCCTTCAGATAATGC
ENSE00000924385 ENSG00000198836 GCTTGAGCTCGTGTTATTTTTCATGTTA GGGAAATATTAAAGGGCAGATTACAGATCA
ENSE00000924386 ENSG00000198836 ATAGCAAGCTAACAAATAAGCAGGCAA TAAAGTTGGATGACTCCTTCACCACTGT
ENSE00000924387 ENSG00000198836 GGGTTTTTTCCTTTATTTCAACTGCCTT CCACAAAAAGGTTATATTTTAATGCCTGA
ENSE00000968963 ENSG00000198836 CTGTTTTGTAGGGTTGTCATGAGGATTA CCATGTATTTTTCCTCCATGGTTCTTAAA
ENSE00000968964 ENSG00000198836 AATTTGAAATTCAGCTTAGGCTGTTGAC GGATGTTTTTGTATTTGCTTCTCAGATGT
ENSE00000968966 ENSG00000198836 CAGTGTGGTTGATCAACATGAAGAAT TCCCCAGATGATCAAAGGACTTAAAAT
ENSE00000968967 ENSG00000198836 TGTCAGACAGATATAAGCCAAATTATGCAG GGGAAGTATTTTGGCATCCTTCTATTAAA
ENSE00000968968 ENSG00000198836 CTCTGAGACTATATAGGTTTCATGCTGAT AACAAACAAATGGAAATGGGAAAGGT
ENSE00001149527 ENSG00000198836 ATAGGCCATTTACCATATTCATAAGCCG ACACGTGACAAAAGTCAAATTAAGCACT
ENSE00001190570 ENSG00000198836 GACATCTTTGTTTGCTCATTTCTGTTAAA GCAGCATTATAAATTTGGTCTGCAATTT
ENSE00001190660 ENSG00000198836 AAGGGTATGACGGCTTTAAATGAGTTTC TATTTGGAGTCCATGAACAGATTGAGGT
ENSE00001190696 ENSG00000198836 CTATTGTGTGACATTGTGGTTAGTCACG TCCAATTGTATTCCACTACACAAAAATGAT
ENSE00001267455 ENSG00000198836 CTTGTTTGCTGAGACCACTTAATTTTGTT AAACTATTTCTCTTTCCTCGAGATGACC
ENSE00001358924 ENSG00000198836 TAGAAAGGGTGAAGTGGTTGTTTCCGTG ATAGAGATAAGACAGCCCCACTCTCAAG
ENSE00000343040-0343039 ENSG00000005156 AGCAGAACTGTTACACATGAGGTCTTTG ATAGGAGACACACAAAGCAGTCCTCCAG
ENSE00000887593-0887592 ENSG00000005156 GGGTGTGATTATCCCTCATTTACAGAAG GCACTAGAGAACCTGCAAGCTAATTCTATG
ENSE00001106051-1106042 ENSG00000005156 GTTGAGTTGGGATAGGAGCTATGATTGA GTTGGGAACAAACAAAGCTAACAAATGA
ENSE00001160861_1 ENSG00000005156 TTCCAGTAAACTTCTCTGCTTGTGTCCT GCTTTTCAAAGAAAACAAAAAGATGGC
ENSE00001160861_2 ENSG00000005156 CTCAGGCCATACTCTCCTTTACCATACT ATTTTCCTACCTGACCCTAGTCCCCTC
ENSE00001220019-0713836 ENSG00000005156 GCAATCCCTACCCTCTTAGTTCTTTTGT ATGTAACAGGGAAAAGGCTCCTCAG
ENSE00000809465-0809463 ENSG00000021574 AATCCTCTATAACTGACTTAATGCCAAAT ACTACTATGGATTCAGTAACAGATGGT
ENSE00000809472-0809470 ENSG00000021574 GTACTCTCCCCTTTCTCAAACCAAATCT GCAGACTGTACCTACAAGCAAAAAATCT
ENSE00001006576 ENSG00000021574 ATCATTGTACTTGGTTTTGCCCTTCAAC AAAAAACCACACACACACACATTCATA
ENSE00001144419_1 ENSG00000021574 AACTGCACATTGGGAACTGTAGTTGAGT TAGGAGAAATAGTACAGGTTCCGCTTAT
ENSE00001144419_2 ENSG00000021574 GGACGAGGGAAGAAGAAAGGCTCC ATACTAGAAGATGAGGCTCCGACCTACG
ENSE00001480636_1 ENSG00000021574 ACTTTAATCCATCATTTCGTTAACCACC GGCACACTGAATTTATAAAACGAAAAAAGA
ENSE00001480636_2 ENSG00000021574 GGAACAGTGAATGGTAGAAGACACAAGA AGCAGAAGGAACTAGAAAAATGTATGCCA
ENSE00001480636_3 ENSG00000021574 GTGAAAATGTTTCCAGTGCAAGAGAAG CAAGAGCGAAACTCTGTCTCAAAAAA
ENSE00001480636_4 ENSG00000021574 AACTTTTCTCTGGTGCTTAAATGATGCT GCTGGAACCACATAGTCCTTTAATATGAT
ENSE00001480636_5 ENSG00000021574 AGCCAGAGCTATGCATATGTTAGGTGAT CCATATTAACATGAAGAGCACACTAATGC
ENSE00001480636_6 ENSG00000021574 TAAGGGATTGGTTTGGTCTTTTTCAATA CTTCATTATCAGACTCCAACCCCTAAAAT
ENSE00000784948-0784947 ENSG00000023228 CCAAATGAGGTGATCTGATTACTTCTTACC GGTTTTTCAGTAGTGCTGCATTATTTCAC
ENSE00000657754-0878931 ENSG00000025708 GGTCACGTGTTCATCGAGACGGC CTTCCCTTCCCGAGGCCCCGCCCCTT
ENSE00000657757-0657756 ENSG00000025708 CCTGCGGGGAGAGGGGCTGAGAG ATCCTTCCCTGACTTCATGCTGG
ENSE00000657759-0878932 ENSG00000025708 CTAAAGTCACAGCAGGTTAGGAAGCCG AACAGAGGAAGACTCTTCACAGAAAAAA
ENSE00001356006-0878933 ENSG00000025708 GAGGTCTCCTCCAGATCCATGCC GACTGCCGAGCTCCGCCCTCCAGGC
ENSE00001443673_1 ENSG00000029639 TGGGGAAGTCGTGATTAATAGTTTTCAA GAGGATGACGCAGAGAATTACAGACTC
ENSE00001443673_2 ENSG00000029639 AGGAAAATAAGTCACATCTGGTCATTGG GGTTAAAAAGTGTCATGATTTGCAGAATTT
ENSE00000873725-0873724 ENSG00000065057 CTCCCTGAGTACATAGCAAAGATTGTCA CAATGTCTAACTGGAGGGCCACG
ENSE00001162403 ENSG00000065057 AATCTTTGGGAAAAAGGCGCAAGGT AGTTGTAGTTCTGTGCCGCCCTCT
ENSE00000834681 ENSG00000076248 TTGGTTTCATCATGGATTTAGCTCCT AGCAGGGACTCCTAGAATTCTTTACATTG
ENSE00001130061_1 ENSG00000076248 AAAATACAAAAATTAGCTGGGTGTGGTG CATCTCCCCTGTTTCACCATAAAGG
ENSE00001130061_2 ENSG00000076248 TTAACGTATTTGCCAGTTACGAAGTTCC CATAAAGACAAAATTCCCTTTTCTCCTC
ENSE00001130061_3 ENSG00000076248 AGGGCTCAATTTCCTGATTGTAGTAGAG GTTGCTATGGGAACCCTGGGAGGC
ENSE00000655195-0892418 ENSG00000099817 ACAAAGCAAGAACAGCCCTGCAC TAGTATCCTTTCCAGCCCCACCG
ENSE00001048812-1157031 ENSG00000104936 ACCCTCTTACCGCACACAGACTTTC GATGAATGACCGAGCCTTAGAACCTA
ENSE00001112727-1256892 ENSG00000104936 CTTACTCCAACTTTATGGAGGGAGCAT AGTATTAGACCAGGCAGAGGGAGGG
ENSE00001112730-1112733 ENSG00000104936 ACTTAAGCCTGGGTCACACCACCTCTT AGATCTCTATGGTTATCTCTGGGCTGGG
ENSE00001112736-1257033 ENSG00000104936 ACAGCCTACAGCTGTTGTTAGTCCACTC GTATAGACACCTGGAGGAGGGAAGGGACC
ENSE00001256867-1112726 ENSG00000104936 GCTGGAAGGAGAAGAAAGAGGCATA TAGGGGATAAACAAGGATTCCTAGCCTG
ENSE00001475020 ENSG00000104936 CAGAGTGGTGGCATAGGACAGAGAAAT GACAGCCAGGGACAGGCAGACAT
ENSE00000727739-0727735 ENSG00000106028 TAAGGATCCCACTTCCAAATACCATTAC CCATGAGAACACTTCTTATCGGTTCTTTA
ENSE00001193923_1 ENSG00000107815 GACTAAACCTCGAGGCTTCCGGTTCC TTTCTCTCCATGAATTTCTCCTCTTCA
ENSE00001193923_2 ENSG00000107815 TGTCAGTGAGGAACTGTATAGAGGGTCA AAGTCTTCCCAGCTCCCTTCTGCTA
ENSE00001193923_3 ENSG00000107815 GACGTTACAGGAAGGAGACTCTCCAAG CTCGGGGTAGAGTAAGGGTAGGCAG
ENSE00001193923_4 ENSG00000107815 GAGTGAGCTACGAGGAAACCACTATTCC ACTTGCTTTTGTCACCTGATCTTCTGC
ENSE00001452112_1 ENSG00000107815 TTTCTGCTTTGCTCATGTCCTCTTAC CACTATGGAAACCTGCTCTAGGTTAGGC
ENSE00001452112_2 ENSG00000107815 TCAAGAAGATCAAGGATGACACTGGAC TTTGACTTTGAAAGCCTAGGCTGGAGTT
ENSE00001452112_3 ENSG00000107815 GATAGAGTGCTGGCAGGCTAGTGTAGAT GAAGAGATGTAAATGGAAGGTGGGGT
ENSE00001452113 ENSG00000107815 GAGGTAGAGTGGGTTGTGGTAGTTTGTG TTTCCAGCACATATATTCCTCATGTCA
ENSE00000833892 ENSG00000108064 GTTAAGAATTGATGAGGCTTTGCCTGTA CCTTGCCCTAATACATTCTCTCACAGATA
ENSE00001461873_1 ENSG00000108064 ATGAAAATATTTCTTCTCCAGTCTGCC ACCTAGATGAGTTCTGCCTGCTTTATGA
ENSE00001461873_2 ENSG00000108064 TCAGAGTAATCCAAGCAAATGTGAATCAT TGATCTTGGTTGTGTTTCAACAAACTTTA
ENSE00001461873_3 ENSG00000108064 AGTCTCTGGAATTTGAAACACTTTGCAT TGCTTGACTCTCCTAAAAGGATAAACAAAT
ENSE00001461873_4 ENSG00000108064 CAAATTGTTGCTTCTCAGTGTTAGCAAG CGATGATTTGAGTTATGATTTTCTCCATT
ENSE00001461873_5 ENSG00000108064 GTGAAATAGATAGGATGGGTTTGAGGC ATACTGTTACAGCTGAATGGCATTTGGTA
ENSE00001461873_6 ENSG00000108064 GGAGGAAAGGTGTAAACAGTGAAAAAAG AAGGCTTGATGGTCTGCACCTATAATC
ENSE00001461873_7 ENSG00000108064 CCTCCTTAAGTGCTGGGATTATAGGTGT TGTGAGTGGAGAAAAGAGCGAGAGAATA
ENSE00001461873_8 ENSG00000108064 GTAATTACGCTATTGCGTTTGGCTAACT CAGGCAAAAAAGAATAAAGTCAGAGATTT
ENSE00001461890_1 ENSG00000108064 GTAAGGCCTTGGAATCTGCATTTTTAG AAATCTGCTAACATCCGGTCGGTAGAT
ENSE00001461890_2 ENSG00000108064 TAGAGGATTGCGGTTTCCCTTCAT GTGAAGGATAGGGTCTACATTCCAACCC
ENSE00000863760-0863759 ENSG00000110025 AGTTGCTAAAATTACACGCGAAGGCTTA CTGTCAAATGAGGTCATCTCTAAGGGC
ENSE00000913570-0729673 ENSG00000110025 TTGATACTTTCATATTTATTGTGGGCCG CGTTAACTCAATCTCAGTCCACAGCAT
ENSE00001119969-1119968 ENSG00000110025 AATGAATGAATAGGGAAATTGATCCCTC AGTAAGATCACTGAGGAGGGAGTGTGG
ENSE00001193315 ENSG00000110025 AAGGTAAGGCTGTTTTTACAGAAGCACA ACAGCTGGTCAGTGAGGAGTAAAAGG
ENSE00001415178_1 ENSG00000110025 TTGTAGACTGAGGAGAATGGATGCTGG ACCCCGTCCCTACTGAAAATACAAAATA
ENSE00001415178_2 ENSG00000110025 TGAATTCTTAGCTCCCTGATTACACCTG GACTCAACTCTGCAACTGTTTCAACTGC
ENSE00001171419_1 ENSG00000113580 AATGCCCACCATATTATCTTAAGGTTCC TCTGGTTTTAGTGTCAGAAGGGAAATAA
ENSE00001171419_2 ENSG00000113580 AGAGAGAAGCAAATCCTTTCCTGAAAAC GATTTAAGTGCTATATGGTGGTGCTGTT
ENSE00001171419_3 ENSG00000113580 GTCCTAAGTGCCTCAGTTCTGCTTGTAT AGTTTGCATAGAGGTACCAGCAATATGT
ENSE00001171419_4 ENSG00000113580 CCTTTTAGAGAGCATTCAAAAAGCAAAT GGTGGCCAAATTATTTGTGTAATAGAAAAC
ENSE00001171419_5 ENSG00000113580 TAGGTTATCCATCAGCATTTCTTTGACC GTACCTAACGCCCTATTTTTGCAATGG
ENSE00001171419_6 ENSG00000113580 AAATCAGTAGCTGAGCTTTCCTGTACCA CAAAGTCTGTGTGATGAACTTTCTCTTCAT
ENSE00001171419_7 ENSG00000113580 GGCACAACTTCCCTTTTCTGATATACAC AACATGAGATGTTCCCACTGACCAATTT
ENSE00001171430_1 ENSG00000113580 GTCTACCTTTCCTACTTTCAAAAGGCCA ATGAGGACTGCAAGCCTCTCATTTTAC
ENSE00001171430_2 ENSG00000113580 TGCAGAGTTCGATGAAATCTTCTTTTTC AGAAACAAAAGTGATGGGAAATGACCT
ENSE00001171430_3 ENSG00000113580 GTTGCTGTTCTGAAGATACATCAGAGTGA CGGATCAGGAAGATAATGTGACTTTAGA
ENSE00001269151 ENSG00000113580 GGCTAATAAAAGTTTGTAGGCTCCCG TCACCAACAGGTTGCATCGTTCCCC
ENSE00001475792 ENSG00000113580 CCTCTCCCCTCTTAACTGATATTTAGCC GCATTCTGACTATGAAGTGAGAAGCTAAGAG
ENSE00001475835_1 ENSG00000113580 ATAAAGCCCACAAAAATGTTTTCTTCCT ATCAGACCTCACATGTTGGTTTCCATTA
ENSE00001475835_2 ENSG00000113580 AGAAGAAGCCAGCTACACAACTCTTGA AGACTAATAACCAATGACAAAATTGCCC
ENSE00001165105 ENSG00000114026 TGGCCAGGCTTAGCACTTGCACTTC CACTCTTTCATTCAACAAACACTCCCA
ENSE00001297262-1165139 ENSG00000114026 TAGAACAACAGTAACCCCAGAGTGAAGG ACAGTGTTGGGAGGTGGAAGAGTC
ENSE00001498803_1 ENSG00000114026 AAAGGGGCAATTTAAGGCTTAGAGAGTT AACTGTACACATAATCCAAAAGCCCAG
ENSE00001498803_2 ENSG00000114026 AATGAGTCTCCTGTTGAGCTGGTAGGAT ACTGGAAACCAGTGATGAGGTTACTACAG
ENSE00001498807_1 ENSG00000114026 TAAAAATACAAAAATTAGCTGGGCGTGG AGAGTATTATTCTCTTCTGCGCCCG
ENSE00001498807_2 ENSG00000114026 AGATGGAGTATGGAAGAAATGCCCAAGA CTGTTTCACTTAATTCCTCCACCTCCT
ENSE00001498807_3 ENSG00000114026 CTACCTCCTCCTCGGATTGGCTAC ATCATCCCCCAAATTCCTTTGTACC
ENSE00001121718-1433794 ENSG00000114956 ATTCTACCTTTTTGGTGGAAGGAAACTT TATAATCATCAGTGACCATAGCAGTGCAG
ENSE00001168292-1474842 ENSG00000114956 ACATAGAGGTGTTCTGAGACAGATTGGA GCACCTTCAGGATCAGAATAATAGGACTT



ENSE00001078306-0733133 ENSG00000115204 TTGAAATGAGAATCATTTTGTCTCCAAC CTGTGTGTGACATTCATACTGGGAAGTG
ENSE00001078308-1078307 ENSG00000115204 TTACCCCCTTTTTTATCCCTGTAAAACC GTCCACTTCCCCTATTCTGATACTTGG
ENSE00001483537 ENSG00000115204 GGAACCAGTTTGTAACCTTCCTGAGTC CTGGAAAAGGGGTCTCTCACAGAGT
ENSE00001191811_1 ENSG00000122971 CTCTGACTGTACCCCCATGTTTAGGAG AACTGAGGTGTCCCTGAGTGTCG
ENSE00001191811_2 ENSG00000122971 AGATCAGATCACATGGGAATGAGGC ACTCTGTGCAGAGACCACCATCCCT
ENSE00001245827-1191782 ENSG00000122971 AGGTAATGGTGGCAGCTTTAGGAGC AGAACAGTGGCTCAGGAGGGAGAAGAC
ENSE00001245837-1245843 ENSG00000122971 ACCTATTTTTGCTCTGGGGCAAGT AGCAGTCAGGAGGCCACACTCTC
ENSE00001245859-1191801 ENSG00000122971 TTGAATGAGAAGTGCCATCATATAGACC CTAGCACCTTCCTCTCCTCCCCTCTGG
ENSE00000750748-1479920 ENSG00000123297 ATGAAATGTGTCGTCTCAAGAAATCAAG AGAGCAGTCTAACTTTATGCTCCCCAG
ENSE00001245683 ENSG00000123297 ACGCCTGGCCAATACTTTTCTTAGAGAT GAACAAGATAACAAGAGATCCAGTCCCTA
ENSE00001479917_1 ENSG00000123297 GTAAATGCAAAGGGACTGTCTTCCAAAC TAATAATTTTACCCATGCATTCTCGGTC
ENSE00001479917_2 ENSG00000123297 GTAGTAGACTTTGTGCGGTTTGAATGTG ATCCAAAAGAGAAATAGGGGCATGTGTT
ENSE00001479917_3 ENSG00000123297 CAAACCTAGAGTTGTCTGGAAAATGTGG GGAGAAATCAAAAGAAAGAGAACCAAAAA
ENSE00001141269-1424973 ENSG00000132781 CTACTCAGGAAGCTGAGGCAGGAGAAT AGTAACAAGAGAGAATGGAGGGAATCGG
ENSE00001141279-0905974 ENSG00000132781 CGATTCCCTCCATTCTCTCTTGTTA GGGGCAGTGAGAAGTCCTAAGGAGTGAC
ENSE00001141291-1141285 ENSG00000132781 GAGTGTCATAGGGCAGAGTCACTCCTT AATCAGGTGGTAGAGGAGCTAGGGGG
ENSE00001141306-1141299 ENSG00000132781 TTGTTACCCCAACATCCTACCAGAGC AAATAGGAACAATAGAGGGACTGACGG
ENSE00001141319-1141314 ENSG00000132781 GGTAGGATCAGAGGTCAAAGAGATCACC GTACATCTCCTGAGAGCAGGGCCACTTT
ENSE00001212332-1141324 ENSG00000132781 ATCCGGTATAGTAGTTGATCACAGTGGC AGCTCCAAAGCTTAAGGGGGTTAGTT
ENSE00001456906-1141257 ENSG00000132781 GAGAATGTTCACCCAGACATTCGTTAGT TACCACACCCAGCCATGATTTTTTGTAT
ENSE00001456928-1414521 ENSG00000132781 CGACCCTCTCCTAGTCTAACTCCTGG GTCTGTGGGTACGCTGGACTTGC
ENSE00001456950 ENSG00000132781 GTCTGAACGGAAGTTCGACCCAT GTTATGAGCTCCAGACTACATCTCCCGC
ENSE00001478202-1478196 ENSG00000136143 AGAGTCTCTTGGTGAATTGCAAAAATCT CCTAAATGAAAGACCATTTGACTATTTGA
ENSE00001478261_1 ENSG00000136143 TGGCAAGTATATGATCTAAGAATTGGTGC CGTAACTTGCAATTTGCCAGTTTATTATT
ENSE00001478261_2 ENSG00000136143 TTCTGAGGAGTGTTTGAAAGCTCTGTTT GCACTGACCTGTAGTTCTGAATTTACCT
ENSE00000925350-0925351 ENSG00000136480 GAGCCCAACAAATGTTTTTACCAAAGTA CAAAAATGATTTGGGTTTGTGGACTA
ENSE00001379085_1 ENSG00000136480 CCAGGGTAGAGCACTGTTAATATATCCG GAAAGGAGTAGCCCCAAAGGAGGG
ENSE00001379085_2 ENSG00000136480 CAGAAACTAACCTGAAGGCACTGTCC AAAGAAAAAAGTCAATCTGAAGGGAGGG
ENSE00000932582-0932581 ENSG00000138095 TCATTTAATTGCATTCTTTACAAGCCTGA TTGCTGATGTATTTTTACGTGTGTTTTC
ENSE00000932591-0932590 ENSG00000138095 AATTAGATGTGCGTGCAAACTGTCATAC TAGAATATTTGCAGCAGGTCAAACGGT
ENSE00000932597-0932596 ENSG00000138095 CAGTTCTGAAACAATTTCCTCCATTAGG TAGGTCCACTTTAAAGCATAGGATTTTC
ENSE00000962636-0962637 ENSG00000138095 AATGTTTTCGTTAAAGTATGGAAGGGGA GGAATAATGCTTTCTTCAACATCAAATAAG
ENSE00000962641-0962642 ENSG00000138095 CTAGTATTCCACCACACGCCTATGTCTA GGTTTCAGTTGCCTAGTGTTTATTTGGTT
ENSE00001069565_1 ENSG00000138095 CCTCATCTCCAGTTAGGTCAATATTCCA TTCCCTGCTCTGTTTCATTTATTTCATTA
ENSE00001069565_2 ENSG00000138095 CTGATGACTCCTAGTGCCAACATTTAAC AAGTTATGTACCATCACCTCTTGCTGG
ENSE00001159316-1159309 ENSG00000138095 AATGAAAAGCTTCGTTTTAATGGCTGT AATCTTGATAACATGACAGTCTCGGTAA
ENSE00000943530_1 ENSG00000140521 CCCACATAAACAGGGGTCTAGTCCTAAT AGCAGCCGCAAGTGCTATCCTCG
ENSE00000943530_2 ENSG00000140521 CTGGTCCAGGTTGTCCCCGTAGAG TCAAGGAATGATGATTATGGATACACCTAT
ENSE00000943531 ENSG00000140521 AAAGGAGTACCTCCCCTAACCACTGA TTGTTGTGGAGTGGAAGTTTAATGTCTC
ENSE00000943533-0943534 ENSG00000140521 TTCTTTCAGCCTAGAAAAGCTAAGGTCC ATAGTGCTTGGGACCCCCTCTCAC
ENSE00000943536-0943537 ENSG00000140521 CAAATGAGAATAGGACTGGAAGACAGTG CTGCTCTCAGGAGAGAGGTAGCCAG
ENSE00000943540-0943541 ENSG00000140521 TAGTCATTCCCACAAAAAGGAAAGTCTC GTGTCTGAGTACCATGCAGGGAGG
ENSE00000943543-0943544 ENSG00000140521 GTGCCCAGAACATATTTACTGAAGGAGT TAATGGAGTATAGCAGTCCTGGAGGTGG
ENSE00000943545-0943546 ENSG00000140521 AGTTCAAGTAATGGGCAGGAGATAGAAC TAGCTCTTTCTCAGTCAACTCTGGCTC
ENSE00000943548-0943549 ENSG00000140521 TTCTAGGGGGATGAAAAGTCAAAACTG GCTTTGTTTTTTAGCTTTGAGATGCTGA
ENSE00000984111-0984112 ENSG00000148290 AGCCCAACAGATGACTGATAATGAGAG CAGTACTGGAGTCTGTCTTGGAACGG
ENSE00000984114-0984115 ENSG00000148290 AGTACTTGCCTAGGTTCTTTGCTGAGTT TGAGTGACTGTCTTTAGTCAAAAACCCT
ENSE00000984116-1456594 ENSG00000148290 CCACCCTTAAATACATTCTTAAACCAGG GTAAAGGCCATACAGGACTTCCAACTG
ENSE00001456605-0984110 ENSG00000148290 AGCATTTTAATACGGAACTTGTCACTCC CTCGCAGAACCTGGAGCCGGGGG
ENSE00001001421 ENSG00000151729 GTGTGTACAGATATGTTTCAGGGGAAAA TAGAAGCTTGGCTGCTGACTGATACAT
ENSE00001328829 ENSG00000166548 TCTCCATCCCAGAACCAAAGCCGA TACCTAATTCTCTGAGGACAAGCTCGGA
ENSE00001329349_1 ENSG00000166548 TAATCCTTTCCAGGGTTTGCATCTAGT ACTTCCACAAAATTATGCTGCATTTG
ENSE00001329349_2 ENSG00000166548 CACAGACTTTCAGTAATTCCAAGAGCAA TTTGCTAGTGTCTTTGTCATGCGTCTCT
ENSE00001329349_3 ENSG00000166548 AACCTTTCTGAGCTTCAAATTCCTCAC CTTTTTATCTGCCTGCAACCTTCTGTG
ENSE00001458291_1 ENSG00000167136 AGTAAAAGCTTTCGACAGTGCTTGACC CACGTACGACTCGCGGCTCTTGA
ENSE00001458291_2 ENSG00000167136 CTCCTTTAAGAGCCTCGCGGGTCGCC TCTGCAGAAGAACAAACCGAGGCCC
ENSE00001117083-1117088 ENSG00000167792 GAGGAAGGCTGCTCTGAGGAGAATA AAACAGAGTCCAAAAATCCCCCAACAC
ENSE00001117084-1283609 ENSG00000167792 CAAAAGAGCAAGAGTCTGTCTCAAAAAA TAAGTTTCTAAGGAAAGAGCCCAAAGGC
ENSE00001269987-1270109_1 ENSG00000168827 AAAGGAATTAAATGGCTAAAATGCGTCT CCAATCAATAGAGTTGAGATAGACATAGAA
ENSE00001269987-1270109_2 ENSG00000168827 ACTTCCTGTTAAAAAAGGAAAAGCCAAG CAGAAACCACAAACTGAAATAAACAGACA
ENSE00001269987-1270109_3 ENSG00000168827 GAATCGCATATATCATGACACTTCTTGG TTTTAAAGATCTTTTTCCCCTAGAAACC
ENSE00001493945-1269936 ENSG00000168827 ATACTTGGAGGGAGTTATGAAGCTTTCC AACCTTGGCCCTTGAGAAAATATAGC
ENSE00001138109 ENSG00000169188 AGATATGAAAGGCAGCAAGTTTGTGGTA TAAGAATAGTATTGCAAGCCAAGCTCCG
ENSE00001465324_1 ENSG00000169188 ATCAGTAAGGATGAAAATCAGAATCCCA CTAGGCAGCTCTATGTCAGGAGAGGCTT
ENSE00001465324_2 ENSG00000169188 TCCTAGTTCCTCTCGAACAAAGTCCTG AACAAGGAGCTAGGTAGGAAGGAAAGC
ENSE00001465324_3 ENSG00000169188 GTACTGTGAAGAAGCCAGGACCCAACTT GATACTACTTGCTAAGGAGGCAATCGTCC
ENSE00001465324_4 ENSG00000169188 AAAGGGTTCTCTGCTCAGTTGTAGGAAT TCTTCCTCAATCCATTATCCTCTCTCC
ENSE00001465324_5 ENSG00000169188 CTGTAATCCAAGCTACTTAGGAGGCTGA GTCTTCTGCTTTGTTGTGTGCCTCTAGC
ENSE00001126569-1126560 ENSG00000171497 TGAACAAACATCTAAAATCTGGCAAAGT TAGGCAATGAATTGAAATCTGGCATATAA
ENSE00001126597-1126587 ENSG00000171497 CAACACACCTGGTTATTCCACAAGTAAT TGCACATGACTTCAGCTGTATAGCTTTTAT
ENSE00001170868_1 ENSG00000171497 CTAAAAACTTTATGATCTGGCCCTTGC TTTGTTTCTTTGAGATGGAGTCTTGCT
ENSE00001170868_2 ENSG00000171497 CTAAAAATACAAAAATTAGCTGGGCGTG ACTTTGTAGAGAAGTTTTTTCAAGGGGT
ENSE00001168868-1168860 ENSG00000171865 CAAAGAAATAAGCATGTGGAAAACATCA TCGTTATCCATTAAGAAGAATCACTTTGA
ENSE00001253775_1 ENSG00000171865 GTGGACACAAAGGTTATTCACCTTACAA ATTTACCGTCCAGTTGACAGGTTTGAGT
ENSE00001253775_2 ENSG00000171865 TTTATGCTTCTTGGTCTTTATGAGTCGC CTGTTCTGAATGGTTTTTTATGATGACAAT
ENSE00001223953_1 ENSG00000177192 CTTATAGAGCACTGCACCTGTCCCTC ACTTCTCGAAGTGCACCCTCTCCAGGAC
ENSE00001223953_2 ENSG00000177192 GCTACATCCTGGAGATGTACTGCGAG CTCTGTACAATGGGAACAATGTGGG
ENSE00001223961 ENSG00000177192 TAGTCCTTCTTTCTCAGAGACCAGCG GTGTCTCTGCAAGACCATCTACAACC
ENSE00001330883 ENSG00000177192 CTGGTTAAGAGAATGACCGAGAACAAAC GTGCTCATCTCTGTGGACGAAAAAA
ENSE00001281407_1 ENSG00000177302 AAGTGATCAAGTGAGGAAAAGTGAGGTG AAAGCAATTCTGTGACCTGCAACTGTG
ENSE00001281407_2 ENSG00000177302 GTCTATATGCCAAGGCAGGAGGC CTAAGGAGAAGCTGGCATCTGGTTGT
ENSE00001281439-1281433 ENSG00000177302 AAAGAAAAGGGGTATGTGGAAAACCTC AAATGAAGGCATCTTACCTGCATAGGCT
ENSE00001281452-1281446 ENSG00000177302 TAGCAGCTGCATTAGAGAATGGTTTGA GCTCCTGTCCTTGAGAGGTGATATTCTA
ENSE00001281490-1281484 ENSG00000177302 CTTCCCTTTTCCTTTTAGTGCTGTTCTC AGCCCTGGACTCTCATTATCCATCATT
ENSE00001281545_1 ENSG00000177302 AGAGACAAGGTCTAACTATGTTGCCCAG GCTGTTAGCAGAGGATTGGTGCAGTC
ENSE00001281545_2 ENSG00000177302 TGAAGCTTCTTCTGAAGGATCAGTGTTA CTAAAGTGCTGGGATTACAGGCATGAG
ENSE00001304637-1327107 ENSG00000184428 TATTTCTACAATCTCTCGTCTCCGCAC CTTGTTGCTGTGGTTAAAGACGCTGG
ENSE00001305900-1326407 ENSG00000184428 CACCCCGAGGCTCACTCAACAAG GTCCTCACTGGATTCGGGTTTTTT
ENSE00000951714-1158972 ENSG00000196365 AAGCGTCTGGTGTGTCTCTCACG CCAGCCCTGACCCTGGGGTCTCCCCACT
ENSE00001158952-1158945 ENSG00000196365 AGGCTCAGAATGTTCTCCACAAGACT CTAAACTGGGGCAGGAGCGGTCAGAGTG
ENSE00001158962-1158957 ENSG00000196365 CTTGTTCTCGGGTAGAAATGGGAA GTTCTAGACTGAGCTGGTGGGCAAGGTC
ENSE00000924375-0924374 ENSG00000198836 AGTAGTGTGAAGGGACTCTTGGATTTGT GATAGCAGCAATCTAAACATCAATACCT
ENSE00000924377-0924376 ENSG00000198836 ACCATTTTTGTGAGCGTCTTATCTGAAT AGCTTGGATTGCTAAAGAAGAAAACATA
ENSE00000924380-0924379 ENSG00000198836 GGTTTTCGATACGTGTGTTTTAAT CAGTTCAATTTAAGCTACTCTCTTACTGT
ENSE00001267213_1 ENSG00000198836 TTATGCCAATATTGTTAGGTCGGTGATA TAGGTAAGCTGGTACTGACTTGGCTTCC
ENSE00001267213_2 ENSG00000198836 TTCTATTCCCAGAAACTATTTGACCATGA AAACAATAAAATGGGGAGTAGCAATGG
ENSE00001267213_3 ENSG00000198836 AAATGTCTATCTCATTTGCTGCCTTTTC TCAGGACTCTCATGTGGGACTTTTAGTAAT
ENSE00001267213_4 ENSG00000198836 GAAAGAAAGACCTTCAGCTGTATTTCCA CAGAAAGAAGTCTGCGGAAAAAACTGT
ENSE00001267213_5 ENSG00000198836 ATCCAAACTTAATTTGGCTAGGACTTCA ACAGGTTTCTCTTTCCCTCGTTAAAACA
ENSE00001306402 ENSG00000198836 GACTCATATTTTTCTTTTTCCCGCAAAT AGCAGGATGTAAATGAAGCAGAATGATAA
ENSE00001437809 ENSG00000199916 CAGGTGAAAATCCGTCTCTACAAAAAAT CAACTTTCTCACCCTAATCATAAAACACAA



Exon Sample Coverage
A1 A2 A3 A4 A5 A6 A7 A8 A9 A10 A11 A12 A13 A14 A15 A16
c11 p21 p11 c12 p10 p18 p24 c13 p12 p17 p20 p14 c4 p25 p27 p8 SUM of A Avg of Each A exonMin A max A Countif=0 % no coverage count=1 %=1 countif=>1 %>1 countif=>10 %>10 countif=>20 %>20

ENSE00000943536-ENSE0000094353742 32 2 1 25 46 17 2 128 77 9 106 165 14 25 82 773 48.3125 1 165 0 0 1 6.25 15 93.75 12 75 10 62.5
ENSE00001180179 30 10 46 32 27 31 14 44 83 103 99 41 78 87 14 60 799 49.9375 10 103 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000943543-ENSE0000094354430 16 22 31 8 26 21 27 58 39 50 54 80 77 22 40 601 37.5625 8 80 0 0 0 0 16 100 15 93.75 14 87.5
ENSE00000887594 80 36 75 99 61 1 2 2 185 200 149 203 4 1 31 5 1134 70.875 1 203 0 0 2 12.5 14 87.5 10 62.5 10 62.5
ENSE00001112736-ENSE000012570335 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 9 0.5625 0 5 14 87.5 0 0 2 12.5 0 0 0 0
ENSE00000721468 2 185 138 7 2 234 1 170 2 7 7 7 12 9 2 314 1099 68.6875 1 314 0 0 1 6.25 15 93.75 6 37.5 5 31.25
ENSE00000984111-ENSE0000098411235 27 24 79 23 28 5 46 83 67 84 41 180 159 24 147 1052 65.75 5 180 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00001165105 5 6 85 11 1 9 3 11 22 17 4 8 12 31 2 22 249 15.5625 1 85 0 0 1 6.25 15 93.75 8 50 4 25
ENSE00001078306-ENSE000007331331 3 0 5 1 1 2 4 4 9 8 2 6 7 0 0 53 3.3125 0 9 3 18.75 3 18.75 10 62.5 0 0 0 0
ENSE00001471238 0 0 0 0 0 0 0 1 2 0 0 0 1 1 0 1 6 0.375 0 2 11 68.75 4 25 1 6.25 0 0 0 0
ENSE00001316654 36 42 46 69 37 24 21 59 152 82 82 105 90 165 22 18 1050 65.625 18 165 0 0 0 0 16 100 16 100 15 93.75
ENSE00001269987-ENSE00001270109_10 0 1 0 1 0 1 1 1 2 2 1 2 2 0 0 14 0.875 0 2 6 37.5 6 37.5 4 25 0 0 0 0
ENSE00000943545-ENSE0000094354614 5 30 18 2 8 9 5 36 33 17 25 19 36 8 26 291 18.1875 2 36 0 0 0 0 16 100 10 62.5 6 37.5
ENSE00000924372 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001493945-ENSE000012699368 4 6 7 5 6 1 3 14 22 15 1 1 31 2 5 131 8.1875 1 31 0 0 3 18.75 13 81.25 4 25 2 12.5
ENSE00001411597 3 3 3 6 3 2 1 2 4 11 1 7 16 5 0 108 175 10.9375 0 108 1 6.25 2 12.5 13 81.25 3 18.75 1 6.25
ENSE00000932582-ENSE000009325810 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001281545_1 3 2 0 5 6 3 6 7 14 14 7 13 29 12 4 12 137 8.5625 0 29 1 6.25 0 0 15 93.75 6 37.5 1 6.25
ENSE00001190570 2 0 1 0 0 0 0 2 1 5 3 2 1 2 0 0 19 1.1875 0 5 7 43.75 3 18.75 6 37.5 0 0 0 0
ENSE00001269922 1 0 0 0 0 0 0 0 0 1 1 2 1 1 1 0 8 0.5 0 2 9 56.25 6 37.5 1 6.25 0 0 0 0
ENSE00001078308-ENSE000010783072 5 23 5 4 5 6 5 12 31 12 11 18 15 4 4 162 10.125 2 31 0 0 0 0 16 100 7 43.75 2 12.5
ENSE00000962626 26 3 19 26 13 20 15 25 55 60 36 41 60 48 12 0 459 28.6875 0 60 1 6.25 0 0 15 93.75 14 87.5 9 56.25
ENSE00001429778 9 4 4 1 6 1 6 7 16 1 9 14 13 21 1 6 119 7.4375 1 21 0 0 4 25 12 75 4 25 1 6.25
ENSE00000924377-ENSE000009243760 0 0 0 0 0 0 0 1 5 1 2 5 4 0 0 18 1.125 0 5 10 62.5 2 12.5 4 25 0 0 0 0
ENSE00001475052 6 0 2 12 1 0 2 4 9 0 2 1 3 31 0 7 80 5 0 31 4 25 2 12.5 10 62.5 2 12.5 1 6.25
ENSE00001295658 9 9 154 39 16 14 15 23 61 46 40 35 35 69 8 61 634 39.625 8 154 0 0 0 0 16 100 13 81.25 10 62.5
ENSE00001130061_3 0 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 3 0.1875 0 1 13 81.25 3 18.75 0 0 0 0 0 0
ENSE00001267213_4 0 1 0 1 0 0 1 2 4 2 7 3 8 6 1 0 36 2.25 0 8 5 31.25 4 25 7 43.75 0 0 0 0
ENSE00000343040-ENSE0000034303943 2 26 1 1 19 18 8 6 1 6 3 4 3 23 12 176 11 1 43 0 0 3 18.75 13 81.25 6 37.5 3 18.75
ENSE00001281496 39 18 42 34 19 32 22 2 61 1 49 77 1 118 23 48 586 36.625 1 118 0 0 2 12.5 14 87.5 13 81.25 11 68.75
ENSE00001193923_336 17 0 57 25 30 28 41 72 146 71 86 93 93 18 20 833 52.0625 0 146 1 6.25 0 0 15 93.75 15 93.75 12 75
ENSE00001106065 1 1 82 8 7 5 5 1 8 26 15 4 23 25 110 48 369 23.0625 1 110 0 0 3 18.75 13 81.25 7 43.75 6 37.5
ENSE00001329349_313 5 0 12 7 4 7 11 19 24 18 23 34 31 3 13 224 14 0 34 1 6.25 0 0 15 93.75 10 62.5 4 25
ENSE00001159316-ENSE000011593090 0 0 0 0 0 1 0 1 0 0 0 0 0 0 2 4 0.25 0 2 13 81.25 2 12.5 1 6.25 0 0 0 0
ENSE00001270115 1 0 2 1 4 0 1 1 5 8 2 7 8 11 2 3 56 3.5 0 11 2 12.5 4 25 10 62.5 1 6.25 0 0
ENSE00001048812-ENSE000011570314 17 25 18 12 5 8 2 3 3 3 4 11 6 3 8 132 8.25 2 25 0 0 0 0 16 100 5 31.25 1 6.25
ENSE00001408145 8 8 1 2 1 1 1 1 34 1 2 1 2 52 12 17 144 9 1 52 0 0 7 43.75 9 56.25 4 25 2 12.5
ENSE00000900737 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00000713843 1 2 161 7 2 7 1 6 21 5 8 4 9 19 1 5 259 16.1875 1 161 0 0 3 18.75 13 81.25 3 18.75 2 12.5
ENSE00000809465-ENSE000008094630 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001278124 2 1 9 11 6 14 9 13 49 19 9 23 52 30 9 19 275 17.1875 1 52 0 0 1 6.25 15 93.75 9 56.25 4 25
ENSE00001138115 2 1 56 3 34 2 4 1 6 1 4 3 3 1 57 3 181 11.3125 1 57 0 0 4 25 12 75 3 18.75 3 18.75
ENSE00000754701 5 2 3 7 2 1 1 2 3 9 5 5 12 1 0 9 67 4.1875 0 12 1 6.25 3 18.75 12 75 1 6.25 0 0
ENSE00001465324_122 17 17 17 16 8 8 18 93 33 30 43 70 50 7 19 468 29.25 7 93 0 0 0 0 16 100 13 81.25 7 43.75
ENSE00001112730-ENSE0000111273340 23 10 29 15 1 14 1 1 1 2 2 5 1 1 4 150 9.375 1 40 0 0 6 37.5 10 62.5 5 31.25 3 18.75
ENSE00000943547 1 24 43 49 26 1 24 2 109 164 122 100 159 1 39 6 870 54.375 1 164 0 0 3 18.75 13 81.25 11 68.75 11 68.75
ENSE00000932592 1 4 5 2 1 1 2 2 7 15 3 2 8 1 1 93 148 9.25 1 93 0 0 5 31.25 11 68.75 2 12.5 1 6.25
ENSE00001479917_3 0 0 0 1 0 0 0 0 0 1 0 0 2 0 0 0 4 0.25 0 2 13 81.25 2 12.5 1 6.25 0 0 0 0
ENSE00001171419_7 3 0 0 5 0 3 4 1 6 2 7 2 10 12 1 60 116 7.25 0 60 3 18.75 2 12.5 11 68.75 2 12.5 1 6.25
ENSE00000924382 2 1 0 1 0 1 1 3 5 1 7 4 12 4 0 1 43 2.6875 0 12 3 18.75 6 37.5 7 43.75 1 6.25 0 0
ENSE00001474840 73 38 40 99 1 78 37 58 96 172 72 135 138 164 36 106 1343 83.9375 1 172 0 0 1 6.25 15 93.75 15 93.75 15 93.75
ENSE00001456906-ENSE000011412575 7 9 14 5 1 16 7 18 20 18 22 34 32 5 26 239 14.9375 1 34 0 0 1 6.25 15 93.75 9 56.25 4 25
ENSE00001069565_1 0 0 0 0 0 1 1 0 0 1 2 1 1 2 0 9 18 1.125 0 9 8 50 5 31.25 3 18.75 0 0 0 0
ENSE00001158952-ENSE000011589457 6 3 20 9 7 3 13 52 42 42 42 4 36 16 2 304 19 2 52 0 0 0 0 16 100 8 50 5 31.25
ENSE00000962645 1 0 3 5 1 3 2 2 2 5 1 4 1 8 1 1 40 2.5 0 8 1 6.25 6 37.5 9 56.25 0 0 0 0
ENSE00001245683 1 1 11 1 5 1 1 3 6 24 11 8 13 7 6 8 107 6.6875 1 24 0 0 5 31.25 11 68.75 4 25 1 6.25
ENSE00001159008 9 2 9 9 3 4 3 10 11 13 14 19 15 24 7 147 299 18.6875 2 147 0 0 0 0 16 100 7 43.75 2 12.5
ENSE00001104096 6 1 40 1 20 1 25 3 7 5 6 4 8 10 16 6 159 9.9375 1 40 0 0 3 18.75 13 81.25 4 25 2 12.5
ENSE00000943530_2 1 1 0 5 1 4 1 3 10 5 0 8 9 11 0 1 60 3.75 0 11 3 18.75 5 31.25 8 50 1 6.25 0 0
ENSE00000892420 10 0 2 4 3 5 3 4 3 14 7 1 6 11 3 11 87 5.4375 0 14 1 6.25 1 6.25 14 87.5 3 18.75 0 0
ENSE00001267455 0 0 0 1 0 0 1 0 1 5 0 0 2 1 0 0 11 0.6875 0 5 10 62.5 4 25 2 12.5 0 0 0 0
ENSE00001328814 50 18 16 41 18 6 7 37 53 14 42 73 116 64 13 66 634 39.625 6 116 0 0 0 0 16 100 14 87.5 9 56.25
ENSE00001309424 2 14 22 2 1 3 13 24 8 5 6 5 5 7 1 9 127 7.9375 1 24 0 0 2 12.5 14 87.5 4 25 2 12.5
ENSE00000924371 0 0 0 0 0 0 0 0 0 1 0 1 1 0 0 0 3 0.1875 0 1 13 81.25 3 18.75 0 0 0 0 0 0
ENSE00000984114-ENSE000009841151 1 77 1 44 1 74 106 1 3 1 168 341 3 61 64 947 59.1875 1 341 0 0 6 37.5 10 62.5 8 50 8 50
ENSE00000943532 17 12 12 2 12 1 1 20 1 3 3 2 3 3 19 8 119 7.4375 1 20 0 0 3 18.75 13 81.25 6 37.5 0 0
ENSE00000924375-ENSE000009243740 0 0 2 0 1 0 2 4 2 2 0 3 1 0 0 17 1.0625 0 4 8 50 2 12.5 6 37.5 0 0 0 0
ENSE00001106051-ENSE0000110604253 32 40 95 39 1 37 55 1 2 110 128 165 1 45 53 857 53.5625 1 165 0 0 3 18.75 13 81.25 12 75 12 75
ENSE00001126597-ENSE000011265870 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001069586 1 0 0 1 0 0 1 0 1 1 0 0 1 0 0 0 6 0.375 0 1 10 62.5 6 37.5 0 0 0 0 0 0
ENSE00000761859 85 66 126 112 88 73 80 134 154 241 198 147 191 289 46 112 2142 133.875 46 289 0 0 0 0 16 100 16 100 16 100
ENSE00000784948-ENSE000007849470 1 0 1 2 2 2 0 8 8 3 3 6 5 2 0 43 2.6875 0 8 4 25 2 12.5 10 62.5 0 0 0 0
ENSE00001480636_3 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 112 114 7.125 0 112 13 81.25 2 12.5 1 6.25 1 6.25 1 6.25
ENSE00001461873_7 0 0 0 1 0 1 0 1 0 0 0 0 0 3 1 0 7 0.4375 0 3 11 68.75 4 25 1 6.25 0 0 0 0
ENSE00001223961 2 1 52 13 4 4 2 6 19 15 11 10 18 23 4 57 241 15.0625 1 57 0 0 1 6.25 15 93.75 8 50 3 18.75
ENSE00001297262-ENSE0000116513911 12 23 29 14 19 11 21 73 101 57 74 75 66 25 0 611 38.1875 0 101 1 6.25 0 0 15 93.75 15 93.75 10 62.5
ENSE00001223953_111 9 0 28 11 18 4 27 39 31 34 29 75 43 11 263 633 39.5625 0 263 1 6.25 0 0 15 93.75 13 81.25 9 56.25
ENSE00000943550 64 14 27 27 1 11 1 19 2 3 4 1 68 1 17 139 399 24.9375 1 139 0 0 4 25 12 75 9 56.25 5 31.25
ENSE00000657757-ENSE000006577562 0 0 0 0 0 0 0 1 0 0 0 0 0 0 11 14 0.875 0 11 13 81.25 1 6.25 2 12.5 1 6.25 0 0
ENSE00001267213_3 0 2 0 0 0 0 0 0 3 1 0 0 5 4 0 2 17 1.0625 0 5 10 62.5 1 6.25 5 31.25 0 0 0 0
ENSE00000514467 61 16 20 55 1 43 1 2 2 32 1 2 2 1 1 5 245 15.3125 1 61 0 0 5 31.25 11 68.75 6 37.5 4 25
ENSE00001110217 101 47 48 2 1 2 66 1 3 2 175 3 1 2 51 125 630 39.375 1 175 0 0 3 18.75 13 81.25 7 43.75 7 43.75
ENSE00001475020 4 0 0 1 1 2 4 3 11 1 0 2 4 1 0 18 52 3.25 0 18 4 25 4 25 8 50 2 12.5 0 0
ENSE00001145805 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000813879 2 1 8 7 2 2 3 3 9 6 7 4 3 11 0 3 71 4.4375 0 11 1 6.25 1 6.25 14 87.5 1 6.25 0 0
ENSE00001281407_116 8 0 22 11 18 15 19 50 60 26 51 76 68 12 42 494 30.875 0 76 1 6.25 0 0 15 93.75 14 87.5 8 50
ENSE00001158962-ENSE000011589579 3 15 10 1 8 5 7 28 3 17 26 21 35 1 16 205 12.8125 1 35 0 0 2 12.5 14 87.5 7 43.75 4 25
ENSE00001170876 9 9 19 15 10 6 4 10 20 43 4 18 20 35 12 16 250 15.625 4 43 0 0 0 0 16 100 9 56.25 2 12.5
ENSE00000469826 1 0 0 0 0 0 0 0 0 1 0 0 1 1 0 0 4 0.25 0 1 12 75 4 25 0 0 0 0 0 0
ENSE00001245827-ENSE0000119178211 15 15 29 9 14 17 19 46 40 34 56 67 62 23 106 563 35.1875 9 106 0 0 0 0 16 100 15 93.75 9 56.25
ENSE00001281423 2 1 67 1 3 5 1 3 7 6 4 5 7 5 2 17 136 8.5 1 67 0 0 3 18.75 13 81.25 2 12.5 1 6.25
ENSE00000924387 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001461873_3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00000742217 0 0 0 0 1 0 0 0 2 0 1 0 0 0 0 0 4 0.25 0 2 13 81.25 2 12.5 1 6.25 0 0 0 0
ENSE00001126610 3 1 3 6 1 0 3 4 8 22 9 4 10 9 1 9 93 5.8125 0 22 1 6.25 3 18.75 12 75 1 6.25 1 6.25
ENSE00000863760-ENSE000008637592 24 30 1 4 1 16 28 1 8 6 4 1 6 21 6 159 9.9375 1 30 0 0 4 25 12 75 5 31.25 4 25
ENSE00001284066 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001106059 121 1 104 2 1 1 1 2 3 3 3 3 347 6 1 8 607 37.9375 1 347 0 0 5 31.25 11 68.75 3 18.75 3 18.75
ENSE00001112739 30 12 5 16 1 18 17 8 19 1 16 2 36 1 12 37 231 14.4375 1 37 0 0 3 18.75 13 81.25 10 62.5 3 18.75
ENSE00000729668 2 3 1 3 2 0 1 1 7 3 1 7 8 13 0 81 133 8.3125 0 81 2 12.5 4 25 10 62.5 2 12.5 1 6.25
ENSE00000932579 5 0 2 7 2 4 3 5 9 7 6 14 10 2 0 3 79 4.9375 0 14 2 12.5 0 0 14 87.5 1 6.25 0 0
ENSE00001212332-ENSE000011413241 1 1 0 0 0 1 0 1 2 0 1 3 1 1 1 14 0.875 0 3 5 31.25 9 56.25 2 12.5 0 0 0 0
ENSE00000754703 1 1 240 357 138 171 1 228 515 1 1 2 1 3 84 155 1899 118.6875 1 515 0 0 6 37.5 10 62.5 8 50 8 50
ENSE00001171419_4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001185434 1 2 0 60 25 40 1 55 1 2 1 2 1 2 57 19 269 16.8125 0 60 1 6.25 5 31.25 10 62.5 6 37.5 5 31.25
ENSE00000932591-ENSE000009325901 20 57 2 61 3 47 4 4 4 6 2 225 29 2 247 714 44.625 1 247 0 0 1 6.25 15 93.75 7 43.75 6 37.5
ENSE00001303508 156 2 93 4 1 1 4 2 1 7 2 4 2 41 1 0 321 20.0625 0 156 1 6.25 4 25 11 68.75 3 18.75 3 18.75
ENSE00001160861_211 6 0 2 2 4 2 5 7 8 2 3 13 7 2 0 74 4.625 0 13 2 12.5 0 0 14 87.5 2 12.5 0 0
ENSE00000943535 148 86 58 91 91 124 75 84 313 366 117 374 448 192 137 527 3231 201.9375 58 527 0 0 0 0 16 100 16 100 16 100
ENSE00000932597-ENSE000009325960 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001270031 0 0 0 1 1 1 2 2 1 4 1 2 5 5 0 1 26 1.625 0 5 4 25 6 37.5 6 37.5 0 0 0 0
ENSE00000968964 2 1 0 4 1 0 1 1 5 8 4 2 5 5 0 4 43 2.6875 0 8 3 18.75 4 25 9 56.25 0 0 0 0
ENSE00001480636_2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000655197 71 22 7 68 25 50 20 31 71 103 86 94 54 162 39 95 998 62.375 7 162 0 0 0 0 16 100 15 93.75 14 87.5
ENSE00001055171 35 14 8 17 17 13 5 6 16 53 36 40 53 49 17 28 407 25.4375 5 53 0 0 0 0 16 100 13 81.25 7 43.75
ENSE00001159037 1 2 43 40 21 19 29 42 4 78 8 5 4 5 1 20 322 20.125 1 78 0 0 2 12.5 14 87.5 8 50 6 37.5
ENSE00001169238 3 1 1 0 1 2 2 1 4 4 4 8 5 6 0 4 46 2.875 0 8 2 12.5 4 25 10 62.5 0 0 0 0
ENSE00001127023 3 3 130 9 2 7 4 1 8 4 16 6 7 24 6 13 243 15.1875 1 130 0 0 1 6.25 15 93.75 4 25 2 12.5
ENSE00001171419_211 6 0 8 5 7 10 17 22 25 17 11 21 21 6 6 193 12.0625 0 25 1 6.25 0 0 15 93.75 8 50 4 25
ENSE00001478130 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000887593-ENSE000008875921 3 20 5 2 15 1 3 9 7 4 7 11 4 4 10 106 6.625 1 20 0 0 2 12.5 14 87.5 3 18.75 0 0
ENSE00001331210 1 0 1 1 1 0 1 0 1 3 1 3 5 2 0 2 22 1.375 0 5 4 25 7 43.75 5 31.25 0 0 0 0
ENSE00001443673_1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000943538 24 5 27 36 18 14 15 19 44 118 42 70 111 104 34 50 731 45.6875 5 118 0 0 0 0 16 100 15 93.75 11 68.75
ENSE00001171430_312 18 26 29 11 11 12 27 2 1 1 46 4 60 18 12 290 18.125 1 60 0 0 2 12.5 14 87.5 12 75 5 31.25
ENSE00001168292-ENSE0000147484243 26 26 59 23 24 30 40 110 144 100 71 136 119 21 106 1078 67.375 21 144 0 0 0 0 16 100 16 100 16 100
ENSE00000863754 2 2 2 3 1 1 2 1 7 1 1 10 8 7 0 8 56 3.5 0 10 1 6.25 5 31.25 10 62.5 0 0 0 0
ENSE00001456928-ENSE0000141452125 16 15 29 13 26 12 22 80 96 45 84 99 87 26 126 801 50.0625 12 126 0 0 0 0 16 100 16 100 12 75
ENSE00000920434 1 13 23 2 18 10 12 1 5 1 3 29 6 1 5 0 130 8.125 0 29 1 6.25 4 25 11 68.75 5 31.25 2 12.5
ENSE00001141291-ENSE0000114128529 21 71 52 34 29 32 42 97 90 100 97 141 102 25 91 1053 65.8125 21 141 0 0 0 0 16 100 16 100 16 100
ENSE00001220019-ENSE000007138361 1 41 69 1 2 1 1 3 4 2 3 2 151 1 25 308 19.25 1 151 0 0 6 37.5 10 62.5 4 25 4 25
ENSE00001082914 7 6 4 9 6 4 4 5 6 22 13 15 17 30 1 0 149 9.3125 0 30 1 6.25 1 6.25 14 87.5 5 31.25 2 12.5
ENSE00000765449 4 2 17 10 19 2 6 7 2 1 6 4 6 13 2 58 159 9.9375 1 58 0 0 1 6.25 15 93.75 4 25 1 6.25
ENSE00001278189 35 19 71 27 9 25 18 38 79 108 78 57 122 97 23 89 895 55.9375 9 122 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000910346 0 0 0 0 0 0 1 0 0 3 1 1 1 0 0 0 7 0.4375 0 3 11 68.75 4 25 1 6.25 0 0 0 0
ENSE00001281466 1 2 98 1 87 111 79 113 199 380 213 142 280 2 59 194 1961 122.5625 1 380 0 0 2 12.5 14 87.5 12 75 12 75
ENSE00000962633 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00001171419_3 0 0 0 0 0 1 0 0 0 1 0 0 1 2 0 0 5 0.3125 0 2 12 75 3 18.75 1 6.25 0 0 0 0
ENSE00000655195-ENSE000008924183 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0.1875 0 3 15 93.75 0 0 1 6.25 0 0 0 0
ENSE00000809479 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000924383 3 1 2 5 2 0 1 1 3 1 3 2 7 3 1 4 39 2.4375 0 7 1 6.25 5 31.25 10 62.5 0 0 0 0
ENSE00001465324_2 6 8 11 7 14 8 9 15 26 42 32 35 40 42 8 44 347 21.6875 6 44 0 0 0 0 16 100 10 62.5 7 43.75
ENSE00001169473 61 32 13 70 42 56 2 1 2 57 1 103 1 1 33 365 840 52.5 1 365 0 0 4 25 12 75 10 62.5 9 56.25
ENSE00000846663 24 4 18 29 3 9 1 1 36 39 39 27 47 76 1 58 412 25.75 1 76 0 0 3 18.75 13 81.25 10 62.5 9 56.25
ENSE00000665105 26 25 24 30 16 32 11 21 69 59 68 64 71 102 17 98 733 45.8125 11 102 0 0 0 0 16 100 16 100 13 81.25
ENSE00000665121 27 5 21 15 11 0 7 14 35 25 32 36 67 51 12 13 371 23.1875 0 67 1 6.25 0 0 15 93.75 13 81.25 8 50
ENSE00000923437 1 0 1 1 0 0 1 0 4 1 2 1 2 2 2 0 18 1.125 0 4 5 31.25 6 37.5 5 31.25 0 0 0 0
ENSE00001321116 38 22 21 47 32 20 4 34 91 35 67 66 97 87 17 191 869 54.3125 4 191 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00001475019 1 1 76 12 3 6 20 2 23 17 18 15 17 35 2 6 254 15.875 1 76 0 0 2 12.5 14 87.5 9 56.25 3 18.75
ENSE00001104100 21 19 191 50 41 30 24 53 127 165 150 110 165 166 39 163 1514 94.625 19 191 0 0 0 0 16 100 16 100 15 93.75
ENSE00001479917_2 0 0 0 1 0 2 0 1 2 7 3 1 0 3 1 0 21 1.3125 0 7 7 43.75 4 25 5 31.25 0 0 0 0
ENSE00001308176 48 57 41 3 15 4 4 2 259 3 6 5 3 5 9 7 471 29.4375 2 259 0 0 0 0 16 100 5 31.25 4 25
ENSE00001290782 156 2 107 3 78 1 64 3 6 12 3 2 4 6 1 35 483 30.1875 1 156 0 0 2 12.5 14 87.5 6 37.5 5 31.25
ENSE00001498807_122 1 14 26 9 10 8 13 17 13 36 36 45 59 11 37 357 22.3125 1 59 0 0 1 6.25 15 93.75 12 75 7 43.75
ENSE00001117085 74 33 51 46 22 28 30 37 146 79 79 110 208 140 43 112 1238 77.375 22 208 0 0 0 0 16 100 16 100 16 100
ENSE00001006576 1 0 3 5 2 1 3 2 2 1 4 4 2 4 1 0 35 2.1875 0 5 2 12.5 4 25 10 62.5 0 0 0 0
ENSE00000968173 14 6 5 1 5 9 7 9 2 1 18 1 2 26 1 11 118 7.375 1 26 0 0 4 25 12 75 4 25 1 6.25
ENSE00001278143 3 3 2 14 8 5 4 18 14 14 23 17 19 26 7 0 177 11.0625 0 26 1 6.25 0 0 15 93.75 8 50 2 12.5
ENSE00001112731 1 4 35 3 10 9 2 2 5 29 6 16 11 20 4 198 355 22.1875 1 198 0 0 1 6.25 15 93.75 6 37.5 3 18.75
ENSE00001159339 65 4 10 1 3 2 19 4 43 3 3 3 5 1 1 5 172 10.75 1 65 0 0 3 18.75 13 81.25 3 18.75 2 12.5
ENSE00001104104 3 1 134 2 105 4 168 2 2 3 3 2 1 4 2 80 516 32.25 1 168 0 0 2 12.5 14 87.5 4 25 4 25
ENSE00000754705 8 3 1 17 11 5 3 15 12 9 13 14 20 18 9 3 161 10.0625 1 20 0 0 1 6.25 15 93.75 8 50 0 0
ENSE00001193923_4139 55 0 148 90 110 54 106 114 418 169 290 364 366 89 225 2737 171.0625 0 418 1 6.25 0 0 15 93.75 15 93.75 15 93.75
ENSE00000727739-ENSE000007277350 0 1 0 0 0 0 1 0 2 1 1 3 0 1 0 10 0.625 0 3 9 56.25 5 31.25 2 12.5 0 0 0 0
ENSE00001281416 2 3 40 1 41 4 20 2 4 2 9 3 5 101 1 106 344 21.5 1 106 0 0 2 12.5 14 87.5 5 31.25 4 25
ENSE00000873725-ENSE000008737245 0 1 3 0 0 0 2 5 0 0 1 2 2 0 0 21 1.3125 0 5 8 50 2 12.5 6 37.5 0 0 0 0
ENSE00000968968 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 3 0.1875 0 2 14 87.5 1 6.25 1 6.25 0 0 0 0
ENSE00001274058 10 4 10 16 5 5 1 16 14 1 2 16 1 1 5 0 107 6.6875 0 16 1 6.25 4 25 11 68.75 4 25 0 0
ENSE00001126604 5 2 4 11 1 3 1 1 23 1 19 18 33 23 6 48 199 12.4375 1 48 0 0 4 25 12 75 7 43.75 4 25
ENSE00001206769 5 158 104 4 4 4 3 1 1 12 8 8 9 13 4 166 504 31.5 1 166 0 0 2 12.5 14 87.5 5 31.25 3 18.75
ENSE00000900741 1 28 48 101 48 1 46 50 117 198 95 138 1 1 40 153 1066 66.625 1 198 0 0 4 25 12 75 12 75 12 75
ENSE00000833891 4 3 2 6 7 5 3 2 5 17 4 8 7 23 2 18 116 7.25 2 23 0 0 0 0 16 100 3 18.75 1 6.25
ENSE00001281407_2 1 8 0 1 9 22 14 9 1 29 2 1 1 2 3 0 103 6.4375 0 29 2 12.5 5 31.25 9 56.25 3 18.75 2 12.5
ENSE00001281439-ENSE0000128143312 10 13 25 7 3 12 18 37 56 22 63 58 39 21 25 421 26.3125 3 63 0 0 0 0 16 100 13 81.25 9 56.25
ENSE00001456950 3 1 0 3 36 2 1 23 5 15 3 8 3 7 2 2 114 7.125 0 36 1 6.25 2 12.5 13 81.25 3 18.75 2 12.5
ENSE00001159015 125 36 66 89 40 72 44 70 208 217 166 179 162 127 50 38 1689 105.5625 36 217 0 0 0 0 16 100 16 100 16 100
ENSE00001415178_2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00000809468 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 3 0.1875 0 2 14 87.5 1 6.25 1 6.25 0 0 0 0
ENSE00001480636_4 0 0 0 1 0 0 0 1 1 3 1 0 3 0 0 0 10 0.625 0 3 10 62.5 4 25 2 12.5 0 0 0 0
ENSE00000943530_113 1 0 1 0 10 2 12 27 14 1 13 17 28 0 5 144 9 0 28 3 18.75 3 18.75 10 62.5 7 43.75 2 12.5
ENSE00001117084-ENSE000012836093 0 1 2 1 1 0 1 1 2 2 8 1 2 0 0 25 1.5625 0 8 4 25 6 37.5 6 37.5 0 0 0 0
ENSE00001465324_5 1 15 9 3 2 4 4 20 3 2 13 1 3 8 1 1 90 5.625 1 20 0 0 4 25 12 75 3 18.75 0 0
ENSE00000962634 14 1 18 13 1 5 1 1 3 1 2 17 3 1 3 2 86 5.375 1 18 0 0 6 37.5 10 62.5 4 25 0 0
ENSE00001281545_2 9 7 0 32 7 19 14 20 42 43 35 55 84 44 5 210 626 39.125 0 210 1 6.25 0 0 15 93.75 11 68.75 8 50
ENSE00001193923_220 17 0 27 6 21 18 21 48 57 34 45 78 45 15 10 462 28.875 0 78 1 6.25 0 0 15 93.75 13 81.25 9 56.25
ENSE00000925352 0 0 0 1 1 0 0 0 1 3 1 0 1 3 0 0 11 0.6875 0 3 9 56.25 5 31.25 2 12.5 0 0 0 0
ENSE00001159345 7 0 0 3 3 1 2 3 2 5 2 3 6 9 1 1 48 3 0 9 2 12.5 3 18.75 11 68.75 0 0 0 0
ENSE00001159322 8 1 163 3 2 139 2 5 4 10 5 9 14 9 3 186 563 35.1875 1 186 0 0 1 6.25 15 93.75 4 25 3 18.75
ENSE00001119977 51 1 28 8 6 1 14 8 5 3 14 3 5 6 1 12 166 10.375 1 51 0 0 3 18.75 13 81.25 5 31.25 2 12.5
ENSE00001112727-ENSE0000125689211 5 6 7 7 5 6 6 13 15 11 7 21 14 5 0 139 8.6875 0 21 1 6.25 0 0 15 93.75 6 37.5 1 6.25
ENSE00000943542 49 29 59 97 40 38 45 79 136 144 146 117 224 154 28 72 1457 91.0625 28 224 0 0 0 0 16 100 16 100 16 100
ENSE00000913570-ENSE000007296738 2 4 12 1 2 3 8 21 3 27 1 1 2 4 32 131 8.1875 1 32 0 0 3 18.75 13 81.25 4 25 3 18.75
ENSE00000925353 13 3 18 24 15 23 9 1 56 62 33 40 2 67 8 21 395 24.6875 1 67 0 0 1 6.25 15 93.75 11 68.75 8 50
ENSE00000962632 4 2 2 3 1 3 1 1 1 6 3 6 4 3 1 0 41 2.5625 0 6 1 6.25 5 31.25 10 62.5 0 0 0 0
ENSE00000962644 1 0 0 1 0 0 0 0 0 2 0 0 0 1 0 191 196 12.25 0 191 11 68.75 3 18.75 2 12.5 1 6.25 1 6.25
ENSE00001452112_120 18 0 34 18 22 23 23 58 92 49 58 77 74 14 11 591 36.9375 0 92 1 6.25 0 0 15 93.75 15 93.75 10 62.5
ENSE00001126569-ENSE000011265601 0 0 0 0 0 0 0 0 1 2 2 2 3 0 0 11 0.6875 0 3 10 62.5 2 12.5 4 25 0 0 0 0
ENSE00001465326 2 1 22 1 1 1 1 26 8 6 4 2 6 8 33 1 123 7.6875 1 33 0 0 6 37.5 10 62.5 3 18.75 3 18.75
ENSE00000887588 2 1 234 11 4 4 4 3 27 21 8 8 12 20 3 0 362 22.625 0 234 1 6.25 1 6.25 14 87.5 6 37.5 3 18.75
ENSE00001475835_1 3 3 11 15 4 10 16 11 31 36 40 18 25 33 9 27 292 18.25 3 40 0 0 0 0 16 100 11 68.75 6 37.5



ENSE00001253775_2 1 1 0 0 0 1 1 0 3 3 0 5 2 1 1 0 19 1.1875 0 5 6 37.5 6 37.5 4 25 0 0 0 0
ENSE00000932580 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 2 0.125 0 1 14 87.5 2 12.5 0 0 0 0 0 0
ENSE00000943548-ENSE000009435490 2 7 18 5 13 7 4 19 29 26 18 64 32 11 8 263 16.4375 0 64 1 6.25 0 0 15 93.75 9 56.25 4 25
ENSE00000962636-ENSE000009626370 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00001270105 4 13 19 1 2 2 15 1 6 5 6 5 7 8 1 3 98 6.125 1 19 0 0 3 18.75 13 81.25 3 18.75 0 0
ENSE00001269151 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001379085_2 7 2 0 7 4 2 4 2 19 5 20 9 39 15 4 94 233 14.5625 0 94 1 6.25 0 0 15 93.75 5 31.25 2 12.5
ENSE00001295793 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001303161 2 1 0 6 1 3 1 11 2 7 3 4 3 3 0 1 48 3 0 11 2 12.5 4 25 10 62.5 1 6.25 0 0
ENSE00001330125 57 1 30 70 2 14 27 45 1 1 74 86 139 1 30 187 765 47.8125 1 187 0 0 4 25 12 75 11 68.75 10 62.5
ENSE00001148964 7 5 15 9 2 3 2 1 12 16 5 9 11 11 4 0 112 7 0 16 1 6.25 1 6.25 14 87.5 5 31.25 0 0
ENSE00001168852 10 2 6 8 4 6 5 9 19 23 15 20 16 24 4 1 172 10.75 1 24 0 0 1 6.25 15 93.75 6 37.5 2 12.5
ENSE00000924386 1 1 3 6 0 0 0 2 2 9 1 2 0 4 1 10 42 2.625 0 10 4 25 4 25 8 50 0 0 0 0
ENSE00001310093 41 5 9 22 1 16 14 18 1 2 26 34 1 68 12 27 297 18.5625 1 68 0 0 3 18.75 13 81.25 10 62.5 6 37.5
ENSE00000727732 20 5 6 24 7 6 9 8 14 20 13 23 25 37 3 77 297 18.5625 3 77 0 0 0 0 16 100 9 56.25 5 31.25
ENSE00000813880 9 28 0 39 15 26 9 1 87 81 51 76 123 95 20 25 685 42.8125 0 123 1 6.25 1 6.25 14 87.5 12 75 10 62.5
ENSE00001106043 2 38 62 2 2 57 2 1 4 3 59 2 2 4 37 15 292 18.25 1 62 0 0 1 6.25 15 93.75 6 37.5 5 31.25
ENSE00001493940 0 0 1 3 0 1 1 1 2 4 2 3 4 3 0 0 25 1.5625 0 4 5 31.25 4 25 7 43.75 0 0 0 0
ENSE00001303077 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001281459 1 23 43 1 25 1 4 2 2 96 1 2 98 15 34 0 348 21.75 0 98 1 6.25 4 25 11 68.75 7 43.75 6 37.5
ENSE00000924373 1 0 1 0 1 0 0 0 1 2 1 2 1 1 1 4 16 1 0 4 5 31.25 8 50 3 18.75 0 0 0 0
ENSE00000657754-ENSE000008789310 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000968171 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 5 0.3125 0 5 15 93.75 0 0 1 6.25 0 0 0 0
ENSE00001141319-ENSE0000114131432 34 63 83 30 47 34 62 129 157 80 136 210 131 44 41 1313 82.0625 30 210 0 0 0 0 16 100 16 100 16 100
ENSE00001281474 1 25 49 2 59 1 2 1 116 4 3 91 128 2 36 199 719 44.9375 1 199 0 0 3 18.75 13 81.25 8 50 8 50
ENSE00001193923_123 6 0 10 15 16 18 11 26 69 37 57 70 46 19 50 473 29.5625 0 70 1 6.25 0 0 15 93.75 13 81.25 8 50
ENSE00001119969-ENSE000011199680 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001479917_1 7 3 0 9 2 8 2 6 15 25 10 11 13 14 4 12 141 8.8125 0 25 1 6.25 0 0 15 93.75 6 37.5 1 6.25
ENSE00001267213_1 0 0 0 1 0 0 0 0 1 0 0 0 1 2 0 10 15 0.9375 0 10 11 68.75 3 18.75 2 12.5 0 0 0 0
ENSE00000705087 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 10 10 0.625 0 10 15 93.75 0 0 1 6.25 0 0 0 0
ENSE00001345324 1 2 13 6 1 1 4 6 15 3 4 5 13 7 3 1 85 5.3125 1 15 0 0 4 25 12 75 3 18.75 0 0
ENSE00000721463 3 1 48 2 4 5 3 2 2 7 7 8 5 4 1 125 227 14.1875 1 125 0 0 2 12.5 14 87.5 2 12.5 2 12.5
ENSE00001498801 4 4 5 10 3 3 2 14 13 12 6 17 14 20 3 0 130 8.125 0 20 1 6.25 0 0 15 93.75 6 37.5 0 0
ENSE00001001421 0 0 0 1 0 0 1 0 0 1 1 1 2 2 0 1 10 0.625 0 2 8 50 6 37.5 2 12.5 0 0 0 0
ENSE00001189058 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001171419_6 0 0 0 0 0 0 0 0 1 0 0 0 4 2 0 0 7 0.4375 0 4 13 81.25 1 6.25 2 12.5 0 0 0 0
ENSE00000923438 9 0 10 3 2 2 1 0 4 0 9 5 2 5 1 0 53 3.3125 0 10 4 25 2 12.5 10 62.5 0 0 0 0
ENSE00000985817 4 1 10 10 4 4 5 6 10 19 3 16 8 21 1 24 146 9.125 1 24 0 0 2 12.5 14 87.5 4 25 2 12.5
ENSE00001480636_5 0 0 0 2 0 0 0 0 1 0 2 1 4 0 0 0 10 0.625 0 4 11 68.75 2 12.5 3 18.75 0 0 0 0
ENSE00001456937 82 63 71 102 44 70 57 58 6 145 122 155 197 248 47 435 1902 118.875 6 435 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00000809472-ENSE000008094700 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00001452112_3 1 1 0 2 1 7 2 3 5 6 3 1 6 5 6 491 540 33.75 0 491 1 6.25 4 25 11 68.75 1 6.25 1 6.25
ENSE00001160722 8 6 0 14 6 13 5 2 1 22 12 2 12 1 6 27 137 8.5625 0 27 1 6.25 2 12.5 13 81.25 6 37.5 2 12.5
ENSE00000809480 17 5 6 7 8 10 8 10 25 21 13 13 16 30 6 13 208 13 5 30 0 0 0 0 16 100 8 50 3 18.75
ENSE00001170868_2 1 0 1 3 0 1 1 1 1 11 4 1 6 1 0 141 173 10.8125 0 141 3 18.75 8 50 5 31.25 2 12.5 1 6.25
ENSE00001104098 2 63 160 162 108 143 105 133 1 4 4 4 5 3 1 494 1392 87 1 494 0 0 2 12.5 14 87.5 8 50 8 50
ENSE00001461873_4 0 0 0 0 0 0 0 0 0 2 2 1 2 2 0 0 9 0.5625 0 2 11 68.75 1 6.25 4 25 0 0 0 0
ENSE00001185477 10 1 4 1 6 2 1 1 1 6 2 1 6 3 19 330 394 24.625 1 330 0 0 6 37.5 10 62.5 2 12.5 1 6.25
ENSE00000924381 4 3 2 6 1 2 1 1 13 6 19 14 14 1 1 120 208 13 1 120 0 0 5 31.25 11 68.75 5 31.25 1 6.25
ENSE00001171430_278 48 64 79 52 43 46 87 95 187 139 129 184 183 26 117 1557 97.3125 26 187 0 0 0 0 16 100 16 100 16 100
ENSE00001281506 94 50 53 79 39 79 61 82 1 1 1 171 1 195 57 0 964 60.25 0 195 1 6.25 4 25 11 68.75 11 68.75 11 68.75
ENSE00001270017 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 2 0.125 0 1 14 87.5 2 12.5 0 0 0 0 0 0
ENSE00000920433 2 2 33 11 3 4 2 3 8 5 7 10 4 14 1 108 217 13.5625 1 108 0 0 1 6.25 15 93.75 4 25 2 12.5
ENSE00001149527 2 0 1 3 1 1 1 3 4 8 1 3 3 7 1 0 39 2.4375 0 8 2 12.5 6 37.5 8 50 0 0 0 0
ENSE00001475022 4 2 20 3 4 8 2 2 5 6 3 3 7 6 2 6 83 5.1875 2 20 0 0 0 0 16 100 1 6.25 0 0
ENSE00000924380-ENSE000009243790 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001159334 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00001498803_2 1 0 1 0 0 1 0 2 3 1 1 4 1 1 0 0 16 1 0 4 6 37.5 7 43.75 3 18.75 0 0 0 0
ENSE00000962638 0 0 0 1 1 3 0 2 0 2 1 1 6 3 0 0 20 1.25 0 6 7 43.75 4 25 5 31.25 0 0 0 0
ENSE00000657760 21 16 72 30 11 27 11 24 43 57 28 44 51 52 5 45 537 33.5625 5 72 0 0 0 0 16 100 15 93.75 12 75
ENSE00000968963 2 0 0 1 1 1 0 1 6 3 1 3 6 1 0 13 39 2.4375 0 13 4 25 6 37.5 6 37.5 1 6.25 0 0
ENSE00001458291_2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001141269-ENSE000014249733 3 3 5 2 2 6 5 2 9 3 5 14 10 0 244 316 19.75 0 244 1 6.25 0 0 15 93.75 2 12.5 1 6.25
ENSE00001171419_1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000924370 2 0 0 0 0 1 0 1 0 3 0 3 1 1 0 16 28 1.75 0 16 8 50 4 25 4 25 1 6.25 0 0
ENSE00001001424 0 0 0 0 0 0 0 0 0 1 2 1 1 2 0 3 10 0.625 0 3 10 62.5 3 18.75 3 18.75 0 0 0 0
ENSE00001126616 14 3 8 24 9 10 9 1 27 1 31 22 46 18 8 1 232 14.5 1 46 0 0 3 18.75 13 81.25 7 43.75 5 31.25
ENSE00001269987-ENSE00001270109_30 0 0 1 0 0 0 0 1 0 0 0 2 1 0 0 5 0.3125 0 2 12 75 3 18.75 1 6.25 0 0 0 0
ENSE00001465324_3 7 8 10 10 9 6 9 14 25 38 26 34 48 54 7 35 340 21.25 6 54 0 0 0 0 16 100 8 50 7 43.75
ENSE00001478337 1 1 0 7 5 2 1 4 11 19 3 12 13 17 2 21 119 7.4375 0 21 1 6.25 3 18.75 12 75 6 37.5 1 6.25
ENSE00001104102 4 1 3 2 2 1 1 1 6 9 7 5 8 8 3 0 61 3.8125 0 9 1 6.25 4 25 11 68.75 0 0 0 0
ENSE00001001422 12 6 64 6 1 5 2 5 1 16 12 8 16 2 2 277 435 27.1875 1 277 0 0 2 12.5 14 87.5 6 37.5 2 12.5
ENSE00001169520 1 1 5 7 3 14 1 11 2 1 2 1 3 5 0 0 57 3.5625 0 14 2 12.5 5 31.25 9 56.25 2 12.5 0 0
ENSE00001461873_1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00000968966 0 0 0 1 0 0 1 0 0 1 0 1 1 1 0 1 7 0.4375 0 1 9 56.25 7 43.75 0 0 0 0 0 0
ENSE00000809476 2 2 1 1 2 1 0 2 6 5 6 11 7 12 0 15 73 4.5625 0 15 2 12.5 3 18.75 11 68.75 3 18.75 0 0
ENSE00001478261_2 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 2 0.125 0 1 14 87.5 2 12.5 0 0 0 0 0 0
ENSE00001415178_117 15 0 17 13 13 7 13 40 46 14 18 57 42 10 31 353 22.0625 0 57 1 6.25 0 0 15 93.75 13 81.25 5 31.25
ENSE00001329349_261 20 0 42 35 27 21 36 43 117 82 94 144 94 32 70 918 57.375 0 144 1 6.25 0 0 15 93.75 15 93.75 14 87.5
ENSE00001170868_1 1 0 0 0 0 0 0 0 0 1 0 1 3 1 0 0 7 0.4375 0 3 11 68.75 4 25 1 6.25 0 0 0 0
ENSE00000713847 6 14 141 13 10 6 13 29 28 36 33 20 30 43 5 21 448 28 5 141 0 0 0 0 16 100 12 75 8 50
ENSE00000923434 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001483537 76 50 110 97 34 8 39 71 177 265 141 176 337 235 58 202 2076 129.75 8 337 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00001437809 28 18 38 69 21 44 2 3 116 9 99 95 8 129 0 0 679 42.4375 0 129 2 12.5 0 0 14 87.5 10 62.5 9 56.25
ENSE00001130047 3 0 3 0 0 0 0 1 6 0 0 0 2 1 0 2 18 1.125 0 6 9 56.25 2 12.5 5 31.25 0 0 0 0
ENSE00001281490-ENSE0000128148413 8 16 31 17 23 26 25 52 99 51 61 68 102 17 11 620 38.75 8 102 0 0 0 0 16 100 15 93.75 10 62.5
ENSE00001330883 0 0 0 3 1 0 0 1 2 1 3 2 4 3 1 224 245 15.3125 0 224 5 31.25 4 25 7 43.75 1 6.25 1 6.25
ENSE00001493939 11 1 25 3 3 2 1 7 2 14 9 12 9 9 3 5 116 7.25 1 25 0 0 2 12.5 14 87.5 4 25 1 6.25
ENSE00000833892 10 2 3 8 0 9 4 1 10 6 3 1 23 2 0 6 88 5.5 0 23 2 12.5 2 12.5 12 75 1 6.25 1 6.25
ENSE00001281532 0 0 0 0 0 0 0 1 1 2 0 0 0 2 0 33 39 2.4375 0 33 11 68.75 2 12.5 3 18.75 1 6.25 1 6.25
ENSE00000923430 1 0 0 2 0 0 0 0 1 0 0 0 1 2 0 380 387 24.1875 0 380 10 62.5 3 18.75 3 18.75 1 6.25 1 6.25
ENSE00001130061_226 12 0 40 9 15 11 21 52 53 55 52 62 67 18 11 504 31.5 0 67 1 6.25 0 0 15 93.75 14 87.5 9 56.25
ENSE00001461873_5 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 181 184 11.5 0 181 13 81.25 1 6.25 2 12.5 1 6.25 1 6.25
ENSE00000903608 54 29 48 97 25 2 38 62 134 154 89 105 138 130 29 182 1316 82.25 2 182 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00000943531 9 16 5 3 8 15 12 1 38 15 26 18 54 35 6 15 276 17.25 1 54 0 0 1 6.25 15 93.75 10 62.5 4 25
ENSE00001475835_2 1 1 12 15 5 1 17 3 31 36 1 23 30 1 12 2 191 11.9375 1 36 0 0 5 31.25 11 68.75 8 50 4 25
ENSE00000962641-ENSE000009626421 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 4 0.25 0 2 13 81.25 2 12.5 1 6.25 0 0 0 0
ENSE00001117081 1 74 110 2 53 1 48 1 3 2 243 5 2 2 78 206 831 51.9375 1 243 0 0 3 18.75 13 81.25 7 43.75 7 43.75
ENSE00001379085_114 5 0 17 3 10 6 8 28 28 11 28 42 33 10 0 243 15.1875 0 42 2 12.5 0 0 14 87.5 8 50 5 31.25
ENSE00001144419_1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 0.125 0 2 15 93.75 0 0 1 6.25 0 0 0 0
ENSE00001190696 0 0 1 2 1 0 0 2 5 6 1 0 7 4 0 0 29 1.8125 0 7 7 43.75 3 18.75 6 37.5 0 0 0 0
ENSE00000655199 39 10 8 17 3 1 9 2 41 3 0 12 35 28 6 0 214 13.375 0 41 2 12.5 1 6.25 13 81.25 6 37.5 4 25
ENSE00000784949 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 2 0.125 0 1 14 87.5 2 12.5 0 0 0 0 0 0
ENSE00001305900-ENSE0000132640710 5 22 16 11 11 5 8 25 34 16 25 59 43 11 21 322 20.125 5 59 0 0 0 0 16 100 12 75 7 43.75
ENSE00001458291_1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0.1875 0 3 15 93.75 0 0 1 6.25 0 0 0 0
ENSE00000872183 1 0 1 2 0 0 0 1 1 2 2 2 2 0 0 65 79 4.9375 0 65 6 37.5 4 25 6 37.5 1 6.25 1 6.25
ENSE00000951714-ENSE000011589721 5 2 8 3 1 2 3 1 1 1 2 4 1 1 0 36 2.25 0 8 1 6.25 7 43.75 8 50 0 0 0 0
ENSE00001082913 1 1 12 4 4 5 1 2 3 17 11 8 16 10 3 88 186 11.625 1 88 0 0 3 18.75 13 81.25 5 31.25 1 6.25
ENSE00001461873_8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000962643 3 2 13 1 8 11 1 1 3 2 3 1 56 3 13 5 126 7.875 1 56 0 0 4 25 12 75 4 25 1 6.25
ENSE00001456605-ENSE000009841100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000809459 0 0 1 0 0 0 0 0 2 1 0 1 0 2 0 0 7 0.4375 0 2 11 68.75 3 18.75 2 12.5 0 0 0 0
ENSE00000924385 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 11 13 0.8125 0 11 13 81.25 2 12.5 1 6.25 1 6.25 0 0
ENSE00001483572 14 5 29 29 12 17 14 28 55 47 23 32 60 66 9 70 510 31.875 5 70 0 0 0 0 16 100 14 87.5 10 62.5
ENSE00000924384 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 39 40 2.5 0 39 14 87.5 1 6.25 1 6.25 1 6.25 1 6.25
ENSE00000984113 6 1 26 5 2 6 4 4 8 13 10 10 17 6 1 81 200 12.5 1 81 0 0 2 12.5 14 87.5 4 25 2 12.5
ENSE00001314398 1 19 22 43 1 34 12 1 83 43 1 2 1 2 25 106 396 24.75 1 106 0 0 5 31.25 11 68.75 9 56.25 7 43.75
ENSE00000733143 10 5 4 1 6 7 4 3 8 1 9 13 6 1 3 0 81 5.0625 0 13 1 6.25 3 18.75 12 75 1 6.25 0 0
ENSE00001160861_122 6 0 36 15 12 15 14 54 73 56 64 80 93 21 97 658 41.125 0 97 1 6.25 0 0 15 93.75 14 87.5 10 62.5
ENSE00001171430_1 0 0 0 0 0 0 1 0 2 2 2 1 0 5 0 22 35 2.1875 0 22 9 56.25 2 12.5 5 31.25 1 6.25 1 6.25
ENSE00001461873_2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00000892419 9 7 25 2 32 13 8 1 9 2 6 25 7 13 5 3 167 10.4375 1 32 0 0 1 6.25 15 93.75 5 31.25 3 18.75
ENSE00001168881 2 3 10 2 1 1 2 4 3 4 3 11 7 8 3 0 64 4 0 11 1 6.25 2 12.5 13 81.25 1 6.25 0 0
ENSE00001506203 0 0 0 0 0 0 0 0 0 1 1 0 1 1 0 0 4 0.25 0 1 12 75 4 25 0 0 0 0 0 0
ENSE00001498807_234 16 13 28 11 16 5 23 14 5 36 34 67 51 8 300 661 41.3125 5 300 0 0 0 0 16 100 13 81.25 8 50
ENSE00001269961 5 3 4 4 3 1 1 5 5 9 1 2 4 3 1 27 78 4.875 1 27 0 0 4 25 12 75 1 6.25 1 6.25
ENSE00001191811_221 21 0 54 21 26 17 41 86 61 44 101 128 132 36 0 789 49.3125 0 132 2 12.5 0 0 14 87.5 14 87.5 13 81.25
ENSE00001358924 6 3 4 3 2 3 1 4 18 10 7 14 12 12 3 44 146 9.125 1 44 0 0 1 6.25 15 93.75 5 31.25 1 6.25
ENSE00001191815 5 0 8 4 0 2 1 5 10 3 16 9 8 10 0 0 81 5.0625 0 16 4 25 1 6.25 11 68.75 1 6.25 0 0
ENSE00000962635 5 1 13 19 2 8 1 10 1 7 8 5 13 7 2 0 102 6.375 0 19 1 6.25 3 18.75 12 75 3 18.75 0 0
ENSE00001165146 9 2 68 18 5 9 2 13 26 39 2 28 21 40 5 22 309 19.3125 2 68 0 0 0 0 16 100 9 56.25 7 43.75
ENSE00001356006-ENSE000008789330 0 0 0 0 0 0 0 0 0 0 0 0 0 0 82 82 5.125 0 82 15 93.75 0 0 1 6.25 1 6.25 1 6.25
ENSE00001069565_2 0 0 1 0 0 0 0 1 0 1 0 0 1 0 0 0 4 0.25 0 1 12 75 4 25 0 0 0 0 0 0
ENSE00001458288 3 1 52 95 23 1 31 2 3 12 2 8 3 7 2 21 266 16.625 1 95 0 0 2 12.5 14 87.5 6 37.5 5 31.25
ENSE00001340208 0 3 2 3 1 3 1 6 9 9 9 5 12 6 0 0 69 4.3125 0 12 3 18.75 2 12.5 11 68.75 1 6.25 0 0
ENSE00001212269 17 9 34 1 11 21 7 16 7 29 14 20 48 56 5 5 300 18.75 1 56 0 0 1 6.25 15 93.75 10 62.5 5 31.25
ENSE00001168868-ENSE000011688600 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001304637-ENSE000013271078 9 5 1 7 2 5 15 2 5 28 1 1 4 8 25 126 7.875 1 28 0 0 3 18.75 13 81.25 3 18.75 2 12.5
ENSE00000923435 3 1 20 5 1 2 14 24 3 3 3 4 8 2 1 11 105 6.5625 1 24 0 0 3 18.75 13 81.25 4 25 1 6.25
ENSE00001456919 10 1 3 1 4 6 2 1 7 8 3 7 15 12 0 150 230 14.375 0 150 1 6.25 3 18.75 12 75 3 18.75 1 6.25
ENSE00000962639 1 1 105 134 83 94 97 90 15 1 244 206 276 447 62 178 2034 127.125 1 447 0 0 3 18.75 13 81.25 13 81.25 12 75
ENSE00001117083-ENSE0000111708852 22 38 40 15 35 24 43 92 124 81 78 154 121 26 20 965 60.3125 15 154 0 0 0 0 16 100 16 100 14 87.5
ENSE00001475792 19 1 24 3 3 3 3 2 2 8 8 3 6 12 1 3 101 6.3125 1 24 0 0 2 12.5 14 87.5 3 18.75 1 6.25
ENSE00001200448 50 18 21 37 22 17 18 25 62 94 38 89 52 89 16 123 771 48.1875 16 123 0 0 0 0 16 100 16 100 12 75
ENSE00000834681 0 1 1 1 0 0 0 0 1 3 3 0 1 1 0 0 12 0.75 0 3 8 50 6 37.5 2 12.5 0 0 0 0
ENSE00001253775_1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00001138109 106 72 113 1 83 74 2 110 283 5 1 2 1 371 71 373 1668 104.25 1 373 0 0 3 18.75 13 81.25 10 62.5 10 62.5
ENSE00001306402 0 0 1 0 0 0 0 0 0 1 2 0 1 1 0 2 8 0.5 0 2 10 62.5 4 25 2 12.5 0 0 0 0
ENSE00000962627 1 0 0 0 0 0 0 0 0 0 1 0 1 2 0 0 5 0.3125 0 2 12 75 3 18.75 1 6.25 0 0 0 0
ENSE00001461890_236 15 0 43 24 28 24 51 1 1 67 1 73 1 1 18 384 24 0 73 1 6.25 5 31.25 10 62.5 10 62.5 8 50
ENSE00001267213_5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 15 15 0.9375 0 15 15 93.75 0 0 1 6.25 1 6.25 0 0
ENSE00001452112_220 13 0 21 11 17 23 15 45 70 29 54 59 77 21 69 544 34 0 77 1 6.25 0 0 15 93.75 15 93.75 10 62.5
ENSE00001267213_2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001498803_1 8 20 19 45 28 35 20 40 41 147 87 83 78 104 19 63 837 52.3125 8 147 0 0 0 0 16 100 15 93.75 11 68.75
ENSE00000962640 4 1 25 4 3 2 1 24 13 11 9 9 52 17 1 61 237 14.8125 1 61 0 0 3 18.75 13 81.25 7 43.75 4 25
ENSE00000343045 109 77 112 172 42 100 104 80 284 242 225 230 295 411 38 194 2715 169.6875 38 411 0 0 0 0 16 100 16 100 16 100
ENSE00001082911 0 0 0 1 1 0 0 1 1 0 1 0 0 1 0 0 6 0.375 0 1 10 62.5 6 37.5 0 0 0 0 0 0
ENSE00000657761 32 12 14 11 7 5 0 9 34 10 16 39 40 12 4 202 447 27.9375 0 202 1 6.25 0 0 15 93.75 10 62.5 5 31.25
ENSE00001141279-ENSE0000090597427 7 13 18 3 3 8 7 43 21 17 30 22 31 11 167 428 26.75 3 167 0 0 0 0 16 100 11 68.75 7 43.75
ENSE00000809475 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 18 19 1.1875 0 18 14 87.5 1 6.25 1 6.25 1 6.25 0 0
ENSE00001140325 4 0 0 1 1 0 0 1 5 7 2 4 6 7 1 155 194 12.125 0 155 4 25 4 25 8 50 1 6.25 1 6.25
ENSE00001328829 0 0 0 0 2 1 0 1 2 0 4 4 1 4 1 1 21 1.3125 0 4 6 37.5 5 31.25 5 31.25 0 0 0 0
ENSE00001443673_2 1 1 0 3 1 1 0 0 1 1 2 1 2 3 0 12 29 1.8125 0 12 4 25 7 43.75 5 31.25 1 6.25 0 0
ENSE00000968172 204 17 64 79 42 26 48 64 1 340 125 124 1 3 35 95 1268 79.25 1 340 0 0 2 12.5 14 87.5 13 81.25 12 75
ENSE00001478261_1 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 2 0.125 0 1 14 87.5 2 12.5 0 0 0 0 0 0
ENSE00001253796 3 2 6 1 7 2 2 1 20 8 7 6 7 3 1 3 79 4.9375 1 20 0 0 3 18.75 13 81.25 1 6.25 0 0
ENSE00000900739 9 4 11 16 1 13 2 1 16 21 21 1 24 36 5 114 295 18.4375 1 114 0 0 3 18.75 13 81.25 9 56.25 5 31.25
ENSE00001278136 2 1 95 173 2 5 1 8 4 9 4 4 3 3 101 129 544 34 1 173 0 0 2 12.5 14 87.5 4 25 4 25
ENSE00001270026 1 1 2 1 1 1 1 1 2 1 1 1 7 6 1 0 28 1.75 0 7 1 6.25 11 68.75 4 25 0 0 0 0
ENSE00001104109 2 6 37 5 4 2 5 5 17 20 9 16 26 19 3 5 181 11.3125 2 37 0 0 0 0 16 100 6 37.5 2 12.5
ENSE00001493933 0 0 0 1 0 0 0 0 0 1 1 0 1 2 0 0 6 0.375 0 2 11 68.75 4 25 1 6.25 0 0 0 0
ENSE00001121693 28 1 19 1 39 24 1 28 1 2 1 2 58 73 19 51 348 21.75 1 73 0 0 5 31.25 11 68.75 9 56.25 7 43.75
ENSE00001277676 2 14 231 292 2 3 2 252 4 1 5 513 7 8 1 406 1743 108.9375 1 513 0 0 2 12.5 14 87.5 6 37.5 5 31.25
ENSE00001465324_420 15 10 24 18 10 16 20 48 34 30 38 59 56 11 0 409 25.5625 0 59 1 6.25 0 0 15 93.75 13 81.25 7 43.75
ENSE00001452113 43 23 21 40 15 26 24 39 53 96 1 64 95 2 23 0 565 35.3125 0 96 1 6.25 1 6.25 14 87.5 13 81.25 12 75
ENSE00001168874 123 48 72 2 61 2 57 3 3 10 2 3 4 4 1 221 616 38.5 1 221 0 0 1 6.25 15 93.75 6 37.5 6 37.5
ENSE00001144419_2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001409499 1 3 20 14 8 6 6 11 18 12 14 16 16 15 4 8 172 10.75 1 20 0 0 1 6.25 15 93.75 9 56.25 0 0
ENSE00001070181 6 6 3 19 7 15 5 7 8 22 20 1 18 26 5 0 168 10.5 0 26 1 6.25 1 6.25 14 87.5 6 37.5 2 12.5
ENSE00000924378 0 0 0 2 0 0 0 1 0 5 1 1 2 2 0 1 15 0.9375 0 5 8 50 4 25 4 25 0 0 0 0
ENSE00000984116-ENSE0000145659439 11 21 57 22 23 1 2 1 1 1 2 5 2 2 45 235 14.6875 1 57 0 0 4 25 12 75 7 43.75 6 37.5
ENSE00001043132 2 2 0 1 2 2 2 0 6 3 2 2 9 13 1 0 47 2.9375 0 13 3 18.75 2 12.5 11 68.75 1 6.25 0 0
ENSE00001193315 4 21 29 1 24 1 1 2 10 10 5 9 2 7 3 12 141 8.8125 1 29 0 0 3 18.75 13 81.25 4 25 3 18.75
ENSE00001277666 6 3 20 8 1 1 3 3 9 5 6 3 13 7 2 81 171 10.6875 1 81 0 0 2 12.5 14 87.5 3 18.75 1 6.25
ENSE00001245859-ENSE000011918019 8 5 2 2 2 1 1 1 22 1 1 30 2 2 4 93 5.8125 1 30 0 0 5 31.25 11 68.75 2 12.5 2 12.5
ENSE00001245837-ENSE000012458432 4 2 8 4 5 4 4 16 18 20 21 20 14 2 79 223 13.9375 2 79 0 0 0 0 16 100 7 43.75 2 12.5
ENSE00000943540-ENSE0000094354126 14 32 37 16 36 22 24 72 106 56 56 91 90 16 26 720 45 14 106 0 0 0 0 16 100 16 100 13 81.25
ENSE00001090027 1 0 0 0 1 0 0 1 5 8 2 2 4 3 1 0 28 1.75 0 8 6 37.5 4 25 6 37.5 0 0 0 0
ENSE00001281452-ENSE0000128144622 12 19 1 27 23 29 26 59 1 70 33 131 1 25 62 541 33.8125 1 131 0 0 3 18.75 13 81.25 13 81.25 11 68.75
ENSE00001162403 20 11 10 14 4 2 12 12 23 15 6 25 14 21 0 43 232 14.5 0 43 1 6.25 0 0 15 93.75 11 68.75 4 25
ENSE00001270120 0 0 0 1 0 1 0 0 0 1 2 0 3 0 0 0 8 0.5 0 3 11 68.75 3 18.75 2 12.5 0 0 0 0
ENSE00001159329 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001429066 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001281513 2 71 162 3 2 2 2 2 1 1 5 3 3 1 5 0 265 16.5625 0 162 1 6.25 3 18.75 12 75 2 12.5 2 12.5
ENSE00000750748-ENSE0000147992019 1 21 9 10 15 11 14 1 25 2 1 54 28 12 45 268 16.75 1 54 0 0 3 18.75 13 81.25 10 62.5 5 31.25
ENSE00001245851 20 21 23 4 19 5 15 22 57 7 1 41 64 97 21 90 507 31.6875 1 97 0 0 1 6.25 15 93.75 12 75 9 56.25
ENSE00001256867-ENSE0000111272615 7 12 12 7 1 8 13 31 45 30 37 52 55 5 48 378 23.625 1 55 0 0 1 6.25 15 93.75 11 68.75 7 43.75
ENSE00001191811_111 13 0 25 11 12 6 20 62 48 49 58 57 70 21 98 561 35.0625 0 98 1 6.25 0 0 15 93.75 14 87.5 9 56.25
ENSE00001117082 57 27 40 60 30 25 35 49 116 93 92 100 133 124 39 147 1167 72.9375 25 147 0 0 0 0 16 100 16 100 16 100
ENSE00001141306-ENSE0000114129935 25 47 45 36 25 33 34 132 108 115 118 125 153 33 84 1148 71.75 25 153 0 0 0 0 16 100 16 100 16 100
ENSE00000809466 2 0 2 1 1 1 2 5 14 10 4 1 7 19 1 5 75 4.6875 0 19 1 6.25 5 31.25 10 62.5 2 12.5 0 0
ENSE00001121718-ENSE0000143379430 10 23 1 13 1 15 31 2 4 49 46 1 3 15 43 287 17.9375 1 49 0 0 3 18.75 13 81.25 9 56.25 6 37.5
ENSE00001159061 4 2 14 15 1 1 1 22 1 4 29 2 8 2 9 3 118 7.375 1 29 0 0 4 25 12 75 4 25 2 12.5



ENSE00001104097 55 9 297 24 3 6 4 16 44 68 40 39 73 57 15 78 828 51.75 3 297 0 0 0 0 16 100 12 75 10 62.5
ENSE00001077053 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001082912 0 0 0 0 1 0 0 0 0 1 0 1 2 2 0 0 7 0.4375 0 2 11 68.75 3 18.75 2 12.5 0 0 0 0
ENSE00001001423 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00000923431 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001480636_6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001329349_155 20 0 39 22 27 18 33 43 97 69 94 137 95 32 84 865 54.0625 0 137 1 6.25 0 0 15 93.75 15 93.75 13 81.25
ENSE00001171419_5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001070179 1 5 5 4 3 1 3 3 1 16 3 10 1 10 1 6 73 4.5625 1 16 0 0 5 31.25 11 68.75 1 6.25 0 0
ENSE00001138120 60 38 38 3 1 3 21 36 1 2 2 6 4 1 22 12 250 15.625 1 60 0 0 3 18.75 13 81.25 7 43.75 6 37.5
ENSE00001269987-ENSE00001270109_20 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001190660 4 1 58 5 4 6 8 7 12 19 8 4 21 8 52 9 226 14.125 1 58 0 0 1 6.25 15 93.75 5 31.25 3 18.75
ENSE00001429886 2 0 0 1 0 0 0 0 5 0 6 5 4 2 0 12 37 2.3125 0 12 8 50 1 6.25 7 43.75 1 6.25 0 0
ENSE00001309348 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001179981 12 3 140 5 6 3 7 8 4 15 11 9 19 15 2 21 280 17.5 2 140 0 0 0 0 16 100 7 43.75 2 12.5
ENSE00000962631 2 1 2 4 1 5 1 4 2 4 3 2 9 5 1 75 121 7.5625 1 75 0 0 4 25 12 75 1 6.25 1 6.25
ENSE00001159029 8 4 3 3 0 1 2 1 9 0 3 4 13 18 0 44 113 7.0625 0 44 3 18.75 2 12.5 11 68.75 3 18.75 1 6.25
ENSE00001281553 54 36 18 14 33 50 35 43 102 89 84 161 121 171 49 103 1163 72.6875 14 171 0 0 0 0 16 100 16 100 14 87.5
ENSE00001461873_6 0 0 0 0 0 0 0 0 0 2 1 0 0 2 0 6 11 0.6875 0 6 12 75 1 6.25 3 18.75 0 0 0 0
ENSE00001130061_1 1 0 0 8 2 2 1 0 5 3 7 9 4 11 2 49 104 6.5 0 49 3 18.75 2 12.5 11 68.75 2 12.5 1 6.25
ENSE00000943539 5 1 82 3 5 4 3 1 7 18 10 9 5 12 1 13 179 11.1875 1 82 0 0 3 18.75 13 81.25 4 25 1 6.25
ENSE00000968967 2 0 0 0 1 0 0 0 0 0 0 2 0 0 1 0 6 0.375 0 2 12 75 2 12.5 2 12.5 0 0 0 0
ENSE00001480636_1 0 0 0 1 0 0 1 1 2 1 0 1 1 2 1 1 12 0.75 0 2 6 37.5 8 50 2 12.5 0 0 0 0
ENSE00000925350-ENSE000009253510 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0.0625 0 1 15 93.75 1 6.25 0 0 0 0 0 0
ENSE00001498807_3 5 1 26 10 3 2 3 11 14 9 8 11 16 16 2 8 145 9.0625 1 26 0 0 1 6.25 15 93.75 6 37.5 1 6.25
ENSE00001478202-ENSE000014781960 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 100 0 0 0 0 0 0 0 0
ENSE00001223953_2 4 2 0 9 4 4 3 5 16 21 12 16 31 27 4 39 197 12.3125 0 39 1 6.25 0 0 15 93.75 7 43.75 4 25
ENSE00000657759-ENSE000008789320 0 0 1 0 2 0 0 0 0 2 1 3 9 0 0 18 1.125 0 9 10 62.5 2 12.5 4 25 0 0 0 0
ENSE00001283602 37 5 36 28 11 19 12 31 84 71 20 40 72 44 12 26 548 34.25 5 84 0 0 0 0 16 100 15 93.75 10 62.5
ENSE00001138124 1 1 46 80 23 49 2 64 1 3 1 2 1 2 30 18 324 20.25 1 80 0 0 5 31.25 11 68.75 7 43.75 6 37.5
ENSE00001126578 1 0 3 0 0 0 1 0 2 2 2 2 1 1 0 1 16 1 0 3 6 37.5 5 31.25 5 31.25 0 0 0 0
ENSE00001223968 5 37 84 5 2 4 2 2 3 11 3 9 9 17 3 7 203 12.6875 2 84 0 0 0 0 16 100 4 25 2 12.5
ENSE00000943533-ENSE0000094353416 11 24 25 9 18 9 18 44 66 32 42 71 54 22 76 537 33.5625 9 76 0 0 0 0 16 100 14 87.5 10 62.5
ENSE00000655196 18 0 10 1 0 0 0 0 3 0 0 0 0 1 0 0 33 2.0625 0 18 11 68.75 2 12.5 3 18.75 1 6.25 0 0
ENSE00001461890_118 12 0 22 15 14 11 15 57 50 50 50 47 50 25 32 468 29.25 0 57 1 6.25 0 0 15 93.75 15 93.75 9 56.25
SUM per sample 5959 3606 9064 7094 4082 4506 3739 5561 10107 11006 8517 10401 13505 12172 4018 19006
Average per sample13.6 8.233 20.69 16.196 9.3196 10.29 8.5365 12.696 23.08 25.128 19.445 23.75 30.833 27.79 9.174 43.39
Min per sample 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Max per sample 204 185 297 357 138 234 168 252 515 418 244 513 448 447 137 527
Countif=0 119 157 173 108 138 139 132 122 97 88 103 100 76 74 159 143
Countif<1 119 157 173 108 138 139 132 122 97 88 103 100 76 74 159 143
% no coverage 27.2 35.84 39.5 24.658 31.507 31.74 30.137 27.854 22.15 20.091 23.516 22.83 17.352 16.895 36.3 32.65
Count=1 62 64 24 67 63 62 74 67 58 62 49 49 56 59 65 21
%=1 14.2 14.61 5.479 15.297 14.384 14.16 16.895 15.297 13.24 14.155 11.187 11.19 12.785 13.47 14.84 4.795
Count>1 257 217 241 263 237 237 232 249 283 288 286 289 306 305 214 274
%>1 58.7 49.54 55.02 60.046 54.11 54.11 52.968 56.849 64.61 65.753 65.297 65.98 69.863 69.635 48.86 62.56
Count>4X 183 152 201 197 161 164 152 172 213 220 199 205 237 226 155 245
%>4X 41.8 34.7 45.89 44.977 36.758 37.44 34.703 39.269 48.63 50.228 45.434 46.8 54.11 51.598 35.39 55.94
count>10X 124 101 164 138 109 104 104 125 151 155 141 151 171 171 113 202
%>10X 28.3 23.06 37.44 31.507 24.886 23.74 23.744 28.539 34.47 35.388 32.192 34.47 39.041 39.041 25.8 46.12
count>20X 84 52 122 95 64 63 52 81 111 114 99 112 123 129 72 158
%>20X 19.2 11.87 27.85 21.689 14.612 14.38 11.872 18.493 25.34 26.027 22.603 25.57 28.082 29.452 16.44 36.07
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p21 8.233 185
p24 8.537 168
p25 27.79 447
p27 9.174 137
c4 30.83 448
c11 13.61 204
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c13 12.7 252
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Exon Coverage
p2 p22 p13 p23 c9 p26 p9 c8 p15 p3 p19 c1 p1 p7 p5 p6
B2-1 B2-2 B2-3 B2-4 B2-5 B2-6 B2-7 B2-8 B2-9 B2-10 B2-11 B2-12 B2-13 B2-14 B2-15 B2-16 Sum B2 Min B2 Avg B2 Max B2 Countif=0 % no coverage count=1 %=1 countif=>1 %>1 countif=>10 %>10 countif=>20 %>20

ENSE00000943536-ENSE00000943537172 108 70 93 93 198 283 275 672 543 682 758 92 530 475 673 5717 70 357 758 0 0 0 0 16 100 16 100 16 100
ENSE00001180179 3 1 5 1 1 5 6 6 16 15 23 13 11 11 8 21 146 1 9.13 23 0 0 3 18.75 13 81.25 7 43.75 2 12.5
ENSE00000943543-ENSE0000094354446 31 29 47 35 37 119 79 199 148 236 218 185 216 175 300 2100 29 131 300 0 0 0 0 16 100 16 100 16 100
ENSE00000887594 104 70 58 43 35 92 219 133 67 377 421 429 365 350 248 457 3468 35 217 457 0 0 0 0 16 100 16 100 16 100
ENSE00001112736-ENSE000012570330 6 1 0 6 0 0 18 0 0 2 52 1 1 1 1 89 0 5.56 52 6 37.5 5 31.25 5 31.25 2 12.5 1 6.25
ENSE00000721468 745 544 404 276 331 977 548 844 1913 2920 1329 2929 2862 2841 2237 3815 25515 276 1595 3815 0 0 0 0 16 100 16 100 16 100
ENSE00000984111-ENSE0000098411220 35 27 25 22 59 89 57 211 154 196 261 142 94 86 210 1688 20 106 261 0 0 0 0 16 100 16 100 15 93.75
ENSE00001165105 28 20 22 17 7 29 23 26 118 77 102 32 40 67 38 58 704 7 44 118 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00001078306-ENSE000007331331 2 0 1 1 2 4 5 8 4 17 7 4 6 4 7 73 0 4.56 17 1 6.25 3 18.75 12 75 1 6.25 0 0
ENSE00001471238 1 0 2 2 1 1 1 2 2 1 1 4 1 1 1 0 21 0 1.31 4 2 12.5 9 56.25 5 31.25 0 0 0 0
ENSE00001316654 18 30 8 6 9 11 33 21 86 36 71 67 28 63 36 57 580 6 36.3 86 0 0 0 0 16 100 13 81.25 11 68.75
ENSE00001269987-ENSE00001270109_12 12 10 3 3 4 4 7 18 7 17 6 7 6 3 14 123 2 7.69 18 0 0 0 0 16 100 4 25 0 0
ENSE00000943545-ENSE00000943546210 133 131 111 61 253 290 227 621 613 717 598 599 735 241 815 6355 61 397 815 0 0 0 0 16 100 16 100 16 100
ENSE00000924372 4 6 2 0 8 8 6 6 18 26 28 13 29 39 25 20 238 0 14.9 39 1 6.25 0 0 15 93.75 8 50 5 31.25
ENSE00001493945-ENSE0000126993624 8 21 6 10 29 33 46 103 60 82 90 76 70 59 95 812 6 50.8 103 0 0 0 0 16 100 13 81.25 13 81.25 IRI59 c9
ENSE00001411597 93 113 93 96 61 270 221 192 172 546 373 464 497 575 385 755 4906 61 307 755 0 0 0 0 16 100 16 100 16 100
ENSE00000932582-ENSE000009325813 1 1 1 1 3 3 2 12 8 10 6 6 9 4 10 80 1 5 12 0 0 4 25 12 75 1 6.25 0 0
ENSE00001281545_1 44 28 19 26 52 44 61 102 207 160 119 315 197 126 151 248 1899 19 119 315 0 0 0 0 16 100 16 100 15 93.75
ENSE00001190570 28 20 18 15 15 29 38 37 137 114 105 80 86 106 93 147 1068 15 66.8 147 0 0 0 0 16 100 16 100 12 75
ENSE00001269922 15 22 10 10 20 44 41 22 133 91 158 121 94 111 80 174 1146 10 71.6 174 0 0 0 0 16 100 14 87.5 12 75
ENSE00001078308-ENSE000010783074 3 2 0 2 4 4 5 13 5 6 14 6 6 7 12 93 0 5.81 14 1 6.25 0 0 15 93.75 3 18.75 0 0
ENSE00000962626 81 90 51 61 42 146 160 139 388 304 419 321 365 387 270 580 3804 42 238 580 0 0 0 0 16 100 16 100 16 100
ENSE00001429778 5 2 2 1 2 10 11 13 15 18 28 19 17 21 15 26 205 1 12.8 28 0 0 1 6.25 15 93.75 10 62.5 3 18.75
ENSE00000924377-ENSE0000092437610 5 2 14 9 12 34 20 57 25 70 79 45 16 39 43 480 2 30 79 0 0 0 0 16 100 12 75 8 50
ENSE00001475052 0 0 5 1 3 1 11 13 3 6 23 12 2 3 2 1 86 0 5.38 23 2 12.5 3 18.75 11 68.75 4 25 1 6.25
ENSE00001295658 349 162 195 120 114 400 787 399 885 1021 1328 1131 925 987 838 1504 11145 114 697 1504 0 0 0 0 16 100 16 100 16 100
ENSE00001130061_3 85 70 50 49 49 154 153 158 348 319 360 424 424 451 343 588 4025 49 252 588 0 0 0 0 16 100 16 100 16 100
ENSE00001267213_4 49 55 21 27 21 52 96 83 263 173 180 277 188 212 144 277 2118 21 132 277 0 0 0 0 16 100 16 100 16 100
ENSE00000343040-ENSE00000343039144 65 29 29 30 103 125 97 269 344 161 219 330 407 213 427 2992 29 187 427 0 0 0 0 16 100 16 100 16 100
ENSE00001281496 16 19 11 7 4 13 11 24 60 37 71 50 50 38 47 66 524 4 32.8 71 0 0 0 0 16 100 14 87.5 9 56.25
ENSE00001193923_3 33 38 24 14 14 63 32 65 121 138 137 215 160 159 123 166 1502 14 93.9 215 0 0 0 0 16 100 16 100 14 87.5
ENSE00001106065 151 153 143 68 32 248 194 220 447 311 490 510 541 533 472 981 5494 32 343 981 0 0 0 0 16 100 16 100 16 100
ENSE00001329349_3 108 61 63 42 45 141 165 178 423 344 467 493 393 533 286 600 4342 42 271 600 0 0 0 0 16 100 16 100 16 100
ENSE00001159316-ENSE0000115930910 11 1 5 2 3 2 1 2 2 3 5 1 2 2 5 57 1 3.56 11 0 0 3 18.75 13 81.25 1 6.25 0 0
ENSE00001270115 9 4 6 3 3 12 13 21 29 10 25 26 34 24 21 33 273 3 17.1 34 0 0 0 0 16 100 10 62.5 8 50
ENSE00001048812-ENSE0000115703197 55 34 50 64 83 183 97 338 170 312 561 351 318 331 349 3393 34 212 561 0 0 0 0 16 100 16 100 16 100
ENSE00001408145 132 88 27 73 60 121 190 147 378 319 552 411 449 276 334 584 4141 27 259 584 0 0 0 0 16 100 16 100 16 100
ENSE00000900737 2 1 1 0 1 1 1 2 1 1 10 1 2 4 1 6 35 0 2.19 10 1 6.25 9 56.25 6 37.5 0 0 0 0
ENSE00000713843 324 192 289 160 224 385 567 443 814 1241 1577 822 1211 808 833 1511 11401 160 713 1577 0 0 0 0 16 100 16 100 16 100
ENSE00000809465-ENSE000008094631 1 1 1 3 7 9 7 22 20 23 14 13 23 21 16 182 1 11.4 23 0 0 4 25 12 75 8 50 4 25
ENSE00001278124 195 30 67 84 124 113 313 397 697 581 464 1126 965 1090 371 1491 8108 30 507 1491 0 0 0 0 16 100 16 100 16 100
ENSE00001138115 222 210 107 106 122 387 484 360 1075 1114 1207 1063 761 1020 692 1681 10611 106 663 1681 0 0 0 0 16 100 16 100 16 100
ENSE00000754701 14 11 13 9 2 20 32 19 44 33 58 44 37 35 43 65 479 2 29.9 65 0 0 0 0 16 100 14 87.5 9 56.25
ENSE00001465324_1 138 126 121 115 106 222 256 337 863 605 804 969 646 720 547 1069 7644 106 478 1069 0 0 0 0 16 100 16 100 16 100
ENSE00001112730-ENSE00001112733128 93 56 57 46 184 247 205 532 89 156 677 389 386 453 759 4457 46 279 759 0 0 0 0 16 100 16 100 16 100
ENSE00000943547 71 34 26 21 5 22 88 57 189 160 73 164 175 141 121 200 1547 5 96.7 200 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00000932592 102 55 32 33 27 90 87 107 416 407 426 307 301 6 295 435 3126 6 195 435 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00001479917_3 100 95 40 61 57 180 173 156 532 426 426 501 463 503 354 671 4738 40 296 671 0 0 0 0 16 100 16 100 16 100
ENSE00001171419_7 25 25 12 10 16 35 45 37 120 110 145 118 111 112 96 109 1126 10 70.4 145 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000924382 54 30 29 45 34 84 77 81 253 284 168 237 177 239 188 459 2439 29 152 459 0 0 0 0 16 100 16 100 16 100
ENSE00001474840 48 43 46 23 26 66 99 55 158 204 204 206 160 181 142 244 1905 23 119 244 0 0 0 0 16 100 16 100 16 100
ENSE00001456906-ENSE000011412575 9 6 4 8 10 12 11 49 25 29 51 39 66 15 45 384 4 24 66 0 0 0 0 16 100 10 62.5 7 43.75
ENSE00001069565_1 14 10 4 3 5 14 27 11 90 29 32 32 78 53 29 37 468 3 29.3 90 0 0 0 0 16 100 12 75 9 56.25
ENSE00001158952-ENSE000011589455 1 7 3 4 2 8 15 29 22 21 36 14 19 18 13 217 1 13.6 36 0 0 1 6.25 15 93.75 9 56.25 4 25
ENSE00000962645 156 98 40 59 67 163 161 80 418 472 422 333 470 607 464 573 4583 40 286 607 0 0 0 0 16 100 16 100 16 100
ENSE00001245683 4 17 5 4 7 12 21 7 19 29 32 29 19 22 23 19 269 4 16.8 32 0 0 0 0 16 100 11 68.75 6 37.5
ENSE00001159008 53 59 39 32 50 45 148 105 341 420 351 385 485 470 304 599 3886 32 243 599 0 0 0 0 16 100 16 100 16 100
ENSE00001104096 21 5 8 5 8 16 12 18 53 59 51 51 52 38 47 78 522 5 32.6 78 0 0 0 0 16 100 12 75 9 56.25
ENSE00000943530_2 1 1 8 9 11 1 28 17 50 0 13 55 1 0 1 1 197 0 12.3 55 2 12.5 6 37.5 8 50 6 37.5 3 18.75
ENSE00000892420 14 4 0 1 1 1 8 5 10 8 1 31 17 16 4 46 167 0 10.4 46 1 6.25 4 25 11 68.75 5 31.25 2 12.5
ENSE00001267455 9 13 7 4 7 21 28 24 71 39 87 64 65 61 37 89 626 4 39.1 89 0 0 0 0 16 100 12 75 11 68.75
ENSE00001328814 8 3 5 7 24 29 7 73 44 69 37 120 108 130 144 54 862 3 53.9 144 0 0 0 0 16 100 11 68.75 11 68.75
ENSE00001309424 150 105 47 56 105 269 208 257 555 788 256 783 623 802 729 1308 7041 47 440 1308 0 0 0 0 16 100 16 100 16 100
ENSE00000924371 11 17 4 9 6 38 24 20 90 97 48 59 47 73 83 71 697 4 43.6 97 0 0 0 0 16 100 13 81.25 10 62.5
ENSE00000984114-ENSE00000984115145 94 136 84 44 119 224 328 459 444 771 972 792 891 631 688 6822 44 426 972 0 0 0 0 16 100 16 100 16 100
ENSE00000943532 107 40 19 13 7 117 146 40 269 152 330 162 153 298 92 626 2571 7 161 626 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000924375-ENSE00000924374218 134 103 122 2 264 360 291 1094 623 1019 1134 639 809 581 963 8356 2 522 1134 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00001106051-ENSE00001106042119 84 46 48 41 177 148 133 454 389 270 345 407 433 311 647 4052 41 253 647 0 0 0 0 16 100 16 100 16 100
ENSE00001126597-ENSE000011265871 4 2 3 9 2 3 5 22 10 18 17 4 15 6 12 133 1 8.31 22 0 0 1 6.25 15 93.75 5 31.25 1 6.25
ENSE00001069586 16 18 12 11 11 31 26 16 67 67 92 70 72 76 74 92 751 11 46.9 92 0 0 0 0 16 100 16 100 10 62.5
ENSE00000761859 143 97 54 103 83 136 612 199 496 689 999 519 678 568 380 959 6715 54 420 999 0 0 0 0 16 100 16 100 16 100
ENSE00000784948-ENSE00000784947123 109 59 73 39 156 230 196 764 500 368 483 608 528 428 727 5391 39 337 764 0 0 0 0 16 100 16 100 16 100
ENSE00001480636_3 37 25 12 15 17 69 79 74 288 182 119 160 196 203 143 300 1919 12 120 300 0 0 0 0 16 100 16 100 13 81.25
ENSE00001461873_7 110 85 39 56 40 147 133 87 262 317 399 367 375 328 257 630 3632 39 227 630 0 0 0 0 16 100 16 100 16 100
ENSE00001223961 26 17 17 16 18 38 40 43 123 131 123 176 83 120 85 163 1219 16 76.2 176 0 0 0 0 16 100 16 100 12 75
ENSE00001297262-ENSE0000116513932 28 11 24 11 45 62 35 142 101 89 128 137 177 100 178 1300 11 81.3 178 0 0 0 0 16 100 16 100 14 87.5
ENSE00001223953_1 213 112 129 137 150 282 441 366 1144 838 837 1280 903 597 795 1013 9237 112 577 1280 0 0 0 0 16 100 16 100 16 100
ENSE00000943550 110 82 53 54 51 190 174 163 462 326 419 523 532 434 279 549 4401 51 275 549 0 0 0 0 16 100 16 100 16 100
ENSE00000657757-ENSE000006577560 0 1 3 9 0 5 17 3 0 0 44 0 0 1 0 83 0 5.19 44 8 50 2 12.5 6 37.5 2 12.5 1 6.25
ENSE00001267213_3 30 20 16 13 3 50 100 47 178 140 133 186 139 140 114 249 1558 3 97.4 249 0 0 0 0 16 100 15 93.75 12 75
ENSE00000514467 26 24 26 14 10 24 37 29 63 75 66 115 102 82 88 171 952 10 59.5 171 0 0 0 0 16 100 15 93.75 14 87.5
ENSE00001110217 73 104 110 83 103 276 152 260 488 53 106 801 730 555 600 772 5266 53 329 801 0 0 0 0 16 100 16 100 16 100
ENSE00001475020 4 3 2 2 5 13 15 9 1 17 31 53 2 15 10 13 195 1 12.2 53 0 0 1 6.25 15 93.75 7 43.75 2 12.5
ENSE00001145805 1 3 1 1 0 1 2 1 1 1 2 1 2 1 2 7 27 0 1.69 7 1 6.25 9 56.25 6 37.5 0 0 0 0
ENSE00000813879 95 92 79 63 49 133 267 144 259 345 904 320 265 437 293 458 4203 49 263 904 0 0 0 0 16 100 16 100 16 100
ENSE00001281407_1 12 11 9 6 7 16 10 22 56 19 35 38 30 41 34 54 400 6 25 56 0 0 0 0 16 100 12 75 8 50
ENSE00001158962-ENSE0000115895728 34 26 72 43 21 110 106 304 217 241 493 247 271 169 297 2679 21 167 493 0 0 0 0 16 100 16 100 16 100
ENSE00001170876 10 23 9 1 10 20 52 25 80 19 91 50 133 121 34 51 729 1 45.6 133 0 0 1 6.25 15 93.75 12 75 10 62.5
ENSE00000469826 0 0 1 1 0 0 0 1 4 6 3 10 5 6 4 12 53 0 3.31 12 5 31.25 3 18.75 8 50 1 6.25 0 0
ENSE00001245827-ENSE00001191782183 176 168 177 192 448 553 211 997 738 1111 1410 1289 1513 896 1759 11821 168 739 1759 0 0 0 0 16 100 16 100 16 100
ENSE00001281423 213 135 107 141 128 390 384 378 10 1086 1111 890 970 958 656 1235 8792 10 550 1235 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00000924387 3 1 1 1 3 2 3 2 8 5 5 3 2 7 5 4 55 1 3.44 8 0 0 3 18.75 13 81.25 0 0 0 0
ENSE00001461873_3 101 41 36 36 39 120 164 118 311 328 477 334 276 340 257 438 3416 36 214 477 0 0 0 0 16 100 16 100 16 100
ENSE00000742217 72 61 60 60 41 153 360 156 335 309 990 356 258 299 215 442 4167 41 260 990 0 0 0 0 16 100 16 100 16 100
ENSE00001126610 22 16 10 15 14 43 39 40 136 81 88 119 93 86 60 113 975 10 60.9 136 0 0 0 0 16 100 15 93.75 12 75
ENSE00000863760-ENSE0000086375962 133 139 119 95 248 316 267 800 681 820 769 706 722 498 921 7296 62 456 921 0 0 0 0 16 100 16 100 16 100
ENSE00001284066 29 20 10 13 16 53 57 60 167 130 247 176 143 142 131 194 1588 10 99.3 247 0 0 0 0 16 100 15 93.75 12 75
ENSE00001106059 270 184 179 76 116 414 6 377 961 1155 908 1275 1030 961 794 1643 10349 6 647 1643 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00001112739 27 18 26 25 15 37 50 39 64 43 118 106 94 86 83 146 977 15 61.1 146 0 0 0 0 16 100 16 100 14 87.5
ENSE00000729668 151 107 137 107 124 231 481 297 724 816 356 1023 654 881 612 1231 7932 107 496 1231 0 0 0 0 16 100 16 100 16 100
ENSE00000932579 6 7 1 1 0 3 1 2 16 12 9 10 5 5 9 10 97 0 6.06 16 1 6.25 3 18.75 12 75 2 12.5 0 0
ENSE00001212332-ENSE0000114132413 21 7 12 8 28 39 14 71 44 61 75 69 69 52 117 700 7 43.8 117 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00000754703 80 70 100 57 64 123 331 142 387 440 812 445 310 382 240 483 4466 57 279 812 0 0 0 0 16 100 16 100 16 100
ENSE00001171419_4 3 1 1 0 1 1 2 0 1 1 2 0 2 2 1 2 20 0 1.25 3 3 18.75 7 43.75 6 37.5 0 0 0 0
ENSE00001185434 84 31 27 33 30 46 76 77 168 151 249 160 190 205 159 158 1844 27 115 249 0 0 0 0 16 100 16 100 16 100
ENSE00000932591-ENSE00000932590277 152 87 118 99 328 402 255 1039 986 911 938 867 869 714 1085 9127 87 570 1085 0 0 0 0 16 100 16 100 16 100
ENSE00001303508 112 174 97 95 81 296 566 351 796 883 789 686 490 578 875 2967 9836 81 615 2967 0 0 0 0 16 100 16 100 16 100
ENSE00001160861_2 238 168 112 91 103 421 173 295 843 628 796 880 873 950 680 1255 8506 91 532 1255 0 0 0 0 16 100 16 100 16 100
ENSE00000943535 594 532 242 158 276 699 1248 580 1791 1584 1774 2004 2189 2057 2058 4176 21962 158 1373 4176 0 0 0 0 16 100 16 100 16 100
ENSE00000932597-ENSE0000093259618 32 13 27 26 55 98 52 270 189 320 217 156 176 174 217 2040 13 128 320 0 0 0 0 16 100 16 100 14 87.5
ENSE00001270031 0 1 1 1 1 4 2 1 1 4 1 1 1 4 1 3 27 0 1.69 4 1 6.25 10 62.5 5 31.25 0 0 0 0
ENSE00000968964 248 151 90 86 100 339 210 427 1000 1018 755 678 801 682 637 1002 8224 86 514 1018 0 0 0 0 16 100 16 100 16 100
ENSE00001480636_2 6 12 3 5 3 10 14 7 105 32 15 26 20 36 62 31 387 3 24.2 105 0 0 0 0 16 100 10 62.5 6 37.5
ENSE00000655197 132 53 76 67 38 126 161 131 264 209 415 308 381 301 237 502 3401 38 213 502 0 0 0 0 16 100 16 100 16 100
ENSE00001055171 29 28 13 15 4 41 20 59 47 90 37 68 104 86 64 148 853 4 53.3 148 0 0 0 0 16 100 15 93.75 12 75
ENSE00001159037 161 151 72 46 97 261 236 270 454 780 539 694 593 517 641 976 6488 46 406 976 0 0 0 0 16 100 16 100 16 100
ENSE00001169238 10 8 18 5 9 17 21 24 76 69 127 107 57 51 26 51 676 5 42.3 127 0 0 0 0 16 100 12 75 10 62.5
ENSE00001127023 78 65 34 30 21 91 101 69 231 180 235 242 218 171 144 402 2312 21 145 402 0 0 0 0 16 100 16 100 16 100
ENSE00001171419_2 18 11 2 9 8 25 23 18 58 63 63 73 70 77 54 61 633 2 39.6 77 0 0 0 0 16 100 13 81.25 10 62.5
ENSE00001478130 3 2 6 1 1 1 7 4 7 7 11 6 12 7 8 10 93 1 5.81 12 0 0 3 18.75 13 81.25 2 12.5 0 0
ENSE00000887593-ENSE0000088759229 21 11 21 13 46 42 40 126 127 83 103 139 135 125 189 1250 11 78.1 189 0 0 0 0 16 100 16 100 14 87.5
ENSE00001331210 48 27 46 37 30 91 102 120 202 228 208 228 220 185 173 370 2315 27 145 370 0 0 0 0 16 100 16 100 16 100
ENSE00001443673_1 3 75 31 1 3 3 3 4 6 8 6 7 8 7 3 15 183 1 11.4 75 0 0 1 6.25 15 93.75 3 18.75 2 12.5
ENSE00000943538 101 38 12 43 30 47 127 87 99 83 287 312 372 67 170 197 2072 12 130 372 0 0 0 0 16 100 16 100 15 93.75
ENSE00001171430_3 155 133 105 110 66 280 291 256 788 651 948 745 596 733 561 794 7212 66 451 948 0 0 0 0 16 100 16 100 16 100
ENSE00001168292-ENSE00001474842148 80 45 87 63 202 174 156 520 520 361 456 459 427 346 596 4640 45 290 596 0 0 0 0 16 100 16 100 16 100
ENSE00000863754 2 1 27 19 7 1 80 55 46 4 2 38 2 2 2 27 315 1 19.7 80 0 0 2 12.5 14 87.5 7 43.75 6 37.5
ENSE00001456928-ENSE00001414521203 148 62 54 96 254 263 200 700 523 58 695 400 251 452 648 5007 54 313 700 0 0 0 0 16 100 16 100 16 100
ENSE00000920434 13 11 10 10 3 35 49 32 109 93 94 104 77 88 62 49 839 3 52.4 109 0 0 0 0 16 100 13 81.25 11 68.75
ENSE00001141291-ENSE0000114128536 19 13 6 11 40 32 34 105 142 64 107 194 85 61 101 1050 6 65.6 194 0 0 0 0 16 100 15 93.75 12 75
ENSE00001220019-ENSE0000071383657 39 22 28 26 85 58 53 159 190 153 140 136 194 109 256 1705 22 107 256 0 0 0 0 16 100 16 100 16 100
ENSE00001082914 21 21 12 6 8 41 34 25 73 72 81 56 62 65 61 115 753 6 47.1 115 0 0 0 0 16 100 14 87.5 13 81.25
ENSE00000765449 28 29 46 37 24 108 155 60 202 150 431 185 203 223 187 297 2365 24 148 431 0 0 0 0 16 100 16 100 16 100
ENSE00001278189 358 231 166 85 91 402 482 475 855 978 232 1088 864 1028 447 1521 9303 85 581 1521 0 0 0 0 16 100 16 100 16 100
ENSE00000910346 2 2 4 1 2 4 2 4 4 10 14 8 16 8 11 16 108 1 6.75 16 0 0 1 6.25 15 93.75 4 25 0 0
ENSE00001281466 89 73 50 38 49 136 102 109 237 310 369 294 254 307 244 381 3042 38 190 381 0 0 0 0 16 100 16 100 16 100
ENSE00000962633 14 10 10 11 7 22 23 18 63 74 65 68 53 70 53 94 655 7 40.9 94 0 0 0 0 16 100 13 81.25 10 62.5
ENSE00001171419_3 33 28 20 22 13 68 62 61 116 134 141 130 145 168 149 173 1463 13 91.4 173 0 0 0 0 16 100 16 100 14 87.5
ENSE00000655195-ENSE000008924182 1 1 1 3 3 6 1 2 5 1 2 0 1 1 4 34 0 2.13 6 1 6.25 7 43.75 8 50 0 0 0 0
ENSE00000809479 43 40 15 13 6 81 11 54 133 163 231 142 224 207 132 267 1762 6 110 267 0 0 0 0 16 100 15 93.75 12 75
ENSE00000924383 37 37 15 22 19 55 56 42 175 212 179 156 153 144 151 227 1680 15 105 227 0 0 0 0 16 100 16 100 14 87.5
ENSE00001465324_2 26 18 6 9 14 39 40 21 89 146 101 183 73 126 80 57 1028 6 64.3 183 0 0 0 0 16 100 14 87.5 12 75
ENSE00001169473 78 58 70 42 42 140 209 161 241 339 307 358 343 370 208 501 3467 42 217 501 0 0 0 0 16 100 16 100 16 100
ENSE00000846663 25 22 26 19 11 45 100 51 144 121 186 148 114 131 99 178 1420 11 88.8 186 0 0 0 0 16 100 16 100 14 87.5
ENSE00000665105 28 18 25 11 12 23 40 53 66 67 56 78 61 70 63 110 781 11 48.8 110 0 0 0 0 16 100 16 100 13 81.25
ENSE00000665121 18 14 23 16 18 29 25 49 53 114 54 137 80 113 93 185 1021 14 63.8 185 0 0 0 0 16 100 16 100 12 75
ENSE00000923437 14 23 12 7 7 45 14 32 103 151 93 69 117 37 40 121 885 7 55.3 151 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00001321116 151 162 127 68 112 489 369 253 739 578 822 883 564 680 821 1049 7867 68 492 1049 0 0 0 0 16 100 16 100 16 100
ENSE00001475019 286 223 274 25 197 366 42 520 859 1445 2039 1592 1126 1333 1011 1961 13299 25 831 2039 0 0 0 0 16 100 16 100 16 100
ENSE00001104100 291 204 91 166 120 403 285 366 987 1163 979 1181 1006 1039 854 1474 10609 91 663 1474 0 0 0 0 16 100 16 100 16 100
ENSE00001479917_2 179 126 56 79 64 239 307 223 819 514 589 639 566 713 489 822 6424 56 402 822 0 0 0 0 16 100 16 100 16 100
ENSE00001308176 98 87 92 58 79 224 178 211 595 344 612 638 466 611 594 887 5774 58 361 887 0 0 0 0 16 100 16 100 16 100
ENSE00001290782 102 69 37 47 58 177 166 114 326 326 262 334 515 407 334 595 3869 37 242 595 0 0 0 0 16 100 16 100 16 100
ENSE00001498807_1 28 33 9 9 7 36 51 27 112 105 96 83 110 67 88 121 982 7 61.4 121 0 0 0 0 16 100 13 81.25 13 81.25
ENSE00001117085 156 90 64 93 90 202 261 248 526 620 531 707 692 509 415 625 5829 64 364 707 0 0 0 0 16 100 16 100 16 100
ENSE00001006576 98 57 21 32 19 185 199 97 317 447 360 252 311 308 232 309 3244 19 203 447 0 0 0 0 16 100 16 100 15 93.75
ENSE00000968173 41 16 18 26 14 41 21 40 119 133 164 106 137 167 74 200 1317 14 82.3 200 0 0 0 0 16 100 16 100 13 81.25
ENSE00001278143 62 74 49 41 42 107 149 136 277 267 442 390 241 317 263 393 3250 41 203 442 0 0 0 0 16 100 16 100 16 100
ENSE00001112731 141 85 64 108 55 131 181 189 102 436 339 798 441 697 424 1120 5311 55 332 1120 0 0 0 0 16 100 16 100 16 100
ENSE00001159339 263 175 111 157 129 421 463 423 934 246 1206 1368 472 917 617 1346 9248 111 578 1368 0 0 0 0 16 100 16 100 16 100
ENSE00001104104 141 120 45 91 69 205 260 189 589 127 662 381 462 652 292 747 5032 45 315 747 0 0 0 0 16 100 16 100 16 100
ENSE00000754705 38 34 17 25 17 29 64 33 92 143 157 61 46 104 62 91 1013 17 63.3 157 0 0 0 0 16 100 16 100 14 87.5
ENSE00001193923_4 213 135 82 77 114 323 192 279 627 709 655 831 742 613 536 864 6992 77 437 864 0 0 0 0 16 100 16 100 16 100
ENSE00000727739-ENSE0000072773512 17 4 8 17 25 16 26 66 76 83 54 61 52 49 90 656 4 41 90 0 0 0 0 16 100 14 87.5 10 62.5
ENSE00001281416 23 9 19 1 25 55 23 26 82 216 63 99 70 50 71 102 934 1 58.4 216 0 0 1 6.25 15 93.75 14 87.5 13 81.25
ENSE00000873725-ENSE000008737241 1 1 2 9 1 15 7 12 6 35 118 4 6 9 6 233 1 14.6 118 0 0 4 25 12 75 4 25 2 12.5
ENSE00000968968 22 14 4 8 8 29 17 30 67 86 74 68 61 75 58 111 732 4 45.8 111 0 0 0 0 16 100 13 81.25 11 68.75
ENSE00001274058 96 64 87 59 55 162 400 142 326 316 846 444 344 357 273 536 4507 55 282 846 0 0 0 0 16 100 16 100 16 100
ENSE00001126604 13 9 3 6 9 28 33 12 76 88 51 79 73 54 59 55 648 3 40.5 88 0 0 0 0 16 100 12 75 10 62.5
ENSE00001206769 66 75 79 35 20 149 86 105 248 327 136 300 251 241 241 372 2731 20 171 372 0 0 0 0 16 100 16 100 15 93.75
ENSE00000900741 267 200 189 140 91 315 391 270 714 1024 715 778 1006 787 687 1271 8845 91 553 1271 0 0 0 0 16 100 16 100 16 100
ENSE00000833891 0 12 16 8 1 20 20 14 35 36 69 36 27 28 40 52 414 0 25.9 69 1 6.25 1 6.25 14 87.5 13 81.25 8 50
ENSE00001281407_2 29 6 19 3 2 27 23 10 127 45 45 21 30 15 15 50 467 2 29.2 127 0 0 0 0 16 100 12 75 9 56.25
ENSE00001281439-ENSE0000128143323 14 6 7 13 28 23 37 117 84 73 99 57 64 63 93 801 6 50.1 117 0 0 0 0 16 100 14 87.5 12 75
ENSE00001456950 11 5 2 3 4 16 27 1 18 32 17 38 16 37 41 23 291 1 18.2 41 0 0 1 6.25 15 93.75 11 68.75 6 37.5
ENSE00001159015 195 267 176 115 199 480 850 392 1367 1103 817 1464 1628 1527 1494 2566 14640 115 915 2566 0 0 0 0 16 100 16 100 16 100
ENSE00001415178_2 173 103 106 96 126 322 259 291 585 653 598 944 654 797 560 904 7171 96 448 944 0 0 0 0 16 100 16 100 16 100
ENSE00000809468 53 3 9 4 3 6 18 5 12 19 44 7 14 11 9 3 220 3 13.8 53 0 0 0 0 16 100 7 43.75 2 12.5
ENSE00001480636_4 24 53 7 22 23 37 83 94 256 275 184 252 231 235 167 370 2313 7 145 370 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00000943530_1 0 1 46 70 52 2 326 317 581 4 457 552 4 5 5 11 2433 0 152 581 1 6.25 1 6.25 14 87.5 9 56.25 8 50
ENSE00001117084-ENSE000012836095 2 1 0 1 1 5 2 11 9 12 12 9 5 9 14 98 0 6.13 14 1 6.25 3 18.75 12 75 4 25 0 0
ENSE00001465324_5 163 196 156 119 134 416 502 449 1345 1058 950 1031 843 992 803 1451 10608 119 663 1451 0 0 0 0 16 100 16 100 16 100
ENSE00000962634 229 148 65 134 107 453 362 227 1046 408 1138 1193 601 789 728 600 8228 65 514 1193 0 0 0 0 16 100 16 100 16 100
ENSE00001281545_2 31 29 21 28 50 39 82 99 231 154 120 308 190 173 146 213 1914 21 120 308 0 0 0 0 16 100 16 100 16 100
ENSE00001193923_2 170 148 115 89 96 255 249 283 588 719 607 774 525 711 535 945 6809 89 426 945 0 0 0 0 16 100 16 100 16 100
ENSE00000925352 78 46 35 44 32 118 91 103 231 257 450 323 240 282 182 376 2888 32 181 450 0 0 0 0 16 100 16 100 16 100
ENSE00001159345 76 103 52 61 61 200 187 170 428 393 562 354 400 451 356 590 4444 52 278 590 0 0 0 0 16 100 16 100 16 100
ENSE00001159322 111 78 57 68 44 151 143 132 385 250 511 416 392 403 272 435 3848 44 241 511 0 0 0 0 16 100 16 100 16 100
ENSE00001119977 49 52 39 46 44 93 217 133 234 179 225 315 336 366 304 491 3123 39 195 491 0 0 0 0 16 100 16 100 16 100
ENSE00001112727-ENSE0000125689238 37 67 3 50 162 194 176 489 416 325 455 388 419 419 900 4538 3 284 900 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00000943542 165 97 74 95 53 211 230 198 561 485 594 537 618 494 406 615 5433 53 340 618 0 0 0 0 16 100 16 100 16 100
ENSE00000913570-ENSE000007296739 9 14 5 9 23 42 36 67 67 102 99 68 64 42 91 747 5 46.7 102 0 0 0 0 16 100 12 75 11 68.75
ENSE00000925353 24 15 15 4 22 40 29 36 2 67 109 62 79 77 52 117 750 2 46.9 117 0 0 0 0 16 100 14 87.5 12 75
ENSE00000962632 1 5 2 2 1 10 8 1 4 18 16 13 5 15 7 19 127 1 7.94 19 0 0 3 18.75 13 81.25 5 31.25 0 0
ENSE00000962644 108 115 52 64 60 228 160 146 502 569 365 540 486 687 421 584 5087 52 318 687 0 0 0 0 16 100 16 100 16 100
ENSE00001452112_1 21 14 10 14 11 38 23 28 67 68 104 91 75 103 63 112 842 10 52.6 112 0 0 0 0 16 100 15 93.75 12 75
ENSE00001126569-ENSE0000112656022 15 11 1 8 26 35 25 100 75 80 106 61 66 61 106 798 1 49.9 106 0 0 1 6.25 15 93.75 14 87.5 12 75
ENSE00001465326 19 20 9 8 15 62 48 46 79 158 95 106 131 93 84 83 1056 8 66 158 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00000887588 75 53 73 37 41 89 253 94 240 246 521 308 220 211 184 330 2975 37 186 521 0 0 0 0 16 100 16 100 16 100
ENSE00001475835_1 26 17 3 7 3 26 38 27 97 52 76 104 78 85 52 103 794 3 49.6 104 0 0 0 0 16 100 13 81.25 12 75
ENSE00001253775_2 42 40 19 17 16 42 51 63 171 109 162 213 73 130 114 185 1447 16 90.4 213 0 0 0 0 16 100 16 100 13 81.25
ENSE00000932580 4 7 7 14 10 20 13 31 139 142 215 84 122 52 118 198 1176 4 73.5 215 0 0 0 0 16 100 12 75 9 56.25
ENSE00000943548-ENSE0000094354918 14 6 11 7 11 35 20 67 24 107 73 59 48 70 69 639 6 39.9 107 0 0 0 0 16 100 14 87.5 9 56.25
ENSE00000962636-ENSE000009626372 3 2 3 4 6 14 7 33 15 29 24 13 21 12 33 221 2 13.8 33 0 0 0 0 16 100 9 56.25 5 31.25
ENSE00001270105 0 0 21 1 1 0 1 7 2 0 1 15 4 1 0 1 55 0 3.44 21 5 31.25 6 37.5 5 31.25 2 12.5 1 6.25
ENSE00001269151 536 329 175 149 180 677 648 302 1526 1077 1297 1026 1465 1265 1002 1667 13321 149 833 1667 0 0 0 0 16 100 16 100 16 100
ENSE00001379085_2 111 80 46 47 36 141 154 151 579 293 298 453 403 464 228 231 3715 36 232 579 0 0 0 0 16 100 16 100 16 100
ENSE00001295793 24 2 6 3 1 2 4 1 2 4 36 4 1 2 1 2 95 1 5.94 36 0 0 4 25 12 75 2 12.5 2 12.5
ENSE00001303161 1 1 1 1 1 3 2 2 5 3 1 10 1 0 1 1 34 0 2.13 10 1 6.25 9 56.25 6 37.5 0 0 0 0
ENSE00001330125 64 95 47 35 34 59 120 133 346 434 122 355 358 299 298 432 3231 34 202 434 0 0 0 0 16 100 16 100 16 100
ENSE00001148964 45 27 24 23 19 57 65 1 131 166 242 74 139 121 54 178 1366 1 85.4 242 0 0 1 6.25 15 93.75 15 93.75 14 87.5
ENSE00001168852 3 6 1 6 2 16 20 11 31 29 29 31 26 19 26 27 283 1 17.7 31 0 0 1 6.25 15 93.75 11 68.75 7 43.75
ENSE00000924386 30 10 12 8 18 43 24 25 71 63 72 84 91 62 85 96 794 8 49.6 96 0 0 0 0 16 100 14 87.5 12 75
ENSE00001310093 45 20 13 13 7 49 29 30 69 101 89 102 52 89 69 120 897 7 56.1 120 0 0 0 0 16 100 15 93.75 12 75
ENSE00000727732 27 21 34 9 14 48 90 41 109 136 285 130 122 144 117 155 1482 9 92.6 285 0 0 0 0 16 100 15 93.75 14 87.5
ENSE00000813880 114 95 63 30 42 68 209 95 322 285 354 197 354 346 198 362 3134 30 196 362 0 0 0 0 16 100 16 100 16 100
ENSE00001106043 4 18 18 15 8 36 56 37 79 86 82 137 94 103 70 142 985 4 61.6 142 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00001493940 39 20 17 26 25 44 65 36 183 113 505 162 154 139 121 214 1863 17 116 505 0 0 0 0 16 100 16 100 14 87.5
ENSE00001303077 25 18 6 3 7 28 33 16 90 104 121 89 70 33 65 104 812 3 50.8 121 0 0 0 0 16 100 13 81.25 11 68.75
ENSE00001281459 43 40 49 37 35 110 78 96 160 219 332 192 197 282 210 189 2269 35 142 332 0 0 0 0 16 100 16 100 16 100
ENSE00000924373 12 15 6 10 3 4 25 15 33 47 61 25 38 58 26 93 471 3 29.4 93 0 0 0 0 16 100 12 75 9 56.25
ENSE00000657754-ENSE000008789318 6 1 2 2 5 1 6 1 1 1 24 335 5 2 1 401 1 25.1 335 0 0 6 37.5 10 62.5 2 12.5 2 12.5
ENSE00000968171 10 12 5 8 4 22 24 22 57 39 85 32 62 56 40 53 531 4 33.2 85 0 0 0 0 16 100 12 75 11 68.75
ENSE00001141319-ENSE00001141314131 87 58 50 86 166 228 150 494 436 644 587 428 604 409 696 5254 50 328 696 0 0 0 0 16 100 16 100 16 100
ENSE00001281474 97 54 44 42 58 160 143 139 404 333 307 470 399 398 328 617 3993 42 250 617 0 0 0 0 16 100 16 100 16 100
ENSE00001193923_1 30 24 22 1 14 35 53 31 109 67 132 101 131 130 75 162 1117 1 69.8 162 0 0 1 6.25 15 93.75 15 93.75 14 87.5
ENSE00001119969-ENSE00001119968404 107 522 1 178 104 3 1 2473 222 3 2 1 1 1 988 5011 1 313 2473 0 0 5 31.25 11 68.75 8 50 8 50
ENSE00001479917_1 45 18 14 8 9 16 48 10 145 41 44 53 69 84 39 70 713 8 44.6 145 0 0 0 0 16 100 13 81.25 10 62.5
ENSE00001267213_1 5 2 2 2 0 6 13 13 18 14 16 24 19 23 14 13 184 0 11.5 24 1 6.25 0 0 15 93.75 10 62.5 2 12.5
ENSE00000705087 3 5 6 1 4 5 4 7 13 22 8 15 26 23 29 40 211 1 13.2 40 0 0 1 6.25 15 93.75 7 43.75 5 31.25
ENSE00001345324 4 3 1 2 2 2 9 2 7 2 1 4 1 13 12 9 74 1 4.63 13 0 0 3 18.75 13 81.25 2 12.5 0 0
ENSE00000721463 762 478 426 471 342 964 953 1005 1671 2523 2384 2673 3263 2689 2019 4127 26750 342 1672 4127 0 0 0 0 16 100 16 100 16 100
ENSE00001498801 103 64 77 64 62 193 364 178 480 393 782 457 425 526 330 563 5061 62 316 782 0 0 0 0 16 100 16 100 16 100
ENSE00001001421 113 77 45 53 54 125 174 177 448 414 518 385 386 420 347 515 4251 45 266 518 0 0 0 0 16 100 16 100 16 100
ENSE00001189058 11 18 11 6 8 30 34 16 88 58 142 57 40 76 55 85 735 6 45.9 142 0 0 0 0 16 100 14 87.5 10 62.5
ENSE00001171419_6 3 8 1 2 2 9 8 8 20 35 26 26 23 23 13 36 243 1 15.2 36 0 0 1 6.25 15 93.75 8 50 6 37.5
ENSE00000923438 19 14 19 2 18 44 67 41 136 145 22 137 141 84 114 212 1215 2 75.9 212 0 0 0 0 16 100 15 93.75 11 68.75
ENSE00000985817 49 43 60 26 26 71 156 49 217 203 374 213 174 186 162 281 2290 26 143 374 0 0 0 0 16 100 16 100 16 100
ENSE00001480636_5 48 69 24 55 38 83 96 108 355 284 269 239 256 322 208 365 2819 24 176 365 0 0 0 0 16 100 16 100 16 100
ENSE00001456937 382 281 320 220 174 597 924 669 1384 1723 1367 1792 1585 1586 1111 2326 16441 174 1028 2326 0 0 0 0 16 100 16 100 16 100
ENSE00000809472-ENSE000008094709 5 1 1 2 2 8 6 6 20 16 10 6 18 12 28 150 1 9.38 28 0 0 2 12.5 14 87.5 5 31.25 1 6.25
ENSE00001452112_3 173 109 71 107 66 254 215 200 492 743 532 789 609 672 506 857 6395 66 400 857 0 0 0 0 16 100 16 100 16 100
ENSE00001160722 74 42 25 12 23 53 62 104 93 69 154 15 126 80 80 315 1327 12 82.9 315 0 0 0 0 16 100 16 100 14 87.5
ENSE00000809480 22 22 23 18 10 35 46 16 88 109 91 80 100 100 73 160 993 10 62.1 160 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00001170868_2 59 43 19 27 34 59 86 67 199 187 162 237 189 150 150 302 1970 19 123 302 0 0 0 0 16 100 16 100 15 93.75
ENSE00001104098 139 98 61 95 74 249 191 169 426 538 521 433 427 519 432 614 4986 61 312 614 0 0 0 0 16 100 16 100 16 100
ENSE00001461873_4 41 28 21 30 15 95 85 72 142 197 320 240 221 236 133 263 2139 15 134 320 0 0 0 0 16 100 16 100 15 93.75
ENSE00001185477 316 248 140 133 118 380 427 326 1292 1403 1387 1295 1055 1352 1205 2131 13208 118 826 2131 0 0 0 0 16 100 16 100 16 100
ENSE00000924381 87 85 64 56 69 183 212 153 447 410 639 494 336 399 314 479 4427 56 277 639 0 0 0 0 16 100 16 100 16 100
ENSE00001171430_2 41 50 29 20 28 106 88 80 180 82 193 156 186 164 107 137 1647 20 103 193 0 0 0 0 16 100 16 100 15 93.75
ENSE00001281506 78 88 51 48 67 166 134 131 268 286 451 348 284 311 299 506 3516 48 220 506 0 0 0 0 16 100 16 100 16 100
ENSE00001270017 1 1 1 1 0 1 1 0 2 0 6 0 5 0 0 2 21 0 1.31 6 6 37.5 6 37.5 4 25 0 0 0 0
ENSE00000920433 92 63 90 71 81 142 194 212 363 363 407 362 534 473 263 477 4187 63 262 534 0 0 0 0 16 100 16 100 16 100
ENSE00001149527 23 60 17 11 22 100 47 47 367 386 52 284 71 308 257 211 2263 11 141 386 0 0 0 0 16 100 16 100 14 87.5
ENSE00001475022 2 1 7 8 10 4 2 10 1 3 1 3 5 4 3 6 70 1 4.38 10 0 0 3 18.75 13 81.25 0 0 0 0



ENSE00000924380-ENSE000009243790 0 1 1 0 0 1 1 1 1 1 1 1 0 1 1 11 0 0.69 1 5 31.25 11 68.75 0 0 0 0 0 0
ENSE00001159334 50 33 11 20 16 62 79 69 232 167 354 129 171 145 107 227 1872 11 117 354 0 0 0 0 16 100 16 100 13 81.25
ENSE00001498803_2 91 134 43 44 74 159 154 120 417 529 325 374 430 459 348 367 4068 43 254 529 0 0 0 0 16 100 16 100 16 100
ENSE00000962638 31 14 17 11 11 28 42 28 95 69 87 46 62 72 59 138 810 11 50.6 138 0 0 0 0 16 100 16 100 12 75
ENSE00000657760 23 14 27 8 11 25 48 34 75 91 140 86 38 66 47 111 844 8 52.8 140 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000968963 8 2 2 1 2 11 9 5 41 22 33 29 23 12 18 25 243 1 15.2 41 0 0 1 6.25 15 93.75 9 56.25 6 37.5
ENSE00001458291_2 322 2 117 233 126 363 591 1 1 1 1 1 1 1 773 2 2536 1 159 773 0 0 7 43.75 9 56.25 7 43.75 7 43.75
ENSE00001141269-ENSE00001424973178 88 41 92 95 329 140 265 438 526 165 842 515 758 465 859 5796 41 362 859 0 0 0 0 16 100 16 100 16 100
ENSE00001171419_1 9 3 2 8 5 17 19 8 52 43 35 34 51 42 31 90 449 2 28.1 90 0 0 0 0 16 100 10 62.5 8 50
ENSE00000924370 1 1 1 4 1 3 2 3 15 19 9 8 5 11 6 6 95 1 5.94 19 0 0 4 25 12 75 3 18.75 0 0
ENSE00001001424 3 3 2 6 2 7 7 3 13 16 6 13 14 17 9 17 138 2 8.63 17 0 0 0 0 16 100 6 37.5 0 0
ENSE00001126616 21 9 4 9 8 26 38 33 58 58 80 79 76 61 51 63 674 4 42.1 80 0 0 0 0 16 100 12 75 12 75
ENSE00001269987-ENSE00001270109_37 7 9 3 7 16 15 10 42 65 69 31 26 25 42 34 408 3 25.5 69 0 0 0 0 16 100 10 62.5 8 50
ENSE00001465324_3 4 3 3 5 0 7 11 8 30 27 23 23 12 33 19 34 242 0 15.1 34 1 6.25 0 0 15 93.75 9 56.25 6 37.5
ENSE00001478337 252 87 263 78 125 713 495 249 1605 296 24 2080 589 788 949 2533 11126 24 695 2533 0 0 0 0 16 100 16 100 16 100
ENSE00001104102 11 13 15 13 7 10 12 11 40 44 51 40 39 51 53 54 464 7 29 54 0 0 0 0 16 100 14 87.5 8 50
ENSE00001001422 141 156 82 115 113 193 290 240 869 952 862 660 232 825 607 1286 7623 82 476 1286 0 0 0 0 16 100 16 100 16 100
ENSE00001169520 2 0 87 81 60 1 220 179 429 69 256 690 6 67 82 305 2534 0 158 690 1 6.25 1 6.25 14 87.5 12 75 12 75
ENSE00001461873_1 10 10 2 6 4 9 11 9 58 59 44 35 35 34 46 50 422 2 26.4 59 0 0 0 0 16 100 9 56.25 8 50
ENSE00000968966 28 20 12 10 6 51 29 45 148 121 108 82 103 96 96 137 1092 6 68.3 148 0 0 0 0 16 100 14 87.5 12 75
ENSE00000809476 27 32 31 19 10 70 97 27 115 131 206 120 130 124 94 192 1425 10 89.1 206 0 0 0 0 16 100 15 93.75 14 87.5
ENSE00001478261_2 13 7 3 6 5 14 25 11 51 48 35 44 46 29 27 63 427 3 26.7 63 0 0 0 0 16 100 12 75 9 56.25
ENSE00001415178_1 15 16 12 10 6 30 45 24 71 57 93 102 73 72 56 65 747 6 46.7 102 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00001329349_2 112 73 62 61 61 149 148 142 410 323 234 412 350 446 285 481 3749 61 234 481 0 0 0 0 16 100 16 100 16 100
ENSE00001170868_1 44 39 13 27 70 148 104 57 159 325 148 304 104 160 120 131 1953 13 122 325 0 0 0 0 16 100 16 100 15 93.75
ENSE00000713847 160 48 82 70 58 143 220 181 382 468 820 493 500 430 267 498 4820 48 301 820 0 0 0 0 16 100 16 100 16 100
ENSE00000923434 2 1 2 1 1 2 2 1 2 2 4 1 13 2 2 3 41 1 2.56 13 0 0 5 31.25 11 68.75 1 6.25 0 0
ENSE00001483537 10 8 4 7 7 13 13 11 35 30 42 25 36 36 21 54 352 4 22 54 0 0 0 0 16 100 11 68.75 8 50
ENSE00001437809 34 15 18 10 3 18 41 11 122 93 121 146 102 2 81 93 910 2 56.9 146 0 0 0 0 16 100 13 81.25 9 56.25
ENSE00001130047 0 11 1 1 1 1 7 2 1 2 1 4 1 1 1 4 39 0 2.44 11 1 6.25 9 56.25 6 37.5 1 6.25 0 0
ENSE00001281490-ENSE0000128148437 36 23 15 31 39 74 71 168 115 147 188 153 150 87 199 1533 15 95.8 199 0 0 0 0 16 100 16 100 15 93.75
ENSE00001330883 123 81 72 91 86 209 231 190 723 436 661 694 418 594 383 629 5621 72 351 723 0 0 0 0 16 100 16 100 16 100
ENSE00001493939 116 117 57 48 101 246 265 192 653 568 578 612 420 605 503 655 5736 48 359 655 0 0 0 0 16 100 16 100 16 100
ENSE00000833892 15 10 5 16 3 18 10 8 42 19 26 100 54 33 17 91 467 3 29.2 100 0 0 0 0 16 100 11 68.75 6 37.5
ENSE00001281532 23 17 19 25 22 49 33 70 181 118 181 105 137 131 100 159 1370 17 85.6 181 0 0 0 0 16 100 16 100 14 87.5
ENSE00000923430 104 76 57 74 45 173 161 157 271 766 748 499 472 589 340 859 5391 45 337 859 0 0 0 0 16 100 16 100 16 100
ENSE00001130061_2 10 8 7 12 10 54 45 41 135 103 85 100 101 92 59 156 1018 7 63.6 156 0 0 0 0 16 100 12 75 11 68.75
ENSE00001461873_5 169 112 81 84 87 283 163 250 473 607 878 639 712 732 510 991 6771 81 423 991 0 0 0 0 16 100 16 100 16 100
ENSE00000903608 222 183 218 172 97 394 585 362 685 899 1383 1015 1015 1060 785 1509 10584 97 662 1509 0 0 0 0 16 100 16 100 16 100
ENSE00000943531 48 32 21 22 43 49 102 89 161 93 200 210 140 162 133 176 1681 21 105 210 0 0 0 0 16 100 16 100 16 100
ENSE00001475835_2 290 193 101 146 103 276 390 336 983 1000 979 1031 901 1026 768 1383 9906 101 619 1383 0 0 0 0 16 100 16 100 16 100
ENSE00000962641-ENSE0000096264263 43 18 9 36 159 129 63 336 277 319 288 241 294 266 420 2961 9 185 420 0 0 0 0 16 100 15 93.75 14 87.5
ENSE00001117081 198 167 71 31 50 238 286 134 455 600 349 515 895 558 303 870 5720 31 358 895 0 0 0 0 16 100 16 100 16 100
ENSE00001379085_1 101 32 22 49 32 104 131 113 263 271 209 227 204 266 175 267 2466 22 154 271 0 0 0 0 16 100 16 100 16 100
ENSE00001144419_1 1 0 6 1 2 0 7 4 30 0 0 27 0 0 1 0 79 0 4.94 30 7 43.75 3 18.75 6 37.5 2 12.5 2 12.5
ENSE00001190696 92 58 6 16 43 86 54 31 415 279 16 291 4 251 263 136 2041 4 128 415 0 0 0 0 16 100 14 87.5 12 75
ENSE00000655199 5 1 5 1 4 1 1 6 11 22 15 23 15 11 19 50 190 1 11.9 50 0 0 4 25 12 75 8 50 3 18.75
ENSE00000784949 7 7 4 4 1 10 13 5 21 21 54 24 31 40 18 45 305 1 19.1 54 0 0 1 6.25 15 93.75 9 56.25 7 43.75
ENSE00001305900-ENSE000013264078 6 1 2 4 7 1 18 25 42 3 65 41 11 41 38 313 1 19.6 65 0 0 2 12.5 14 87.5 8 50 6 37.5
ENSE00001458291_1 1 0 5 0 0 0 0 1 0 3 8 1 1 15 1 2 38 0 2.38 15 6 37.5 5 31.25 5 31.25 1 6.25 0 0
ENSE00000872183 19 28 17 12 15 40 35 26 70 57 192 84 100 89 75 125 984 12 61.5 192 0 0 0 0 16 100 16 100 12 75
ENSE00000951714-ENSE000011589721 3 2 5 5 4 3 13 6 1 19 21 23 45 7 14 172 1 10.8 45 0 0 2 12.5 14 87.5 6 37.5 3 18.75
ENSE00001082913 82 71 34 47 30 108 77 67 191 277 118 222 241 219 233 342 2359 30 147 342 0 0 0 0 16 100 16 100 16 100
ENSE00001461873_8 21 10 10 13 10 25 24 27 71 83 88 59 64 81 41 107 734 10 45.9 107 0 0 0 0 16 100 13 81.25 12 75
ENSE00000962643 44 46 22 22 18 87 88 52 180 196 291 206 153 214 184 352 2155 18 135 352 0 0 0 0 16 100 16 100 15 93.75
ENSE00001456605-ENSE000009841107 54 2 24 7 1 1 1 1 4 1 1 1 16 1 1 123 1 7.69 54 0 0 9 56.25 7 43.75 3 18.75 2 12.5
ENSE00000809459 13 4 8 12 6 20 55 11 37 41 131 65 32 30 22 41 528 4 33 131 0 0 0 0 16 100 13 81.25 9 56.25
ENSE00000924385 10 16 3 7 8 15 21 15 65 40 59 48 34 38 37 60 476 3 29.8 65 0 0 0 0 16 100 12 75 9 56.25
ENSE00001483572 53 34 38 24 22 56 102 69 181 175 169 155 139 116 97 223 1653 22 103 223 0 0 0 0 16 100 16 100 16 100
ENSE00000924384 3 8 2 9 5 26 11 15 61 75 54 62 44 60 62 90 587 2 36.7 90 0 0 0 0 16 100 11 68.75 9 56.25
ENSE00000984113 24 14 16 13 11 26 29 30 72 51 82 96 65 81 74 106 790 11 49.4 106 0 0 0 0 16 100 16 100 12 75
ENSE00001314398 144 147 106 106 134 268 303 355 913 1054 890 1082 850 874 856 1262 9344 106 584 1262 0 0 0 0 16 100 16 100 16 100
ENSE00000733143 40 21 33 40 25 64 94 60 171 135 228 147 139 171 152 189 1709 21 107 228 0 0 0 0 16 100 16 100 16 100
ENSE00001160861_1 22 32 3 14 12 32 48 37 111 105 93 119 90 130 101 170 1119 3 69.9 170 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00001171430_1 25 11 14 17 12 42 51 30 111 93 130 81 72 93 48 113 943 11 58.9 130 0 0 0 0 16 100 16 100 12 75
ENSE00001461873_2 4 2 1 4 1 3 4 1 7 3 1 7 5 8 5 9 65 1 4.06 9 0 0 4 25 12 75 0 0 0 0
ENSE00000892419 301 196 185 111 128 326 360 335 630 902 437 750 129 962 800 1371 7923 111 495 1371 0 0 0 0 16 100 16 100 16 100
ENSE00001168881 18 15 13 17 17 29 61 46 109 104 118 105 56 74 61 114 957 13 59.8 118 0 0 0 0 16 100 16 100 11 68.75
ENSE00001506203 3 3 0 0 3 1 4 3 17 7 12 4 3 8 11 9 88 0 5.5 17 2 12.5 1 6.25 13 81.25 3 18.75 0 0
ENSE00001498807_2 58 36 24 29 48 56 186 112 262 182 249 385 195 140 97 348 2407 24 150 385 0 0 0 0 16 100 16 100 16 100
ENSE00001269961 35 31 5 6 10 42 65 16 103 84 60 61 44 57 54 90 763 5 47.7 103 0 0 0 0 16 100 13 81.25 12 75
ENSE00001191811_2 101 78 62 50 73 134 246 234 577 357 293 430 498 517 370 706 4726 50 295 706 0 0 0 0 16 100 16 100 16 100
ENSE00001358924 141 119 46 53 73 268 167 115 480 547 387 354 452 479 353 596 4630 46 289 596 0 0 0 0 16 100 16 100 16 100
ENSE00001191815 0 0 1 1 4 0 1 3 16 0 2 13 1 1 1 1 45 0 2.81 16 4 25 7 43.75 5 31.25 2 12.5 0 0
ENSE00000962635 170 128 60 57 75 208 357 335 968 859 1683 890 629 603 646 1180 8848 57 553 1683 0 0 0 0 16 100 16 100 16 100
ENSE00001165146 11 9 12 3 8 33 54 32 77 87 97 81 45 57 47 106 759 3 47.4 106 0 0 0 0 16 100 13 81.25 11 68.75
ENSE00001356006-ENSE000008789332 3 19 16 29 10 59 87 110 58 40 279 47 68 40 112 979 2 61.2 279 0 0 0 0 16 100 13 81.25 11 68.75
ENSE00001069565_2 265 196 65 65 99 454 553 275 1309 636 888 995 964 1090 933 1361 10148 65 634 1361 0 0 0 0 16 100 16 100 16 100
ENSE00001458288 70 68 22 29 51 93 102 96 275 268 187 302 291 260 207 356 2677 22 167 356 0 0 0 0 16 100 16 100 16 100
ENSE00001340208 5 2 155 171 191 10 585 463 1433 8 13 1670 10 10 11 12 4749 2 297 1670 0 0 0 0 16 100 10 62.5 7 43.75
ENSE00001212269 74 74 54 43 47 117 104 119 96 275 301 307 230 257 167 329 2594 43 162 329 0 0 0 0 16 100 16 100 16 100
ENSE00001168868-ENSE0000116886079 45 10 30 39 72 82 123 99 220 274 287 217 275 216 315 2383 10 149 315 0 0 0 0 16 100 15 93.75 15 93.75
ENSE00001304637-ENSE0000132710711 11 2 3 13 1 13 62 165 19 14 256 5 34 5 9 623 1 38.9 256 0 0 1 6.25 15 93.75 10 62.5 4 25
ENSE00000923435 20 23 15 17 13 55 54 28 94 78 175 104 91 105 86 114 1072 13 67 175 0 0 0 0 16 100 16 100 12 75
ENSE00001456919 57 34 45 35 36 91 135 87 53 206 321 206 200 176 143 241 2066 34 129 321 0 0 0 0 16 100 16 100 16 100
ENSE00000962639 126 138 61 46 60 211 263 160 521 365 624 421 363 489 545 681 5074 46 317 681 0 0 0 0 16 100 16 100 16 100
ENSE00001117083-ENSE0000111708873 42 32 27 33 56 70 92 218 117 99 245 164 134 159 218 1779 27 111 245 0 0 0 0 16 100 16 100 16 100
ENSE00001475792 55 128 27 55 23 132 154 101 487 350 332 243 277 540 297 761 3962 23 248 761 0 0 0 0 16 100 16 100 16 100
ENSE00001200448 158 114 155 96 87 241 167 268 449 734 706 379 696 450 304 866 5870 87 367 866 0 0 0 0 16 100 16 100 16 100
ENSE00000834681 42 25 12 9 9 47 12 20 103 96 61 73 100 97 73 128 907 9 56.7 128 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00001253775_1 3 8 1 1 3 4 6 7 28 10 13 16 15 12 10 15 152 1 9.5 28 0 0 2 12.5 14 87.5 6 37.5 1 6.25
ENSE00001138109 355 273 172 198 208 474 520 640 1420 1528 1589 1730 1180 1531 1012 2041 14871 172 929 2041 0 0 0 0 16 100 16 100 16 100
ENSE00001306402 1 1 2 2 3 4 4 1 10 19 4 7 6 8 3 5 80 1 5 19 0 0 3 18.75 13 81.25 1 6.25 0 0
ENSE00000962627 58 36 16 29 15 74 61 62 162 172 294 187 218 251 210 303 2148 15 134 303 0 0 0 0 16 100 16 100 14 87.5
ENSE00001461890_2 10 22 13 15 2 32 32 28 97 54 91 77 41 69 37 84 704 2 44 97 0 0 0 0 16 100 14 87.5 12 75
ENSE00001267213_5 10 7 2 5 4 9 16 29 42 25 37 47 29 9 21 40 332 2 20.8 47 0 0 0 0 16 100 9 56.25 8 50
ENSE00001452112_2 46 19 15 22 13 68 45 56 99 191 167 155 142 98 103 193 1432 13 89.5 193 0 0 0 0 16 100 16 100 13 81.25
ENSE00001267213_2 21 13 8 11 4 19 52 46 110 68 65 103 67 83 67 114 851 4 53.2 114 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00001498803_1 8 25 14 28 16 20 35 25 12 67 128 73 73 105 83 100 812 8 50.8 128 0 0 0 0 16 100 15 93.75 11 68.75
ENSE00000962640 26 36 24 13 17 37 33 34 176 111 126 138 104 184 7 164 1230 7 76.9 184 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000343045 101 68 54 36 50 86 184 92 322 312 503 407 286 271 200 541 3513 36 220 541 0 0 0 0 16 100 16 100 16 100
ENSE00001082911 53 44 39 33 18 68 55 54 101 147 105 153 138 173 155 229 1565 18 97.8 229 0 0 0 0 16 100 16 100 15 93.75
ENSE00000657761 73 30 60 56 85 117 263 301 312 526 296 749 368 410 362 892 4900 30 306 892 0 0 0 0 16 100 16 100 16 100
ENSE00001141279-ENSE00000905974125 73 47 52 58 105 220 193 490 478 115 460 514 543 378 647 4498 47 281 647 0 0 0 0 16 100 16 100 16 100
ENSE00000809475 39 24 19 23 14 58 95 61 114 135 42 112 168 103 114 190 1311 14 81.9 190 0 0 0 0 16 100 16 100 14 87.5
ENSE00001140325 100 98 39 78 70 173 229 114 321 379 609 462 371 491 446 470 4450 39 278 609 0 0 0 0 16 100 16 100 16 100
ENSE00001328829 1 1 0 2 2 1 2 1 1 2 1 2 2 2 5 3 28 0 1.75 5 1 6.25 6 37.5 9 56.25 0 0 0 0
ENSE00001443673_2 91 121 62 78 95 274 369 224 687 589 637 695 552 658 522 960 6614 62 413 960 0 0 0 0 16 100 16 100 16 100
ENSE00000968172 70 53 25 43 30 91 106 96 258 214 222 198 192 230 194 253 2275 25 142 258 0 0 0 0 16 100 16 100 16 100
ENSE00001478261_1 10 14 7 2 1 41 38 16 55 32 42 50 81 54 52 77 572 1 35.8 81 0 0 1 6.25 15 93.75 12 75 10 62.5
ENSE00001253796 2 0 3 3 1 1 2 7 20 1 3 22 1 3 1 8 78 0 4.88 22 1 6.25 5 31.25 10 62.5 2 12.5 1 6.25
ENSE00000900739 525 417 345 301 177 722 1041 569 1498 2185 1169 1560 1074 1883 1132 3128 17726 177 1108 3128 0 0 0 0 16 100 16 100 16 100
ENSE00001278136 221 293 129 98 194 448 431 392 998 1324 1668 1504 1419 1665 1172 2295 14251 98 891 2295 0 0 0 0 16 100 16 100 16 100
ENSE00001270026 142 111 42 64 71 251 199 140 705 592 498 595 535 704 477 644 5770 42 361 705 0 0 0 0 16 100 16 100 16 100
ENSE00001104109 889 457 282 287 310 954 910 564 1806 2150 2125 2264 2308 2253 2041 3413 23013 282 1438 3413 0 0 0 0 16 100 16 100 16 100
ENSE00001493933 255 223 80 143 140 345 383 367 1069 925 1437 1115 895 1057 859 1343 10636 80 665 1437 0 0 0 0 16 100 16 100 16 100
ENSE00001121693 2 2 5 4 1 4 4 7 8 11 10 8 11 12 9 16 114 1 7.13 16 0 0 1 6.25 15 93.75 4 25 0 0
ENSE00001277676 279 164 138 83 53 424 270 130 587 891 367 818 713 824 629 1213 7583 53 474 1213 0 0 0 0 16 100 16 100 16 100
ENSE00001465324_4 25 29 36 21 19 52 91 72 181 187 235 223 159 219 152 289 1990 19 124 289 0 0 0 0 16 100 16 100 15 93.75
ENSE00001452113 78 53 67 52 46 85 111 106 267 195 313 298 253 243 194 333 2694 46 168 333 0 0 0 0 16 100 16 100 16 100
ENSE00001168874 56 72 32 57 41 219 295 53 300 136 354 180 208 203 144 282 2632 32 165 354 0 0 0 0 16 100 16 100 16 100
ENSE00001144419_2 0 0 0 1 0 0 1 1 1 0 0 1 0 0 0 0 5 0 0.31 1 11 68.75 5 31.25 0 0 0 0 0 0
ENSE00001409499 89 63 91 54 33 124 163 277 92 296 238 442 306 327 243 401 3239 33 202 442 0 0 0 0 16 100 16 100 16 100
ENSE00001070181 92 47 69 51 40 130 140 139 321 339 394 357 303 346 260 502 3530 40 221 502 0 0 0 0 16 100 16 100 16 100
ENSE00000924378 5 5 9 6 2 8 7 10 27 29 17 20 2 25 25 17 214 2 13.4 29 0 0 0 0 16 100 7 43.75 4 25
ENSE00000984116-ENSE0000145659411 21 8 8 2 35 50 77 209 85 151 230 142 127 73 50 1279 2 79.9 230 0 0 0 0 16 100 13 81.25 12 75
ENSE00001043132 101 42 67 52 39 147 213 109 309 441 344 282 302 374 268 432 3522 39 220 441 0 0 0 0 16 100 16 100 16 100
ENSE00001193315 7 12 14 5 18 34 27 35 72 61 128 71 67 84 77 78 790 5 49.4 128 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00001277666 326 162 141 116 157 333 337 428 833 900 661 1008 1258 1059 712 1623 10054 116 628 1623 0 0 0 0 16 100 16 100 16 100
ENSE00001245859-ENSE0000119180116 12 5 11 8 25 25 26 52 81 65 63 63 74 40 71 637 5 39.8 81 0 0 0 0 16 100 14 87.5 11 68.75
ENSE00001245837-ENSE0000124584345 35 33 31 26 43 101 71 293 140 342 143 205 242 149 335 2234 26 140 342 0 0 0 0 16 100 16 100 16 100
ENSE00000943540-ENSE0000094354143 28 14 19 18 63 79 61 187 126 145 234 180 196 127 166 1686 14 105 234 0 0 0 0 16 100 16 100 13 81.25
ENSE00001090027 6 4 3 1 3 7 14 11 14 11 14 17 23 25 12 16 181 1 11.3 25 0 0 1 6.25 15 93.75 10 62.5 2 12.5
ENSE00001281452-ENSE0000128144620 27 20 14 24 35 38 37 129 87 78 101 88 98 59 86 941 14 58.8 129 0 0 0 0 16 100 16 100 13 81.25
ENSE00001162403 0 1 44 53 55 2 138 137 368 1 487 528 6 8 7 3 1838 0 115 528 1 6.25 2 12.5 13 81.25 8 50 8 50
ENSE00001270120 1 4 1 3 4 10 8 16 17 2 19 1 38 3 7 3 137 1 8.56 38 0 0 3 18.75 13 81.25 4 25 1 6.25
ENSE00001159329 17 12 6 10 4 25 27 16 73 67 95 74 62 65 58 81 692 4 43.3 95 0 0 0 0 16 100 13 81.25 10 62.5
ENSE00001429066 70 3 1 1 1 1 2 56 1 1 1 99 1 1 2 1 242 1 15.1 99 0 0 10 62.5 6 37.5 3 18.75 3 18.75
ENSE00001281513 199 156 173 118 122 301 376 265 771 753 1265 882 646 642 610 1027 8306 118 519 1265 0 0 0 0 16 100 16 100 16 100
ENSE00000750748-ENSE0000147992044 61 58 46 56 95 184 122 556 296 411 553 350 443 297 484 4056 44 254 556 0 0 0 0 16 100 16 100 16 100
ENSE00001245851 97 59 67 64 39 126 264 165 290 460 521 494 328 296 321 530 4121 39 258 530 0 0 0 0 16 100 16 100 16 100
ENSE00001256867-ENSE0000111272625 14 14 12 20 18 13 32 27 31 41 56 63 55 40 48 509 12 31.8 63 0 0 0 0 16 100 16 100 10 62.5
ENSE00001191811_1 41 26 17 6 14 60 84 53 229 40 200 89 264 158 89 237 1607 6 100 264 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00001117082 20 22 13 13 24 40 51 34 78 73 90 92 111 107 100 115 983 13 61.4 115 0 0 0 0 16 100 16 100 13 81.25
ENSE00001141306-ENSE0000114129929 25 14 13 6 48 42 29 103 61 49 71 77 74 67 143 851 6 53.2 143 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000809466 13 1 8 11 6 15 25 13 22 28 94 35 23 37 24 42 397 1 24.8 94 0 0 1 6.25 15 93.75 13 81.25 9 56.25
ENSE00001121718-ENSE0000143379451 39 27 39 45 107 114 78 268 196 238 260 199 261 167 245 2334 27 146 268 0 0 0 0 16 100 16 100 16 100
ENSE00001159061 201 128 74 72 103 208 241 367 357 816 660 845 863 837 535 928 7235 72 452 928 0 0 0 0 16 100 16 100 16 100
ENSE00001104097 359 161 68 76 92 417 410 286 764 840 661 1071 1038 451 890 1636 9220 68 576 1636 0 0 0 0 16 100 16 100 16 100
ENSE00001077053 12 11 4 3 5 15 10 8 36 37 43 34 17 45 37 43 360 3 22.5 45 0 0 0 0 16 100 11 68.75 7 43.75
ENSE00001082912 4 2 2 1 5 11 4 6 11 14 5 9 15 12 10 14 125 1 7.81 15 0 0 1 6.25 15 93.75 6 37.5 0 0
ENSE00001001423 1 3 1 1 103 2 26 3 1 57 4 11 7 1 1 3 225 1 14.1 103 0 0 6 37.5 10 62.5 4 25 3 18.75
ENSE00000923431 1 0 0 0 0 2 0 0 0 1 1 1 2 0 0 1 9 0 0.56 2 9 56.25 5 31.25 2 12.5 0 0 0 0
ENSE00001480636_6 9 13 10 21 15 40 39 31 183 101 125 112 105 111 98 152 1165 9 72.8 183 0 0 0 0 16 100 14 87.5 12 75
ENSE00001329349_1 92 67 63 60 41 123 124 193 424 290 32 429 223 182 295 399 3037 32 190 429 0 0 0 0 16 100 16 100 16 100
ENSE00001171419_5 15 6 2 4 4 16 5 10 46 36 45 30 31 33 34 62 379 2 23.7 62 0 0 0 0 16 100 10 62.5 8 50
ENSE00001070179 91 41 62 47 20 100 142 116 130 303 197 251 303 247 93 345 2488 20 156 345 0 0 0 0 16 100 16 100 15 93.75
ENSE00001138120 158 131 56 71 82 221 312 264 846 803 572 809 668 829 566 916 7304 56 457 916 0 0 0 0 16 100 16 100 16 100
ENSE00001269987-ENSE00001270109_266 34 20 25 37 46 65 46 184 164 182 225 91 136 129 276 1726 20 108 276 0 0 0 0 16 100 16 100 15 93.75
ENSE00001190660 42 58 24 23 37 90 75 54 202 175 5 188 1 198 168 245 1585 1 99.1 245 0 0 1 6.25 15 93.75 14 87.5 14 87.5
ENSE00001429886 1 7 7 15 19 0 31 25 62 1 0 84 1 3 1 1 258 0 16.1 84 2 12.5 5 31.25 9 56.25 6 37.5 4 25
ENSE00001309348 0 0 0 0 1 0 0 0 0 1 1 1 0 0 0 0 4 0 0.25 1 12 75 4 25 0 0 0 0 0 0
ENSE00001179981 217 172 107 121 123 360 630 272 933 623 1540 959 792 894 680 1226 9649 107 603 1540 0 0 0 0 16 100 16 100 16 100
ENSE00000962631 79 123 63 99 71 241 203 213 613 623 802 693 768 783 581 655 6610 63 413 802 0 0 0 0 16 100 16 100 16 100
ENSE00001159029 0 1 2 6 6 1 6 16 5 3 82 43 58 10 51 24 314 0 19.6 82 1 6.25 2 12.5 13 81.25 6 37.5 5 31.25
ENSE00001281553 35 11 17 11 7 55 26 43 91 14 88 55 74 33 84 82 726 7 45.4 91 0 0 0 0 16 100 15 93.75 11 68.75
ENSE00001461873_6 12 10 11 9 15 23 25 17 67 39 61 58 52 62 42 84 587 9 36.7 84 0 0 0 0 16 100 14 87.5 10 62.5
ENSE00001130061_1 47 38 18 20 23 42 46 53 142 141 129 186 124 107 125 234 1475 18 92.2 234 0 0 0 0 16 100 16 100 14 87.5
ENSE00000943539 62 32 22 19 16 48 76 60 132 103 175 146 213 111 113 128 1456 16 91 213 0 0 0 0 16 100 16 100 14 87.5
ENSE00000968967 25 7 3 6 2 21 19 17 63 94 68 38 44 80 36 99 622 2 38.9 99 0 0 0 0 16 100 12 75 10 62.5
ENSE00001480636_1 31 25 14 17 9 57 56 35 213 199 125 63 120 149 120 219 1452 9 90.8 219 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00000925350-ENSE000009253511 2 2 1 3 5 2 5 6 8 7 6 1 7 9 7 72 1 4.5 9 0 0 3 18.75 13 81.25 0 0 0 0
ENSE00001498807_3 176 112 72 112 94 249 455 329 803 454 914 894 646 740 436 838 7324 72 458 914 0 0 0 0 16 100 16 100 16 100
ENSE00001478202-ENSE000014781960 0 1 0 0 0 2 0 1 1 4 1 0 2 1 1 14 0 0.88 4 7 43.75 6 37.5 3 18.75 0 0 0 0
ENSE00001223953_2 214 147 94 104 124 212 191 261 701 398 605 996 742 765 621 821 6996 94 437 996 0 0 0 0 16 100 16 100 16 100
ENSE00000657759-ENSE000008789323 18 60 79 88 11 159 287 480 248 364 846 309 358 150 359 3819 3 239 846 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00001283602 148 62 80 68 88 150 194 110 438 386 459 460 516 474 371 576 4580 62 286 576 0 0 0 0 16 100 16 100 16 100
ENSE00001138124 174 147 80 101 88 279 334 236 827 684 565 724 648 674 514 824 6899 80 431 827 0 0 0 0 16 100 16 100 16 100
ENSE00001126578 40 43 13 17 30 71 77 56 181 141 179 192 161 162 117 2 1482 2 92.6 192 0 0 0 0 16 100 15 93.75 13 81.25
ENSE00001223968 318 110 117 77 155 338 348 308 772 1127 695 1069 905 1112 937 1446 9834 77 615 1446 0 0 0 0 16 100 16 100 16 100
ENSE00000943533-ENSE0000094353464 37 23 20 34 66 66 40 233 205 164 232 213 105 158 259 1919 20 120 259 0 0 0 0 16 100 16 100 15 93.75
ENSE00000655196 1 0 1 1 6 0 3 63 1 1 73 50 4 1 2 23 230 0 14.4 73 2 12.5 6 37.5 8 50 4 25 4 25
ENSE00001461890_1 59 55 31 52 27 118 111 109 284 197 338 219 237 246 86 311 2480 27 155 338 0 0 0 0 16 100 16 100 16 100
SUM 33971 24826 19081 17371 17693 48882 58583 47863 128541 121069 131003 143856 121201 129308 102501 184256
MIN 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
AVERAGE 77.5594 56.68 43.564 39.66 40.395 111.6 133.8 109.28 293.47 276.413 299.09 328.438 276.71 295.2237 234.0205 420.6757991
MAX 889 544 522 471 342 977 1248 1005 2473 2920 2384 2929 3263 2841 2237 4176
COUNTIF=O 16 16 7 11 11 13 5 5 4 8 4 2 6 9 5 5
%=0 3.65297 3.653 1.5982 2.5114 2.51142 2.968 1.142 1.1416 0.9132 1.82648 0.9132 0.45662 1.3699 2.054795 1.141553 1.141552511
COUNTIF=1 22 24 34 41 25 22 12 19 17 16 18 13 20 12 21 13
%=1 5.02283 5.4795 7.7626 9.3607 5.70776 5.0228 2.74 4.3379 3.8813 3.65297 4.1096 2.96804 4.5662 2.739726 4.794521 2.96803653
COUNTIF>1 400 398 397 386 402 403 421 414 417 414 416 423 412 417 412 420
%>1 91.3242 90.868 90.639 88.128 91.7808 92.009 96.12 94.521 95.205 94.5205 94.977 96.5753 94.064 95.20548 94.06393 95.89041096
COUNTIF>4 366 365 353 347 348 375 392 398 406 399 404 415 396 404 398 406
%>4 83.5616 83.333 80.594 79.224 79.4521 85.616 89.5 90.868 92.694 91.0959 92.237 94.7489 90.411 92.23744 90.86758 92.69406393
count>10X 326 321 294 282 275 347 363 358 389 378 387 395 375 379 371 387
%>10X 74.4292 73.288 67.123 64.384 62.7854 79.224 82.88 81.735 88.813 86.3014 88.356 90.1826 85.616 86.52968 84.7032 88.35616438
count>20X 282 254 219 218 213 312 329 314 364 357 365 377 354 357 353 364
%>20X 64.3836 57.991 50 49.772 48.6301 71.233 75.11 71.689 83.105 81.5068 83.333 86.0731 80.822 81.50685 80.59361 83.10502283

Average Max
p1 276.7 3263.0
p2 77.6 889.0
p3 276.4 2920.0
p5 234.0 2237.0
p6 420.7 4176.0
p7 295.2 2841.0
p9 133.8 1248.0
p13 43.6 522.0
p15 293.5 2473.0
p19 299.1 2384.0
p22 56.7 544.0
p23 39.7 471.0
p26 111.6 977.0
c1 328.4 2929.0
c8 109.3 1005.0
c9 40.4 342.0
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