
Supplemental  table  S1:  Nucleotide variability of miR171 binding sites in mRNA of HAM 

orthologous genes

Organism Gene accession Region of CDS in mRNA of HAM orthologs 
(the conservative sequence is set in 

bold)
A. thaliana AT2G45160 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAUCU
A. thaliana AT3G60630 GCAAGGGAUAUUGGCGCGGCUCAAUCACAACCU
A. thaliana AT4G00150 UCAGGGGAUAUUGGCGCGGCUCAAUCAACAGCU
A. lyrata ARALYDRAFT_483651 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAUCU
A. lyrata ARALYDRAFT_486537 GCAAGGGAUAUUGGCGCGGCUCAAUCACAACCU
A. lyrata ARALYDRAFT_490555 UCAGGGGAUAUUGGCGCGGCUCAAUCAACAGCU
B. distachyon LOC100822245 ACGCGAGAUAUUGGCGCGGCUCAAUUAUCGGCU
B. distachyon LOC100828697 GCGAGAGAUAUUGGCGCGGCUCAAUCACCAGCU
B. distachyon LOC100834684 GCGCGAGAUACUGGCACGGCUCAAUCAUCGGCU
B. distachyon LOC100841394 CAGGGAGAUAUUGGCGCGGCUCAAUCACCAUGG
G. max LOC100792973 GCAUGGGAUAUUGGCGCGGCUCAAUCACCAACU
G. max LOC100801785 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAGCU
G. max LOC100805945 GCACGGGAUAUUGGCGCGGCUCAAUCACCAACU
M. truncatula MTR_4g026490 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAGCU
O. sativa Os02g0662700 GCGAGAGAUAUUGGCGCGGCUCAAUCAACAGCU
O. sativa Os02g0663100 GCGCGAGAUAUUGGCGCGGCUCAAUCAACAGCU
O. sativa Os04g0555000 GCGAGAGAUAUUGGCGCGGCUCAAUCAGCAGCU
O. sativa Os10g0551200 CCGCGAGAUAUUGGCGCGGCUCAAUUACCGGCU
P. patens PHYPADRAFT_143602 UAAAGCGAUAUUGGCGCGGCUCAAUCAGCACAU
P. trichocarpa POPTR_409708 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAGCU
P. trichocarpa POPTR_591663 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAGCU
P. trichocarpa POPTR_784409 GCAAGGGAUAUUGGCGCGGCUCAAUCAACAGCU
P. trichocarpa POPTRDRAFT_409708 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAGCU
R. communis RCOM_1062060 GCAAGGGAUAUUGGCGCGGCUCAAUCAACAGCU
R. communis RCOM_1610560 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAGCU
S. bicolor SORBIDRAFT_01g029650 CCGCGAGAUAUUGGCGCGGCUCAAUUAUCGGCU
S. bicolor SORBIDRAFT_01g050333 CCGCGAGAUACUGGCGCGGCUCAACUACCTGCU
S. bicolor SORBIDRAFT_04g032570 GCGAGAGAUAUUGGCGCGGCUCAAUCACCAGCU
S. bicolor SORBIDRAFT_04g032590 GCGAGAGAUAUUGGCGCGGCUCAAUCACCAGCU
S. bicolor SORBIDRAFT_06g024820 GCUCGAGAUAUUGGCGCGGCUCAAUCAGCAGCU
S. moellendorffii SELMODRAFT_453332 UCAGUCGAUAUUGGCGCGGCUCAAUCAGCAUUU
V. vinifera LOC100267664 GCAAGGGAUAUUGGCGCGGCUCAAUCACCAGCU
Z. mays LOC100272800 GCGCGAGAUAUUGGCGCGGCUCAAUCACCGGCU
Z. mays LOC100279263 GCGAGAGAUAUUGGCGCGGCUCAAUCACCAGCU
Z. mays LOC100279420 GCGAGCGAUAUUGGCGCGGCUCAAUCACCAGCU
Z. mays LOC100381701 GCGCGAGAUAUUGGCGCGGCUCAAUCAGCAGCU
Z. mays LOC100382187 GCGAGAGAUAUUGGCGCGGCUCAAUCAGCAGCU



Supplemental Table S2: Amino acid variability of HAM orthologous proteins in regions with the 

ILARLN oligopeptide

Organism Gene accession Region of HAM orthologous protein (the 
conservative sequence is set in bold)

A. thaliana AT2G45160 TVLAQGILARLNHHLNTS
A. thaliana AT3G60630 PVLAQGILARLNHNLNNN
A. thaliana AT4G00150 TCLAQGILARLNQQLSSP
A. lyrata ARALYDRAFT_483651 TVLAQGILARLNHHLNTS
A. lyrata ARALYDRAFT_486537 PVLAQGILARLNHNLNNN
A. lyrata ARALYDRAFT_490555 TCLAQGILARLNQQLSSP
B. distachyon LOC100822245 AHGAREILARLNYRLPAA
B. distachyon LOC100828697 STGAREILARLNHQLPPV
B. distachyon LOC100834684 GFGAREILARLNHRLPAA
B. distachyon LOC100841394 STGAREILARLNHHGLLP
G. max LOC100792973 LELAHGILARLNHQLSPI
G. max LOC100801785 PVHAQGILARLNHQLSPI
G. max LOC100805945 LELAHGILARLNHQLSPI
M. truncatula MTR_4g026490 PVQAQGILARLNHQLSPI
O. sativa Os02g0662700 SVGAREILARLNQQLPQL
O. sativa Os02g0663100 SVGAREILARLNQQLPPL
O. sativa Os04g0555000 SIGAREILARLNQQLPPI
O. sativa Os10g0551200 AFGAREILARLNYRLPAA
P. trichocarpa POPTR_409708 PVLAQGILARLNHQLSVP
P. trichocarpa POPTR_591663 PVLAQGILARLNHQLSLP
P. trichocarpa POPTR_784409 FLHAQGILARLNQQLSPT
P. trichocarpa POPTRDRAFT_409708 PVLAQGILARLNHQLSVP
P. patens PHYPADRAFT_143602 AEMAKAILARLNQHISPS
R. communis RCOM_1062060 FSHAQGILARLNQQLSPI
R. communis RCOM_1610560 PALAQGILARLNHQLSLS
S. bicolor SORBIDRAFT_01g029650 AFGAREILARLNYRLPAV
S. bicolor SORBIDRAFT_01g050333 VLGAREILARLNYLLPPA
S. bicolor SORBIDRAFT_04g032570 SIGAREILARLNHQLPPL
S. bicolor SORBIDRAFT_04g032590 SIGAREILARLNHQLPPL
S. bicolor SORBIDRAFT_06g024820 SIGALEILARLNQQLPPV
S. moellendorffii SELMODRAFT_453332 NHVAQSILARLNQHLFCH
V. vinifera LOC100267664 TILAQGILARLNHQLSPI
Z. mays LOC100272800 STGAREILARLNHRLPSP
Z. mays LOC100279263 SIGAREILARLNHQLPLL
Z. mays LOC100279420 SIGARAILARLNHQLPPL
Z. mays LOC100381701 SIGGREILARLNQQLPPI
Z. mays LOC100382187 SIGAREILARLNQQLPPI


