
POTEF Hsa

AC131180.1 Hsa

POTEJ Hsa

POTEI Hsa

POTEE Ptr

LOC741762 Ptr

LOC101139634 Ggo

POTEF Ptr

POTEI Ptr

POTEE Ggo

LOC100436479 Ppy

Complex group1

ACTB 1 Mmu

ACTB 2 Mmu

ACTB Nle

ACTB Ppy

ACTB Ggo

ACTB Hsa

ACTB Ptr

Complex group2

ENSCJAP00000046096

LOC100400569 CJA

ENSGGOP00000025079

ENSMMUP00000012790

ENSGGOP00000027058

ENSMMUP00000036224

ENSCJAP00000048559

LOC100394432 CJA

LOC100412618 Cja

LOC100404148 CJA

LOC100404409 Cja

ENSCJAP00000042651

Complex group3

LOC100894857 CJA

LOC100392982 CJA

ENSGGOP00000019641

LOC744996 PTR

LOC100455972 Ppy

Complex group 4

LOC101057883 PTR

LOC101140619 GGO

ENSMMUP00000000833

Complex group5

LOC100582629 NLE

ENSCJAP00000044697

ACTG1 Hsa

ACTG1 Ggo

ACTG1 Ppy

ACTG1 Nle

ACTB 3 Mmu

ENSMMUP00000013958

Complex group 6

ENSCJAP00000050824

LOC100403782 CJA

ENSCJAP00000038446

LOC100396891 CJA

LOC100398645 Cja

LOC100410882 Cja

LOC100409006 Cja

LOC100406907 Cja

Complex group7

ACTBL2 Cja

ACTBL2 Mmu

ACTBL2 Ppy

ACTBL2 Nle

ACTBL2 Ggo

ACTBL2 Hsa

ACTBL2 Ptr

Orthologous group1

ACTA1 Hsa

ACTA1 Ptr

ACTA1 Nle

ACTA1 Ppy

ACTA1 Mmu

ACTA1 Ggo

ACTA1 Cja

Orthologous group2

ACTC1 Hsa

ACTC1 Ggo

ACTC1 Ptr

ACTC1 Ppy

ACTC1 Nle

ACTC1 Mmu

ACTC1 Cja

Orthologous group3

ACTG2 Hsa

ACTG2 Ptr

ACTG2 Ppy

ACTG2 Nle

ACTG2 Ggo

ACTG2 Cja

ACTC1 1 Mmu

Orthologous group4

ACTA2 Cja

ACTA2 Mmu

ACTA2 Nle

ACTA2 Ppy

ACTA2 Ggo

ACTA2 Hsa

ACTA2 PTR

Orthologous group5

LOC721299 Mmu

LOC100600663 Nle

LOC100437051 Ppy

LOC101139975 Ggo

LOC100615719 Ptr

Complex group8

ACTRT3 Hsa

ARPM1 Ptr

ACTRT3 Nle

ACTRT3 Ggo

ACTRT3 Mmu

LOC100403267 Cja

Complex group9

ACTRT1 Ggo

ACTRT1 Ptr

ACTRT1 Hsa

ACTRT1 Ppy

LOC100456592 PPY

LOC100411174 Cja

Complex group10

ACTRT2 Cja

ACTRT2 Mmu

ACTRT2 Ppy

ACTRT2 Ggo

ACTRT2 Hsa

ACTRT2 Ptr

Complex group11

ACTL8 Hsa

ACTL8 Ptr

ACTL8 Ggo

ACTL8 Ppy

ACTL8 Mmu

ACTL8 Nle

ACTL8 Cja

Orthologous group6

ACTL7A Hsa

ACTL7A Ggo

ACTL7A Ptr

ACTL7A Nle

ACTL7A Ppy

ACTL7A Mmu

ACTL7A Cja

LOC100408830 Cja

Complex group12

ACTL7B Mmu

ACTL7B Ppy

ACTL7B Nle

ACTL7B Ptr

ACTL7B Hsa

ENSGGOP00000008085

LOC101134156 Ggo

Complex group13

ACTL9 Hsa

LOC468702 Ptr

ACTL9 Ggo

ACTL9 Ppy

ACTL9 Nle

ACTL9 Mmu

ACTL9 Cja

Orthologous group7

ENSGGOP00000025349

LOC100939580 Ppy

LOC704609 Mmu

LOC100407021 Cja

Complex group14

LOC100403536 Cja

ACTL10 Mmu

ACTL10 Nle

ACTL10 Ppy

ACTL10 Hsa

ACTL10 Ggo

ACTL10 Ptr

Orthologous group8

ACTR1B Hsa

ACTR1B Ptr

ACTR1B Ppy

ACTR1B Nle

MMU.10516

ACTR1B Cja

Complex group15

ENSGGOP00000023283

ACTR1A Cja

MMU.4593

ACTR1A Ppy

ACTR1A Nle

ACTR1A Ggo

ACTR1A Hsa

ACTR1A Ptr

Complex group16

ACTR6 Ggo

LOC452159 Ptr

ACTR6 Hsa

ACTR6 Ppy

ACTR6 Nle

A6MKU0 Cja

ACTR6 Mmu

Orthologous group9

ACTR5 Cja

ACTR5 Hsa

ACTR5 Mmu

ACTR5 Ppy

ACTR5 Nle

ACTR5 Ptr

Complex group17

ACTR2 Hsa

ACTR2 Ggo

ACTR2 Ptr

LOC100449729 PPY

ENSMMUP00000008082

ENSMMUP00000009866

ACTR2 Mmu

ACTR2 Nle

ACTR2 Ppy

ACTR2 Cja

Complex group18

ACTR10 Hsa

ACTR10 Ptr

ACTR10 Ppy

ACTR10 Mmu

ACTR10 Nle

ACTR10 Cja

ACTR10 Ggo

Orthologous group10

ACTR3 Hsa

LOC101144040 GGO

ACTR3 Ppy

ACTR3 Cja

ACTR3 Mmu

ACTR3 Ptr

ACTR3 Nle

Orthologous group11

ACTR3B Mmu

ACTR3B Cja

ACTR3B Ppy

ACTR3B Ptr

ACTR3B Hsa

LOC100607416 Nle

LOC743316 PTR

ENSMMUP00000040956

LOC740963 PTR

Complex group20

Complex group19

ACTR8 Nle

ACTR8 Ppy

ACTR8 Hsa

ACTR8 Ptr

ACTR8 Ggo

ACTR8 Cja

ACTR8 Mmu

Orthologous group12

ACTL6B Mmu

ACTL6B Nle

ACTL6B Ggo

ACTL6B Ptr

ACTL6B Hsa

ACTL6B Cja

ACTL6B Ppy

Orthologous group13

ACTL6A Cja

ACTL6A Ppy

ACTL6A Hsa

ACTL6A Nle

MMU.12425

ACTL6A Ggo

ACTL6A Ptr

Orthologous group14
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