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Hepatitis C virus (HCV) infections spontaneously clear in approximately 15–45% of infected individuals. Factors which influence
spontaneous HCV clearance remain to be identified. The purpose of the present study was to identify variables associated with
spontaneous HCV clearance in a referred population of Chinese patients. The prevalence of host, viral, and environmental
factors known to influence the outcome of HCV infections was compared in 92 HCV spontaneous clearance subjects and 318
HCV persistent infection subjects. Univariate and multivariate analyses were performed to identify those factors associated
with spontaneous HCV clearance. In univariate analysis, female gender, a history of icteric hepatitis, serologic evidence of
concurrent HBV infection, and rs12979860 CC genotype were positively associated with spontaneous HCV clearance, while
alcohol consumption was negatively associated with clearance. In multivariate analysis, female gender, a history of icteric hepatitis,
concurrent HBV infection, and rs12979860 CC genotype remained independent variables associated with spontaneous HCV
clearance. Spontaneous HCV clearance is more likely to occur in females, subjects with a history of icteric hepatitis, HBV
coinfections, and those with the rs12979860 CC genotype.

1. Introduction

Hepatitis C virus (HCV) infection is an important global
health problem with approximately 130–210 million individ-
uals or 2.2–3% of the world’s population being infected [1–3].
In China, the prevalence of HCV is approximately 3.2% [4].

There are two distinct outcomes of acute HCV infection:
spontaneous viral clearance (occurring in approximately 15–
45% of subjects) and progression to chronic infection (55–
85% of subjects) [5–9]. Patients who spontaneously clear

HCV can be identified by testing positive for antibody to
HCV (anti-HCV) in the absence of detectable HCV-RNA
[10]. In those who develop chronic infections (anti-HCV
positive/HCV-RNA positive) progression to fibrosis, cirrho-
sis, end stage liver disease, and hepatocellular carcinoma can
occur [9, 11–14].

Clinical outcomes of HCV infection are influenced by
the interplay between host, viral, and environmental factors.
Recently, female gender, a young age at infection, aboriginal
ethnicity, and a history of icteric hepatitis were reported to
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be associated with higher spontaneous HCV clearance rates
[15, 16], while African-American ethnicity and excess alcohol
consumption were associated with low viral clearance rates
[17, 18]. Coinfection with hepatitis B (HBV) and hepatitis
A (HAV) viruses has also been associated with significantly
higher spontaneous HCV clearance rates, while coinfection
with the human immunodeficiency virus (HIV) is associated
with low clearance rates [9, 17, 19–21]. In addition, genetic
variations in IL28B appear to play an important role in
spontaneous HCV clearance [12, 19, 20].

Because acute HCV infection is commonly a mild or
asymptomatic illness [14, 22], the precise date of infection is
often unknown. As a result, the natural history of HCV and
determinants of viral clearance have not been fully elucidated.
In the only study published to date amongst Chinese patients,
spontaneous HCV clearance was documented in 20% of paid
plasma donors and more commonly in female donors [23].

The purpose of the present study was to enhance our
understanding of the natural history of HCV infection and
identify those variables associated with spontaneous HCV
clearance.

2. Subjects and Methods

2.1. Study Population. Thestudy populationwas derived from
2,021 Chinese patients who participated in a retrospective
investigation of HCV infection which was performed by
the First Hospital of Jilin University in Fuyu County, Jilin
province, from November 2009 to September 2011. Five
hundred forty-seven of these subjects tested positive for anti-
HCV and negative for HIV. The majority (64%) of HCV
infections were ascribed to elicit injection drug use of caffeine
and sodium benzoate (CNB) using shared syringes in the
1980s. One hundred thirty-seven individuals had received
antiviral treatment for HCV infection and were therefore
excluded from analysis. The remaining 410 subjects (285
male and 125 female) constituted the study population. Of
these, 92 individuals were anti-HCV positive and negative
for HCV-RNA on at least two occasions, a minimum of
six months apart (spontaneous clearance). The remaining
318 individuals were both anti-HCV and HCV-RNA positive
(persistent infection) with the latter being repeatedly positive
over at least a 6-month period of testing.

This study was approved by the Ethical Committee at the
First Hospital of Jilin University (Changchun, China) and
informed consent was obtained from each subject.

2.2. Data Collection. On referral, each subject had been
requested to complete a questionnaire that included informa-
tion on demographics, risk factors forHCV infection, clinical
features, behavioral activity, and family history. Demographic
information included age, gender, and ethnicity. Clinical
information included the presence or absence of diabetes,
thyroid disease, autoimmune disorders and previous surg-
eries, blood transfusions, blood donations, and antiviral
treatments. Behavioral activity included questions regarding
injection drug use (nature of the drugs injected, frequency,
and date of first/last injection), alcohol abuse, and smoking.

The age at infection was considered to be the subject’s age
when elicit injection drug use first occurred. The question-
naire also contained information regarding family histories
of liver disease.

2.3. Virological Testing. Serological markers for anti-HCV,
antibody to hepatitis B surface antigen (anti-HBs), and HIV
were determined by an enzyme-linked immunosorbent assay,
using Abbott ARCHITECT i2000SR (Abbott Laboratories,
Abbott Park, IL, USA). Anti-HCV positive results were con-
firmed by recombinant immunoblot assay (CHIRON RIBA
HCV 3.0 SIA, Ortho Clinical Diagnostics, Johnson & John-
son, USA) in individuals who subsequently tested negative
for HCV-RNA. HCV-RNA testing was performed by the
Roche Taqman HCV test (Roche Diagnostics, Grenzach,
Germany). Virological testing was repeated six months after
the initial test.

2.4. IL28B Genotyping. Genomic DNA was isolated from
peripheral blood cells using a genomic DNA purification kit
(Promega Co., USA). Genotyping of the rs12979860 was per-
formed (in 90 subjects with evidence of spontaneous clear-
ance and 312 with persistent infections) by a pyrosequencing
method, according to themanufacturer’s protocol (PyroMark
ID Pyrosequencing machine, QIAGEN). PCR primers for
rs12979860 were forward: 5-ATTCCTGGACGTGGATGG-
GTAC-3, reverse: 5-biotin-AGCGCGGAGTGCAATTCA-
3.

2.5. Statistical Analysis. Continuous variables were presented
as median (interquartile ranges) or mean (SD) and compared
by the Mann-Whitney test or two-sample 𝑡-test. Categorical
variables were expressed as numbers and frequencies (%)
and compared by the Pearson chi-square test or Fisher exact
test. The unconditional logistic regression model was used
to evaluate factors potentially associated with spontaneous
HCV clearance. Hardy-Weinberg equilibrium was assessed
by a goodness-of-fit 𝜒2 test. Variables with 𝑃 values below
or equal to 0.10 in univariate analysis were included in the
multivariate model. Odds ratio (OR) and 95% confidence
intervals (95% CI) were used to determine the strength of
statistical associations. A two-sided 𝑃 value below or equal
to 0.05was considered significant. All statistical analyseswere
performed using SPSS software package 18.0 (SPSS Inc. USA).

3. Results

3.1. Features of the Study Populations. Features of the two
study populations and differences in the variables potentially
associated with HCV outcomes are shown in Table 1. The
mean ages of patients with spontaneous HCV clearance
versus those with persistent infections were similar (50.6
versus 50.9 years,𝑃 = 0.824). Patientswith spontaneousHCV
clearance were more often females (44.6% versus 26.4%, 𝑃 =
0.001) and less often provided a history of alcohol use (43.5%
versus 59.4%,𝑃 = 0.007).Therewas no statistically significant
difference in current alcohol use between the two cohorts
(𝑃 = 0.425). Estimated ages at infection were also similar
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Table 1: Features of HCV clearance and persistence subjects.

Characteristic HCV clearance (𝑛 = 92) HCV persistence (𝑛 = 318) 𝑃 value
Age (ys, SD) 50.6 (9.1) 50.9 (7.7) 0.824
Female (%) 41 (44.6) 84 (26.4) 0.001
Smoking history (%) 58 (63.0) 209 (65.7) 0.635
Alcohol consumption
Past alcohol use (%) 40 (43.5) 189 (59.4) 0.007
Current alcohol use (%) 33 (35.9) 100 (31.4) 0.425
Age at infection (ys, SD) 25.0 (7.0) 23.6 (8.3) 0.318
Age at infection (<20 ys) (%) 8 (19.0) 67 (31.6) 0.103
Duration of infection (ys) (SD) 27.8 (6.6) 27.6 (7.5) 0.896
Icteric hepatitis history (%) 17 (18.5) 23 (7.2) 0.001
HBV coinfection (%) 19 (20.7) 12 (3.8) <0.001
rs12979860

CC (%) 86 (95.6) 270 (86.5) 0.018
CT (%) 4 (4.4) 42 (13.5)

Table 2: Univariate and multivariate analysis of factors associated with HCV spontaneous clearance.

Characteristic Univariate analysis (𝑛 = 410) Multivariate analysis (𝑛 = 410)
OR (95% CI) 𝑃 value OR (95% CI) 𝑃 value

Icteric hepatitis history
No (%) Reference 0.002 Reference 0.001
Yes (%) 2.91 (1.48–5.72) 3.40 (1.68–6.88)

HBV coinfection
HBsAg negative (%) Reference

<0.001 Reference
<0.001

HBsAg positive (%) 5.78 (2.65–12.62) 5.51 (2.43–12.52)
Sex

Male (%) Reference 0.020 Reference 0.020
Female (%) 2.24 (1.39–3.62) 2.18 (1.13–4.21)

Alcohol consumption
No (%) Reference 0.007 Reference 0.612
Yes (%) 0.53 (0.33–0.84) 0.85 (0.45–1.60)

Rs12979860 (𝑛 = 403)
CT (%) Reference 0.025 Reference 0.031
CC (%) 3.34 (1.17–9.60) 3.29 (1.12–9.72)

in the two groups (spontaneous HCV clearance cohort: 25.0
years versus persistent HCV cohort: 23.6 years, 𝑃 = 0.318)
as were the percent of individuals under the age of 20 years
at the estimated time of infection (19.0% versus 31.6%, resp.,
𝑃 = 0.103). Estimated durations of infection were almost
identical in the two groups (27.8 versus 27.6 years, resp.). The
spontaneous HCV clearance group was more likely to have
a history of acute icteric hepatitis than those with chronic
infections (18.5% versus 7.2%, 𝑃 = 0.001) and the prevalence
of HBV coinfection was higher in those with spontane-
ous HCV clearance (20.7% versus 3.8%, resp., 𝑃 < 0.001).
Finally, the frequencies of gene polymorphisms of IL28B
were investigated in 312 subjects with persistent infection
and 90 individuals who spontaneously cleared HCV. The
genotype distributions were in Hard-Weinberg equilibrium
(𝑃 = 0.202). Subjects with the CC genotype of rs12979860
weremore likely to spontaneously clear HCV than those with
the CT genotype (𝑃 = 0.018). HCV-RNA genotyping was

performed on those with chronic infections. Here, genotype
1b was detected in 176/318 (55.4%), genotype 2a in 117/318
(36.8%), and genotypes 1b and 2a coinfection in 6/318 (1.9%).
There were 19 chronically infected subjects in whom HCV-
RNA genotyping was not possible due to low HCV-RNA
levels.

3.2. Univariate and Multivariate Analysis of Variables Associ-
ated with Spontaneous HCV Clearance. The results of uni-
variate and multivariate analysis are provided in Table 2.
According to univariate analysis, female gender (OR =
2.24, 95% CI: 1.39–3.62), a history of acute icteric hepatitis
(OR = 2.91, 95% CI: 1.48–5.72), serologic evidence of
HBV coinfection (OR = 5.78, 95% CI: 2.65–12.62), and the
rs12979860 CC genotype (OR = 3.34, 95% CI: 1.17–9.60)
were associated with an increased probability of spontaneous
HCV clearance while a history of alcohol consumption was
associated with a lower probability of spontaneous clearance
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(OR = 0.53, 95% CI: 0.33–0.84). After adjusting for potential
confounders, female gender (OR = 2.18, 95% CI: 1.13–4.21),
a history of acute icteric hepatitis (OR = 3.40, 95% CI: 1.68–
6.88), rs12979860 CC genotype (OR = 3.29, 95% CI: 1.12–
9.72), and the presence of HBV coinfection (OR = 5.51, 95%
CI: 2.43–12.52) were the only four variables independently
associated with spontaneous HCV clearance on multivariate
analysis.

4. Discussion

The results of the present study confirm previous reports
that female gender [4], a history of acute icteric hepatitis
[20], serologic evidence of HBV coinfection [16, 21, 24, 25],
and the rs12979860 CC genotype [12, 19, 26–28] are variables
associated with spontaneous HCV clearance. However, they
do not support previous reports that other variables such as
age at infection [29] and alcohol use [17] serve as independent
predictors of such an outcome.

Why spontaneous HCV clearance rates are higher in
females than males remains to be determined. Based on
better responses to interferon-𝛼 treatment in young females
compared to older women or men, Hoyoshi et al. proposed
that high levels of estrogen may contribute to HCV clearance
[30]. In support of this possibility are data that the most
potent physiological estrogen, 17 beta-estradiol, inhibitsHCV
replication in an Er𝛼-dependentmanner in vitro [31]. Clearly,
further research in this important area is warranted.

The finding that subjects with a history of acute icteric
hepatitis were 3.4-fold more likely to spontaneously clear
HCV is in accordance with results of a study reported by
Barrett et al. [20]. In their study, Irish women who had
been infected with HCV following the administration of
contam-inated anti-D immunoglobulin were more likely to
spontaneously clear HCV if they developed acute icteric
hepatitis than those who remained anicteric. Similar results
were observed in another Irish study by Sachithanandan
and Fielding [32]. Unfortunately, the design of the present
study did not allow determinations as to whether the episode
of acute icteric hepatitis coincided with HCV clearance or
represented an unrelated event. If the former, presumably
the icterus reflected a more robust immune response to the
virus, resulting in more extensive hepatic injury and the
development of icterus or jaundice.

Coinfectionwith other hepatotropic viruses has also been
shown to influence the natural history of HCV infections
[9, 17, 19–21]. In the present study, we found that patients
with serologic evidence of HBV coinfection were 5.51-fold
more likely to have spontaneously cleared HCV than those
with HCV infections alone. Similar results were described
in Chinese blood donors and other patient populations [16,
21, 24, 25]. The mechanism responsible for this finding may
reflect the increased expression of interferon-𝛾 and TNF-𝛼
by host inflammatory cells in response to a superimposed
HBV infection [33]. In support of this possibility are data
describing inhibition of HCV replication in subjects with
acute hepatitis A infections [21]. On the contrary, HIV infec-
tion is likely to interfere with spontaneous HCV clearance as
a result of its immunosuppressive properties [19].

Our data demonstrated that the rs12979860 polymor-
phism near IL28B locus was also associated with enhanced
spontaneous HCV clearance. This finding is consistent with
recent reports describing IL28B gene variance including
rs12979860 and rs8099917 being associated with high rates of
spontaneous HCV clearances in Caucasian, African-Ameri-
can, andChinese population [12, 19, 26–28]. In a related study,
subjects with protective rs12979860 CC genotype tended
to have higher serum Type III interferon levels (including
IL28A, IL28B, and IL29), which possess potent antiviral prop-
erties [12, 26, 34].

Some studies have suggested that HCV clearance rates
tend to be higher in younger individuals [29]. Related to this
finding is a study by Zhang et al. who described enhanced
HCV clearance amongst hemophiliac patients under the age
of 2 years when compared to subjects who are 16 years of age
or older [15]. While we did not find a significant association
between estimated age at infection and HCV clearance, our
study largely involved adults and, therefore, the number of
young individuals was limited. Moreover, due to the ret-
rospective study design, the age of infection could not be
precisely ascertained. Nonetheless, our results are in keeping
with those described by Bucsh et al. in adult blood donors
[35].

Presumably, as a result of its immunosuppressive proper-
ties, alcohol consumption is thought to interfere with HCV
clearance [17]. Although our data do not support that possi-
bility, the amount of alcohol consumed is likely to be relevant
as is the timing of consumption relative to viral exposure, two
factors that our questionnaire could not capture. It should
be noted, however, that other groups also failed to identify
an association between alcohol consumption andHCV clear-
ance [23].

The present study has certain additional limitations that
warrant emphasis. First, due to the retrospective study design,
it was not possible to determine whether HCV infections
antedated or postdated HBV infections. Second, anti-HBc
and HBV-DNA testing was not performed and, therefore,
evidence of HBV coinfections over the estimated 30 years
of HCV infection would have been underestimated. Third,
we did not detect the presence or absence of HCV-RNA in
liver tissue, and uncertainty exists as to whether the HCV-
RNA clearance subjects truly resolved their HCV infection
or actually have current infection undetectable in blood but
detectable in liver. Finally, the variables identified in this
trainer set of patients were not tested prospectively in a
validation set.

5. Conclusions

In the present study, female gender, a history of icteric
hepatitis, HBV coinfection, and the rs12979860 CC genotype
are variables associated with spontaneous HCV clearance
in this Chinese population. These findings illustrate the
importance of host and viral determinants in the natural
history of HCV infections. A better understanding of the
natural history of HCV infections should lead to improving
therapeutic strategies, economic models, and health-care
policy decisions.



BioMed Research International 5

Conflict of Interests

The authors declare that there is no conflict of interests
regarding the publication of this paper.

Authors’ Contribution

Fei Kong and Yu Pan contributed equally to this work; Junqi
Niu and Jing Jiang designed and conductedmost of the study;
Fei Kong and Yu Panwrote the first draft of the paper; Xiumei
Chi and Xiaomei Wang performed biochemical testing and
IL28B genotyping; Fei Kong, Yu Pan, Linjiao Chen, Juan Lv,
Haibo Sun, Ge Yu, YangWang, XinxingHuang, ZhenhuaMa,
Yang Bai, Hua Li, and Jing Jia collected the epidemiological
and clinical data; Fei Kong and Ruihong Wu performed the
statistical analyses; Gerald Y. Minuk, Jin Zhong, Bing Sun,
and Jinglan Jin reviewed and corrected the paper.

Acknowledgments

The study was sponsored by the National Science and Tech-
nology Major Project (2012ZX10002007), the National Natu-
ral Science Foundation of China under Grants nos. 81001312,
81072347, 81101237, and 81202377, grants from the Shang-
hai Pasteur Health Research Foundation (SPHRF2009001),
and the Natural Science Fund of Jilin province (Grant no.
201215035).The authors would like to thank ZF Jia at the First
Hospital of Jilin University for making this study possible by
contributing their professional skills.

References

[1] M. J. Alter, “Epidemiology of hepatitis C virus infection,”World
Journal of Gastroenterology, vol. 13, no. 17, pp. 2436–2441, 2007.

[2] European Association for the Study of the Liver, “EASL clinical
practice guidelines: management of hepatitis C virus infection,”
Journal of Hepatology, vol. 55, no. 2, pp. 245–264, 2011.

[3] D. Lavanchy, “The global burden of hepatitis C,” Liver Interna-
tional, vol. 29, no. 1, pp. 74–81, 2009.

[4] G.-L. Xia, C.-B. Liu, H.-L. Cao et al., “Prevalence of hepatitis
B and C virus infections in the general Chinese population.
Results from a nationwide cross-sectional seroepidemiologic
study of hepatitis A, B, C, D, and E virus infections in China,
1992,” International Hepatology Communications, vol. 5, no. 1,
pp. 62–73, 1996.

[5] J. M. Micallef, J. M. Kaldor, and G. J. Dore, “Spontaneous viral
clearance following acute hepatitis C infection: a systematic
review of longitudinal studies,” Journal of Viral Hepatitis, vol.
13, no. 1, pp. 34–41, 2006.

[6] J. Grebely, B. Conway, J. D. Raffa, C. Lai, M. Krajden, andM.W.
Tyndall, “Hepatitis C virus reinfection in injection drug users,”
Hepatology, vol. 44, no. 5, pp. 1139–1145, 2006.

[7] M. J. Alter, D. Kruszon-Moran, O. V. Nainan et al., “The prev-
alence of hepatitis C virus infection in the United States, 1988
through 1994,” The New England Journal of Medicine, vol. 341,
no. 8, pp. 556–562, 1999.

[8] S. A. Villano, D. Vlahov, K. E. Nelson, S. Cohn, and D. L.
Thomas, “Persistence of viremia and the importance of long-
term follow-up after acute hepatitis C infection,” Hepatology,
vol. 29, no. 3, pp. 908–914, 1999.

[9] “National Institutes of Health Consensus Development Confer-
ence Statement: management of hepatitis C: 2002—June 10–12,
2002,”Hepatology, vol. 36, no. 5, supplement 1, pp. S3–S20, 2002.

[10] D. B. Strader, T. Wright, D. L.Thomas, and L. B. Seeff, “Diagno-
sis, management, and treatment of hepatitis C,”Hepatology, vol.
39, no. 4, pp. 1147–1171, 2004.

[11] S. Bruno andC. Facciotto, “Thenatural course ofHCV infection
and the need for treatment,” Annals of Hepatology, vol. 7, no. 2,
pp. 114–119, 2008.

[12] X. Shi, Y. Pan,M.Wang et al., “IL28B genetic variation is associ-
ated with spontaneous clearance of hepatitis C virus, treatment
response, serum IL-28B levels in Chinese population,” PLoS
ONE, vol. 7, no. 5, Article ID e37054, 2012.

[13] L. B. Seeff, “Natural history of chronic hepatitis C,” Hepatology,
vol. 36, no. 5, pp. S35–S46, 2002.

[14] L. B. Seeff, “Natural history of hepatitis C,” Hepatology, vol. 26,
no. 3, pp. 21S–28S, 1997.

[15] M. Zhang, P. S. Rosenberg, D. L. Brown et al., “Correlates of
spontaneous clearance of hepatitis C virus among people with
hemophilia,” Blood, vol. 107, no. 3, pp. 892–897, 2006.

[16] J. Crebely, J. D. Raffa, C. Lai, M. Krajden, B. Conway, and M.
W. Tyndall, “Factors associated with spontaneous clearance of
hepatitis C virus among illicit drug users,” Canadian Journal of
Gastroenterology, vol. 21, no. 7, pp. 447–451, 2007.

[17] B. A. Piasecki, J. D. Lewis, K. R. Reddy et al., “Influence of
alcohol use, race, and viral coinfections on spontaneous HCV
clearance in a US veteran population,” Hepatology, vol. 40, no.
4, pp. 892–899, 2004.

[18] D. L. Thomas, J. Astemborski, R. M. Rai et al., “The natural
history of Hepatitis C virus infection: host, viral, and environ-
mental factors,” Journal of the American Medical Association,
vol. 284, no. 4, pp. 450–456, 2000.

[19] C.H. B. S. van den Berg, B. P. X. Grady, J. Schinkel et al., “Female
sex and IL28b, a synergism for spontaneous viral clearance
in hepatitis c virus (HCV) seroconverters from a community-
based cohort,” PLoS ONE, vol. 6, no. 11, Article ID e27555, 2011.

[20] S. Barrett, J. Goh, B. Coughlan et al., “The natural course of
hepatitis C virus infection after 22 years in a unique homog-
enous cohort: spontaneous viral clearance and chronic HCV
infection,” Gut, vol. 49, no. 3, pp. 423–430, 2001.

[21] P. Wietzke-Braun, L. B. Mänhardt, A. Rosenberger, A. Uy, G.
Ramadori, and S. Mihm, “Spontaneous elimination of hepatitis
C virus infection: a retrospective study on demographic, clini-
cal, and serological correlates,” World Journal of Gastroenterol-
ogy, vol. 13, no. 31, pp. 4224–4229, 2007.

[22] W. R. Kim, “Global epidemiology and burden of hepatitis C,”
Microbes and Infection, vol. 4, no. 12, pp. 1219–1225, 2002.

[23] H. Rao, D. Sun, R. Yang et al., “Outcome of hepatitis C virus
infection in Chinese paid plasma donors: a 12-19-year cohort
study,” Journal of Gastroenterology and Hepatology, vol. 27, no.
3, pp. 526–532, 2012.

[24] E. Sagnelli, N. Coppola, V. Messina et al., “HBV superinfection
in hepatitis C virus chronic carriers, viral interaction, and clin-
ical course,” Hepatology, vol. 36, no. 5, pp. 1285–1291, 2002.

[25] F. V. Chisari, “Rous-Whipple Award Lecture. Viruses, immu-
nity, and cancer: lessons fromhepatitis B,”TheAmerican Journal
of Pathology, vol. 156, no. 4, pp. 1117–1132, 2000.

[26] S. Ezzikouri, R. Alaoui, K. Rebbani et al., “Genetic variation in
the interleukin-28B gene is associated with spontaneous clear-
ance and progression of hepatitis C virus inmoroccan patients,”
PLoS ONE, vol. 8, no. 1, Article ID e54793, 2013.



6 BioMed Research International

[27] M. Zheng, Y. Li, D. Xiao et al., “Interleukin-28B rs12979860C/T
and rs8099917T/G contribute to spontaneous clearance of
hepatitis C virus in Caucasians,” Gene, vol. 518, no. 2, pp. 479–
482, 2013.

[28] H.-Y. Rao, D.-G. Sun, D. Jiang et al., “IL28B genetic variants and
gender are associated with spontaneous clearance of hepatitis C
virus infection,” Journal of Viral Hepatitis, vol. 19, no. 3, pp. 173–
181, 2012.

[29] J. H. Hoofnagle, “Course and outcome of hepatitis C,” Hepatol-
ogy, vol. 36, supplement 1, no. 5 I, pp. S21–S29, 2002.

[30] J. Hoyoshi, Y. Kishihara, K. Ueno et al., “Age-related response
to interferon alfa treatment in women vs men with chronic
hepatitis C virus infection,” Archives of Internal Medicine, vol.
158, no. 2, pp. 177–181, 1998.

[31] C. Fan, L. Wei, D. Jiang et al., “Spontaneous viral clearance after
6–21 years of hepatitis B and C viruses coinfection in high HBV
endemic area,” World Journal of Gastroenterology, vol. 9, no. 9,
pp. 2012–2016, 2003.

[32] S. Sachithanandan and J. F. Fielding, “Jaundice at onset signifies
a good prognosis in anti-D-associated HCV infection,” Euro-
pean Journal of Gastroenterology and Hepatology, vol. 9, no. 1,
pp. 77–79, 1997.

[33] Y. F. Liaw, C. T. Yeh, and S.-L. Tsai, “Impact of acute hepatitis B
virus superinfection on chronic hepatitis C virus imfection,”The
American Journal of Gastroenterology, vol. 95, no. 10, pp. 2978–
2980, 2000.

[34] B. Langhans, B. Kupfer, I. Braunschweiger et al., “Interferon-
lambda serum levels in hepatitis C,” Journal of Hepatology, vol.
54, no. 5, pp. 859–865, 2011.

[35] M. P. Busch, S. A. Glynn, S. L. Stramer et al., “Correlates of
hepatitis C virus (HCV) RNA negativity among HCV-sero-
positive blood donors,” Transfusion, vol. 46, no. 3, pp. 469–475,
2006.



Submit your manuscripts at
http://www.hindawi.com

Stem Cells
International

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

MEDIATORS
INFLAMMATION

of

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Behavioural 
Neurology

Endocrinology
International Journal of

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Disease Markers

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

BioMed 
Research International

Oncology
Journal of

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Oxidative Medicine and 
Cellular Longevity

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

PPAR Research

The Scientific 
World Journal
Hindawi Publishing Corporation 
http://www.hindawi.com Volume 2014

Immunology Research
Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Journal of

Obesity
Journal of

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

 Computational and  
Mathematical Methods 
in Medicine

Ophthalmology
Journal of

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Diabetes Research
Journal of

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Research and Treatment
AIDS

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Gastroenterology 
Research and Practice

Hindawi Publishing Corporation
http://www.hindawi.com Volume 2014

Parkinson’s 
Disease

Evidence-Based 
Complementary and 
Alternative Medicine

Volume 2014
Hindawi Publishing Corporation
http://www.hindawi.com


