Supplementary Table 1. Protein — Peptide summary identification by spot number.
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Cc1 [Myosi7 O-Ratius norvegicus GN=Myh7 PE=2 BVe2 222345 55
c2 |myomesin 2 Rattus norvegicus] 164,509 55|
C3 [Alpha-1-nhibior 3 OG~Ratuz Norvegicus GN=ATLS PE=1 8V=1 163570 =7
c4 [Myosin-binding protein C, cardiac-type OS=Rattus norvegicus GN=Mybpc3 PE=2 3V=2 140574 X
C5 [Myozin-binding proten C, cardac-type OS~Ratius norvegicus GN=Mybpc3 PE=2 8V=2 130672 =
C6 Myosin-6 OB=Rattus norvegicus GN=Myhs PE=2 8V=2 223370 5
Cc7 hmwm OS-Ramuz rorvegicus GN=Mug! PE=2 3Va1 165221 57|
13 C8 Brain form Norvegicus GN=Pygh PE=1 8Va3 ESiE 3|
15 [ 'EL muzcle form OS=-Ratus norvegkus GN=Fygm PE=2 SV=5 97212 .|
19 C10 [Neurexophiin-¢ OS-Ramuz norvegicus GN=NIpht PE=2 2Va1 32534 3
23 C 72 D gcosereguiated protein OB=Rauz norvegicss GN=HEpas PE=12V=1 72302 B
26 C [Fieat zhock cognate 71 KDa protein OS-Rattus norvegius GN=Hzpss PE=1 SV=1 70827 52|
27 [3 [Gerum albumin OB=RABIE ROrVEgicus GN=AD PE=1 3V=2 B &
28 C [3erum albumin OZ=Ratus norvegicus GN=Alb PE=1 3V=2 63685 &.1]
29 C15 [Fininogen 1 O8-Rattuz norvegicus GN=Map1 PE=1 8va2 47745 &
33 C16 OS-Ramus norvegicus GN=Fgm1 PE=1 Vel ln; 1365 €3
34 ci7 . OB-Rafuz norvegicus GN-Mcccl PE=1 3Va MCCA_RAT 73279 57|
39 C18 TR = PE-15V-3 [SPASK_RAT w2 =3
40 Cc19 |Em transfer favoprotein-ubiquinone cxidoreductaze, mRochondrial O2=Rattus norvegicus GN=El! [ETFO_RAT 63,155 7.3]
43 Cc20 |Trpartite mosfcontaining protein 72 OS-Ratuz norvegicus GN=Trm72 PE=2 SVa1 T 52738 53|
50 c21 |FErnogen gamma chain O2-Rattus norvegicus GN=Fgg PE=1 2V=3 FIBG_RAT 50.601 5 5|
52 c2 [Asaenyde denycrogenase, mitochondrisl OB=Rattuz norvegicss GN=AKRZ PE=1 SVa1 [ALOH2_RAT S5453 €5
54 T23 [Betaenoiaze O3-Ratus novegius GN=Eno3 PE=1 3V=3 [ENGE_RAT B 7
35 C24 Beta-enciaze O2=Rattus norvegicus GN=Eno3 PE=1 8Ve3 [Enoa_RAT 45384 7.1]
58 D1 [NADH Tapns ‘subunit 10, O8-Rathus norvegicus & [NDUAA_RAT 20458 75
59 D2 [NADH =) subunit 10, O8-mathus norvegicus G [NDUAA_RAT 20458 75
60 D3 [ghon<hain speciic scy-CoA 2 GN-Acads FE=1 BV [ACADE_RAT 24737 5
61 D4 [Shori-chain spechc ScyI-CoA demydrogenaze., GN-ACSdz PE=1 BV-2 [ACADE_RAT wa737 23|
62 D5 Zocmate TNADT GG-Ratiuz norvegicus GN=Iah3s PE=1 SU=1 (DH38_RAT 235 =3
66 D6 [Four and a half LIM domains protein 2 OB=Rattus norvegicus GN=Fhi2 PE=13V=1 FHL2_RAT 32065 73|
67 D7 [Four 3nd 3 half LIM domains protein 2 OB=Rattuz norvegicus GN=Fhi2 PE=1 V=1 FHL2_RAT 32065 73
68 D8 [Actn, aha cardiac muscie 1 OB=Ratus NOVEgICUE GN=ACIC] FE=1 SV=1 [ACTC_RAT BES =3
9 D9 [Froniitin O8-Ramuz Rorvegicus GN=PRb PE=1 8V=1 [FrE_RAT 5e02 =5
71 D Tgaze, OB-Ratuz norvegicss GN=Fara2 PE=2 8V=1 [SYFV_RAT e 73
2 [Carboric anhydraze 2 O2-Rattus norvegicus GN=Ca2 PE=1 3V=2 [CAH2_RAT 23.0% 63
73 [Glyceraidenyde3-phozphate demydrogenase OS-Rattuz norvegicus GN=Gapdh PE=1 Sv=3 G35 RAT 35805 X
75 [Eiectron Fansfer favoprolen subunt beta OB=RamIz ROVegicss GN=EX PE=2 BVa3 [ETreRAT 27670 75
76 IS chain OG=Ratius NONVEGIUZ GN=LGND FE=1 BVal | 35589 =7
78 15 |Myosne Oo-Ratius norvegicus GN=Myhs PE=2 8V=2 [V HE_RAT 33370 =5
80 16 |E=1 protein nomoiog, mitochondrisl O8-Ratiuz norvegicus PE=1 8Va2 E31_RAT 28155 EX]
81 17 omense OB-Ratuz norvegicus GN=Gatz1 PE=1 3v- (AR _RAT 233556 75
83 18 [Apciipoproten A1 O2=Rattus norvegicus GN=Apoa1 PE=1 Va2 | 30043 55|
84 19 [ATF = Spha, CE-Ratiuz NoVegicus GN=ApEa1 PE=1 872 | S X 53
85 D20 Peronaze 1 OG=RatUS NONVEPICUE GN=GPY] PE=1 3Vad [GFXT_RAT =352 73
87 D21 Myozin regutatory 2 OB~-Ratus norvegicus GN=My2 PE [MLRV_RAT 18,868 43]
88 D22 Myozin sght chain 3 OB-Rattuz novegicus GN=My3 FE=1 V=2 [vLs_RAT zia B
89 D23 [Eukaryotc ranziation nEation factor SA-1 OS-Ratiuz norvegicus GN=EFSs PE=1 Va3 FEAT_RAT 15a21 =
90 D24 NADH Taees Szsembly acior 3 OB=Ratius norvegicus GN=NGwS [NDUF3_RAT 30583 73
91 E1 [TiBuin=pecinc chaperone A OG=Ratius NOVEgICUS GN=TDCa PE=1 BV=1 TECARAT 7273 53|
93 E2 [Transthyretin OB=Raus norvegicus GN=Tir PE=1 Va1 [TTHY_RAT 15710 5.5}
96 E3 [Myozn reguistory i 2, OS-Ratus norvegicus GN=My2 PE [MLRV_RAT 15868 23|
97 E4 [Nuciear ranzport factor 2 OS=Rattus norvegius GN=Nut2 PE=1 BV=1 NTF2_RAT 14453 54
98 E5 [ATF = B HOrVEgicUs GN=ADE| PE=1 Va1 | = =3
99 E6 G3-Ratiuz norVegicuz GN=HBD PE=1 8Va3 [FEEi_RAT 5569 73
100 E7 [Hemogiobin subunt beta-1 O2=Rattus norvegicus GN-Hbb PE=18Va3 [HBB1_RAT 15,969 7.9]
101 ES O3-Rattuz norvegicus GN=HED PE=18V=3 Iu_sm,mr 15369 73
102 E9 [Hemogiobin zubunt beta-1 OS=Rattus norvegicus GN=HBD PE=1 8va3 | = 73
103 E10 O5-Ratuz NONVEgICUz GN=FED PE=1 SVa3 [FEE1_RAT === 73
Control
1 fmol Cc18 TEschenchia coll IAI3S] o 715,583 =3 T00] =] 100]
2 fmol C19 ol AGS] [oiessaTaT 15,583 =3 50| 5| 700]
5 fmol C20 zmal chain coll M3 107-1] [omoos 17121 116441 =3 00| B 100
10 fmol c21 [bets gaisciozidaze smai chain [Excherichia coll M2 107-1] [onocs 17121 116441 =3 100) 357 00|




Supplementary Table 2. Within group fold changes and p-values for proteins.

Assigned  Original

ID No. Appearance SED Old / SED Young EX Old / EX Young
P value*  Av.Ratio  Pvalue*  Av. Ratio
1 30 48 (72) 0.7400 -1.0  0.5800 -1.2
2 46 66 (72) 0.9300 1.0 0.6000 1.1
3 95 63 (72) 0.0510 -1.4  0.4600 -1.3
5 109 69 (72) 0.0570 1.3 0.4100 1.1
6 108 66 (72) 0.1800 1.4 0.9700 -1.1
7 132 66 (72) 0.4700 1.0 0.0120 1.2
9 195 66 (72) 0.0580 1.6 0.2600 1.1
13 255 72 (72) 0.0006 -1.8  0.4800 1.1
15 274 69 (72) 0.0022 -1.6  0.3600 1.1
19 346 69 (72) 0.8000 -1.1 ~ 0.2300 1.2
23 385 48 (72) 0.0071 1.3 0.6100 1.1
26 424 39 (72) 0.5600 1.2 0.3000 -1.5
27 428 72 (72) 0.0046 -1.5 0.0170 -1.6
28 437 72 (72) 0.0083 -1.5  0.0450 -1.5
29 429 72 (72) 0.7600 -1.1 ~ 0.4100 1.1
33 521 72 (72) 0.6200 -1.1 ~ 0.3300 -1.1
34 417 51(72) 0.6000 1.2 0.6200 1.5
39 478 69 (72) 0.0200 -1.9  0.0011 -2.3
40 528 69 (72) 0.0012 2.3 0.0002 2.0
43 581 54 (72) 0.2500 -1.2 0.0050 -1.4
50 701 72 (72) 0.0160 -1.4  0.6500 1.0
52 662 72 (72) 0.0550 2.2 0.1800 1.8
54 735 72 (72) 0.4200 -1.1 ~ 0.1100 -1.3
55 748 72 (72) 0.4800 -1.1 ~ 0.1500 -1.3
58 903 72 (72) 0.2200 2.4 0.0045 3.9
59 946 72 (72) 0.0800 1.7 0.0280 -2.0
60 913 72 (72) 0.0001 22 0.0160 1.5
61 924 72 (72) 0.0017 2.0  0.1200 1.3
62 927 72 (72) 0.0084 -1.7 0.6600 -1.1
66 1112 72 (72) 0.3700 -1.4  0.1600 -1.6
67 1118 72 (72) 0.2200 -1.6  0.0670 -1.8
68 1257 69 (72) 0.9800 -1.0  0.7100 -1.1
69 1255 72 (72) 0.5500 1.1 09100 -1.0
71 1279 72 (72) 0.2400 -1.2 0.7700 1.1
72 1340 72 (72) 0.3600 -1.3 0.1400 -1.2
73 1285 72 (72) 0.7400 -1.0  0.0610 1.7

75 1372 60 (72) 0.8800 1.0 0.1800 -1.3
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83
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90
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93
96
97
98
99
100
101
102
103

1360
1387
1431
1459
1484
1534
1531
1634
1707
1891
1939
2010
2109
2191
2229
2260
2178
2183
2141
2152
2150

72 (72)
72 (72)
72 (72)
72 (72)
72 (72)
69 (72)
66 (72)
72 (72)
72 (72)
72 (72)
72 (72)
72 (72)
72 (72)
45 (72)
51(72)
27 (72)
72 (72)
72 (72)
72 (72)
66 (72)
60 (72)

*P value indicates
<0.05

0.0004
0.0240
0.4200
0.0280
0.0036
0.0073
0.5500
0.1600
0.0068
0.0041
0.8300
0.0910
0.0080
0.6000
0.8200
0.2400
0.1500
0.1300
0.3100
0.4500
0.3000

1.7
1.4
-1.2
1.3
-1.9
1.2
1.1
1.5
2.0
-1.4
-1.1
1.3
-1.6
1.0
-1.1
1.2
-1.6
-1.7
-1.4
-1.4
-1.4

0.0400
0.7600
0.4000
0.0030
0.1100
0.1100
0.0250
0.9400
0.0180
0.6800
0.4800
0.2100
0.2300
0.0170
0.7800
0.5600
0.0140
0.0200
0.0280
0.0073
0.0400

1.2
-1.1
1.1
1.3
-1.6
1.3
1.5
-1.2
2.0
1.0
-2.1
-1.2
-1.3
2.0
-1.0
2.2
-1.6
-1.6
-1.7
-1.9
-1.5



