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Nonalcoholic fatty liver disease (NAFLD) is characterized by hepatic steatosis, which occurs in the absence of alcohol abuse. NAFLD
can evolve into progressive liver injury and fibrosis in the form of nonalcoholic steatohepatitis (NASH). Several animal models have
been developed to attempt to represent the morphological, biochemical, and clinical features of human NASH. The actual review
presents a critical analysis of the most commonly used experimental models of NAFLD/NASH development. These models can
be classified into genetic, nutritional, and a combination of genetic and nutritional factors. The main genetic models are ob/ob
and db/db mutant mice and Zucker rats. The principal nutritional models employ methionine- and choline-deficient, high-fat,
high-cholesterol and high-cholate, cafeteria, and high-fructose diets. Currently, associations between high-fructose and various
compositions of high-fat diets have been widely studied. Previous studies have encountered significant difficulties in developing
animal models capable of reproducing human NASH. Some models produce consistent morphological findings, but the induction
method differs significantly compared with the pathophysiology of human NASH. Other models precisely represent the clinical
and etiological contexts of this disease but fail to provide accurate histopathological representations mainly in the progression from
steatosis to liver fibrosis.

1. Introduction
Nonalcoholic fatty liver disease (NAFLD) is characterized
by abnormal lipid accumulation in hepatocytes, which is
known as steatosis and occurs in the absence of alcohol
abuse. NAFLD is one of the most common forms of liver
disease reported in current clinical practice. The prevalence
of NAFLD is estimated to reach 30% of adults in developed
countries, and greater than 10% of cases evolve into progressive liver injury in the form of nonalcoholic steatohepatitis
(NASH) [1]. Because of the high prevalence of NAFLD in the
obese population, NAFLD can be considered one of the manifestations of metabolic syndrome including central obesity,
type II diabetes mellitus, hypertension, hyperglycemia, and
hyperlipidemia [2]. Some factors also contribute directly to
the development of NAFLD, such as a sedentary lifestyle and
increased consumption of high-fat foods and beverages with
high concentrations of fructose [3].

In addition, patients with steatosis, ballooning degeneration, Mallory’s hyaline corpuscles, and fibrosis display a
higher probability of developing cirrhosis compared with
patients exhibiting steatosis alone. Thus, NAFLD includes a
wide spectrum of liver abnormalities that may vary from
simple steatosis to NASH (Figure 1). In this context, NASH
can be identified by the presence of significant fibrosis and
necroinflammatory activity in which collagen deposition is
manifested as a peculiar perivenular and/or pericellular pattern [4]. Although the majority of patients can be effectively
diagnosed with NAFLD using noninvasive tests, liver biopsy
remains the gold standard for the accurate assessment of
the graduation of steatosis, necroinflammatory changes, and
fibrosis and allows NASH and steatosis to be distinguished
[5, 6].
A recently developed grading to NASH incorporates the
severity of hepatic steatosis, portal and lobular inflammation,
and collagen deposition. Like this, the grading of the severity
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Figure 1: The representative photomicrographs present the progression of the histopathological alterations found in the spectrum of
nonalcoholic fatty liver disease (NAFLD): (a)/(b) normal liver: no evidence of steatosis, inflammation, or fibrosis; (c)/(d) liver steatosis:
moderate steatosis (34–66%), no evidence of inflammation or fibrosis; (d)/(e) nonalcoholic steatohepatitis (NASH): moderate steatosis (34–
66%), mild inflammation, and moderate fibrosis with a fibrous septa (FS); (f)/(g) liver cirrhosis secondary to NASH: moderate steatosis (34–
66%), moderate inflammation, and severe fibrosis with a regenerative nodule (RN) (Hematoxylin & Eosin and Masson Trichrome staining,
×200). The black, red, and yellow arrows show steatosis, fibrosis, and inflammation, respectively.
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of hepatic steatosis varies as follows: grade 0, minimal or
no evidence of steatosis (<5% of hepatocytes affected); grade
1, mild steatosis (5 to 32% of hepatocytes affected); grade
2, moderate to severe steatosis (33 to 66% of hepatocytes
affected); grade 3, severe steatosis (>66% of hepatocytes
affected). The portal and lobular inflammation is also scored
as follows: grade 0, minimal or no evidence of inflammation;
grade 1, mild inflammation; grade 2, moderate to severe
inflammation; grade 3, severe inflammation. The collagen
deposition varies as follows: grade 0, minimal or no evidence
of fibrosis; grade 1, mild fibrosis; grade 2, moderate to severe
fibrosis; grade 3, severe fibrosis [4]. Another similar method
for NASH grading is the SAF system, which comprises a
semiquantitative score of steatosis (S), inflammatory activity
(A), and fibrosis (F) [7].
The mechanisms involving the pathogenesis of NASH are
not completely clarified. One of the main hypotheses is “the
theory of the two hits.” According to this theory, the “first hit”
for NASH establishment is lipid accumulation in hepatocytes,
mostly in the form of triglycerides, which results from an
imbalance between the metabolic pathways that promote the
hepatocyte uptake and synthesis of fatty acids and those
that promote oxidation and export of fatty acids. Insulin
resistance, found in obesity and type II diabetes, has been
considered the most important factor in the development
of hepatic steatosis (the “first hit”). Insulin resistance causes
peripheral lipolysis and hyperinsulinemia. Lipolysis increases
circulating free fatty acids (FFA) and hepatocyte uptake of
fatty acids. Hyperinsulinemia intensifies the hepatic synthesis
of fatty acids by inducing glycolysis and favors the accumulation of triglycerides within hepatocytes by decreasing the
liver ability to reesterify and export triglycerides [8, 9].
In consequence of hepatic steatosis, hepatocytes develop
vulnerability to oxidative stress, which may, in large part,
be responsible for the progression of NAFLD from simple steatosis to steatosis associated with necroinflammatory
activity and fibrosis. Therefore, oxidative stress has been
reported as the “second hit.” Mitochondria play a central role
in oxidation of fatty acids. Since mitochondrial fatty acid
oxidation results in production of free radicals, mitochondria
are the major cellular source of reactive oxygen species
(ROS), mainly in the form of hydrogen peroxide. Oxidative
stress has been described as a disturbance in the equilibrium
status of ROS generation and the cellular antioxidant defense
system. In hepatic steatosis, the imbalance between scarce
endogenous antioxidant reserves and augmented mitochondrial production of free radicals results in oxidative damage
to lipids, proteins, and DNA with subsequent cell death
[9, 10]. Oxidative stress may trigger steatohepatitis by three
main mechanisms: lipid peroxidation, cytokine induction,
and induction of Fas ligand. In addition to directly inducing
cellular destruction by massive membrane lipoperoxidation,
ROS can act as second messengers in the regulation of genes
encoding proinflammatory and profibrogenic cytokines such
as tumor necrosis factor alpha (TNF-𝛼), transforming growth
factor beta (TGF-𝛽), and interleukin- (IL-) 8. ROS can
also induce expression of the Fas ligand in hepatocytes,
which normally express the membrane receptor Fas. The Fas
ligand on one hepatocyte can interact with Fas on another
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hepatocyte resulting in fractional liver cell killing (Figure 2)
[8, 9].
Multiple intrinsic mechanisms have been suggested to
trigger cell death and progression to NASH. However, diverse
evidences show that hepatocellular apoptosis is increased
both in animal models [11–13] and in human NASH [14–
16]. Therefore, apoptosis has been considered the major
mechanism of cell death in the NASH context, stimulating liver inflammation and fibrosis. The steatosis-induced
oxidative stress promotes cell death through the activation of stress-related signaling pathways such as c-Jun Nterminal kinase (JNK) or p38 mitogen-activated protein
(MAP) kinase. Both JNK and p38 MAP kinase are involved
in mechanisms of apoptosis [17, 18]. Moreover, increase of the
apoptosis frequency may be considered a profibrogenic event
in progression of chronic liver diseases. Indeed, apoptosis
fragments and ROS can stimulate Kupffer cells to release
proinflammatory and profibrogenic cytokines, which induce
activation of hepatic stellate cells. These cells are the major
producers of extracellular matrix in the tissue repair reactions
in response to chronic hepatic injury [19].
The mechanisms that involve apoptosis in NASH were
investigated in rats using a high-fat diet for 12 weeks. The
results showed that the index of hepatocellular apoptosis was
significantly higher in rats fed with high-fat diet. The authors
concluded that the hepatocellular apoptosis in this model
was promoted by interacting between cyclooxygenase-2 and
proinflammatory cytokines (TNF-𝛼 and IL-6) [20]. A recent
study showed the contribution of caspase 3 on liver injury and
fibrogenesis and supported a prominent role for the caspase
3 activation in the hepatocellular apoptosis and fibrogenesis
in NASH secondary to the methionine- and choline-deficient
(MCD) diet model [21]. In addition, it was suggested that the
high-cholesterol and high-cholate (HChCh) diet can induce
intense atherogenic stimulus and additionally promote apoptosis through the oxidized low density lipoprotein (oxLDL).
The oxLDL presents a proinflammatory and proapoptotic
potential and can induce liver fibrosis [22].
Additionally, a new theory known as “lipotoxicity” has
been focus of interest. Current evidences suggest that lipotoxicity represents the major mechanism of hepatocyte dysfunction leading to disease progression in NASH. According
to this theory, lipotoxic injury occurs in the setting of the
excessive traffic of free fat acids, especially saturated fatty
acids (SFA), rather than due to simple steatosis. Probably,
lipid accumulation occurs in parallel with the generation of
lipotoxic metabolites, which are primarily responsible for the
progression of liver disease [19, 23]. According to this theory,
a high-carbohydrate and high-SFA diet contributes to the
excessive circulation of free fat acids and promotes the development of insulin resistance. Moreover, it has been shown
that lipotoxicity leads to cell injury and death, via apoptosis or
necrosis, and may constitute an important proinflammatory
and profibrogenic stimulus in chronic liver disease [19, 24].
Although the pathophysiology and diagnosis of NASH
have been thoroughly studied, many investigators are still
searching for a specific treatment. Several animal archetypes
are indispensable for reproducing reliable models displaying
characteristics as similar as possible to human NASH.
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Figure 2: The main mechanisms involved in the pathophysiology of the nonalcoholic steatohepatitis (NASH). FFA: free fatty acids; ROS:
reactive oxygen species; TG: triglycerides (adapted from Angulo, 2002 [8]).

2. An Approach of Actual Experimental
Models of NASH
Several animal models have been developed to represent
the pathophysiology, morphological findings, biochemical
changes, and clinical features of human NASH. Accordingly,
the employed animals should present metabolic abnormalities such as obesity, insulin resistance, fasting hyperglycemia,
dyslipidemia, and altered adipokine profile. Furthermore,
an animal NASH model should display steatosis, intralobular inflammation, hepatocellular ballooning, perisinusoidal
fibrosis, and susceptibility to liver tumors. However, the
extrapolation of diverse animal models of NAFLD/NASH
to the human disease may be limited by the difficulty in
reproducing both the clinical and morphological conditions.
The current models can be classified into genetic, nutritional,
and a combination of genetic and nutritional factors. The
following models are the most commonly used animal
models of NAFLD/NASH development.

3. Genetic Models
To better understand the role of the specific genes involved
in fatty liver formation, several studies have attempted to
identify the deletion or overexpression of some genes that
may be involved in the development of NAFLD/NASH. The
genetic alterations can act diversely in various pathways but
all culminate with lipid hepatocellular deposits. The main
known genetic variation results in increased ingestion of
calories, higher hepatic influx of fatty acids, neolipogenesis,
and decreased hepatic oxidation of FFA and triglycerides
[25]. However, the genetic models almost exclusively induce
the biochemical alterations of NAFLD, and the addition of
modified diets is frequently required in these models to
induce the morphological changes found in human NASH
[26].
3.1. SREBP-1c Transgenic Mice. In mammals, intracellular
levels of cholesterol and fatty acids are controlled through a
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Figure 3: Genetic animal models used for the development of NAFLD/NASH: (a) Zucker rats—the recessive (fa/fa) genotype develops obesity
and liver steatosis (at left side), while the dominant (lean) genotype is phenotypically normal (at right side of the picture); (b) Ob/ob mice—
the mutant obese (ob/ob) mouse (at left side) may present threefold higher body weight relative to the wild type mouse (at right side of the
picture) (The Jackson Laboratory).

feedback regulatory system mediated by a family of transcription factors called sterol regulatory element-binding proteins
(SREBPs). SREBP-1c transgenic mice overexpress the transcription factor SREBP-1c. In this model, the dysregulation
of adipocyte differentiation leads to insulin resistance and
diabetes. Similar to some forms of congenital lipodystrophies,
the amount of systemic fat tissue is decreased, but the animals
present significant hepatic lipid accumulation [27]. When
SREBP-1c transgenic mice are fed a high-fat diet, pronounced
hepatic steatosis can be induced in a few days. A standard
diet is sufficient to induce steatosis, lobular and perivenular
inflammation, and pericellular fibrosis in these animals after
a period of 8 weeks [28, 29]. Therefore, the morphological
findings are similar to many of the morphological findings
observed in NASH. However, human NAFLD/NASH is
frequently associated with metabolic syndrome and increased
visceral fat, while this animal model develops lipid deposits
exclusively in the liver. Consequently, despite the satisfactory
pathological features, this model may differ from the clinical
context of human NASH [30].
3.2. Ob/ob Mice. Ob/ob mice exhibit a spontaneous mutation
in the leptin gene (leptin deficient). Leptin (from the Greek
lepthos = thin) is a peptide hormone produced by adipose
tissue. When this substance is secreted by adipocytes, it
reaches the hypothalamus in the central nervous system and
participates in the regulation of feeding behavior and energy
bursts. Leptin promotes reduced food intake and increases
energy metabolism by affecting the hypothalamic-pituitary
axis and regulating neuroendocrine mechanisms. Leptin is
also involved in the modulation of fibrogenesis and cell death
[31–33].
In the ob/ob mice, a mutation in the leptin gene causes
leptin deficiency and decreased interaction between leptin
and its receptor; therefore, the ob/ob mice are hyperphagic,
extremely obese, and inactive [26] (Figure 3). In addition,
these animals have an altered metabolic profile and exhibit
hyperglycemia, insulin resistance, hyperinsulinemia, and
spontaneous development of fatty liver [34]. However, the
utility of the ob/ob mouse model is limited by concerns with

the development of liver fibrosis. In fact, the ob/ob mice
are protected from fibrosis, and this phenomenon permitted
the characterization of leptin as a key mediator of hepatic
fibrogenesis. Because the progression to NASH does not
occur spontaneously in this model, a secondary stimulus is
necessary such as a MCD or high-fat diet or administration
of lipopolysaccharide (endotoxin). Using these techniques,
leptin-deficient mice can present reduced liver collagen
deposits, which impairs the presence of important morphological characteristics of NASH such as fibrosis. Furthermore,
mutations in the ob gene are not prevalent in obese subjects or
patients with NASH, and leptin levels are not well correlated
with the development of NAFLD/NASH [30, 35].
3.3. Db/db Mice. The db/db mouse model exhibits a spontaneous mutation in the leptin receptor gene (Ob-Rb).
Although the db/db mice exhibit normal or elevated levels
of leptin, they are resistant to the effects of leptin. Thus,
the db/db animals are obese, present insulin resistance or
diabetes, and develop macrovesicular hepatic steatosis. In
addition, they may develop NASH after a second stimulus
such as the intake of trans-fat or an MCD diet. When db/db
mice are fed an MCD diet, they can develop significant liver
fibrosis in contrast to ob/ob mice [36, 37]. The phenotype
of the db/db mice better simulates the condition of human
metabolic syndrome in many circumstances. However, these
mice are limited because they do not spontaneously develop
liver fibrosis or NASH without a second stimulus [30].
3.4. Zucker Rats. One of the most commonly used animal
models of NAFLD, genetic obesity, and metabolic syndrome
is the genetic model of obese Zucker rats (fa/fa). Zucker rats
exhibit a spontaneous mutation in the leptin receptor (fa
allele), which decreases the affinity of this receptor for leptin
and changes the transduction signal. Zucker rats are homozygous for the fa allele, and heterozygous fa rats (lean) serve as
the control. Zucker rats develop severe obesity and are hyperleptinemic, hyperphagic, inactive, obese, and insulin resistant
(hyperinsulinemia, mild hyperglycemia, and hyperlipidemia)
(Figure 3). Zucker rat hyperlipidemia is characterized by
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increased very low density lipoprotein (VLDL) and high
density lipoprotein (HDL) without significant changes in low
density lipoprotein (LDL) and reduced expression of the hepatic LDL-receptor [38]. In addition to significantly increased
body weight, the Zucker rats depend on the heterozygote
controls to reproduce because the metabolic abnormalities
are also associated with high infertility rates in these animals
[39].
In Zucker model, macro/microvesicular steatosis is diffusely present, mainly in the periportal area. No other sign
of progression to NASH is detected. The Zucker rats also
display low hepatic GSH and vitamin E levels and decreased
catalase activity. As a result of leptin resistance, increased
expression of SREBP-1c and carbohydrate response elementbinding protein (ChREBP) may also be observed. The
increased expression of SREBP-1c mRNA was accompanied
by augmented levels of lipogenic enzymes and triglyceride
accumulation in the liver [26].
Similar to ob/ob and db/db mice, Zucker rats do not
present spontaneous development of NASH and require a
second stimulus to induce the progression from steatosis
to NASH. Accordingly, Zucker rats fed with a diet rich in
saturated fat (60% of energy supply derived from lard) for 8
weeks developed severe micro/macrovesicular steatosis and
progression to steatohepatitis. Liver injury was accompanied
by increased levels of alanine aminotransferase (ALT), TNF𝛼 and TGF-𝛽, higher collagen deposition, and activation of
hepatic stellate cells. Oxidative stress markers such as lipid
peroxidation and protein carbonyl groups were increased,
while the hepatic levels of reduced glutathione and antioxidant enzymes were diminished [40].
Although Zucker rats partially simulate human metabolic
syndrome (obesity, insulin resistance, dyslipidemia, hyperinsulinemia, and liver), this animal model still has some
disadvantages. Because leptin or leptin receptor mutations
are rare in humans, Zucker rats may not reflect the clinical
and pathological circumstances of the development of the
NAFLD spectrum observed in humans. Furthermore, Zucker
rats do not naturally develop steatohepatitis, are resistant to
liver fibrosis, and require additional interventions to induce
the progression of steatosis to NASH [26].

4. Nutritional Models
Nutritional models intend to mimic the bad alimentary habits
that culminate in obesity and NASH. Some diets may cause
consistent liver damage, steatosis, lobular inflammation, ballooning degeneration, and perivenular fibrosis similar to the
histopathological findings of human NASH. The metabolic
profile may also be changed, resulting in type II diabetes
and high levels of triglycerides and cholesterol similar to the
clinical characteristics observed in human NAFLD/NASH
[26].
The mouse strain C57/BL6 is capable of simulating some
human metabolic diseases and lipid disorders when submitted to different experimental models [41]. Similar to humans,
adult C57/BL6 mice have a strong genetic tendency to
develop obesity, hyperinsulinemia, and glucose intolerance,
independently of the offered diet. This phenomenon may be
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further accentuated with the administration of a high-fat diet,
which may result in obesity, insulin resistance, and steatosis
similar to humans [32].
4.1. Methionine- and Choline-Deficient Diet. The MCD model
is based on deficiency of methionine and choline, which
are essential for liver 𝛽-oxidation and the production of
VLDL. In addition to the methionine and choline deficiency,
this diet contains a high quantity of sucrose (10% fat, 40%
sucrose). The main results of the MCD diet are hepatocyte
lipid accumulation and decreased synthesis of VLDL. Rats
fed the MCD diet present weight loss (up to 40% at 10 weeks)
and subsequent development of intense pericentral steatosis
accompanied by necrosis and inflammation. The weight loss
is based on reduction of corporal fat with a proportional
decrease in liver size [32].
Mice fed the MCD diet also exhibit increased inflammatory responses through activation of liver macrophages
due to the transcriptional factor nuclear factor kappa B (NF𝜅B), which is an important modulator of inflammatory and
cell survival responses. In addition to NF-𝜅B activation,
concomitant augmentations in TNF-𝛼, IL-6, and TGF-𝛽
levels are also observed [42]. The MCD diet also promotes
higher expression of the intercellular adhesion-1 molecule
(ICAM-1), vascular cell adhesion molecule-1 (VCAM-1), and
macrophage chemotactic protein-1 (MCP-1), which results
in increased activity, migration, adhesion, and accumulation
of neutrophils and macrophages in the liver [43]. Although
these proinflammatory mechanisms are similar to human
NASH, and the MCD diet promotes real liver damage, the
triglyceride and cholesterol levels are also reduced in contrast
with obese patients with NAFLD/NASH. Other discrepancies
in the metabolic profile of the MCD diet are reduced levels of
insulin, glucose, and leptin, which are opposite to the effects
of human NASH [44, 45]. Because the MCD diet is deficient
in nutrients, it is not an ideal representative model of human
NASH because the intrinsic nutritional factors observed in
the human diet are not represented in the MCD diet.
4.2. High-Fat Diet. Because of the strong links between
NAFLD and metabolic syndrome, animals have also been
submitted to the “Western-style diet” model, which aims to
induce obesity, insulin resistance, and liver damage. In these
models, the animals are fed a high-fat diet in which 45–75%
of the caloric intake is derived from fat and/or variations
containing trans-fat or cholesterol. In the majority of the
high-fat diet models, the degree of liver injury is not severe
compared with the MCD model. However, the high-fat diet
can represent the detrimental eating habits of the Western
diet and mimic the etiology of NAFLD/NASH [25, 46].
A classic example of a high-fat diet model proposed by
Lieber et al. (2004) is based on a liquid diet containing fat
(71%), carbohydrates (11%), and protein (18%). The animals
fed this diet presented biochemical alterations similar to the
profile of NASH in humans. The rats also developed increased
insulin levels, insulin resistance, hepatocellular lipid accumulation, oxidative stress, and TNF-𝛼 levels. However, the
hepatic histopathology results displayed discrete signs of
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inflammation, mild steatosis, and the absence of the fibrosis
progression in contrast with human NASH [47].
Other studies have intended to optimize the development
of NASH through punctual modifications in the high-fat
diet, such as enrichment with lard and cholesterol in a
diet fed to Sprague-Dawley rats at 4, 8, 12, 24, 36, and 48
weeks. In this case, the liver weight increased at week 4, and
hepatic steatosis was also observed. After week 8, the body
weight started to increase. This finding was accompanied by
augmented serum levels of FFA, cholesterol, and TNF-𝛼. The
serum ALT levels increased at week 12, and steatosis and
inflammation occurred from weeks 12 through 48. Apparent
hepatic perisinusoidal fibrosis did not occur until week 24,
but collagen deposits were evident from weeks 36 to 48. This
novel model may be potentially useful as a NASH model,
although the main findings occurred only after week 24 [48].
Because of the presence of increased levels of ALT and
triglycerides, liver neutrophil infiltration, and focal hepatocellular necrosis and apoptosis, high-fat diets are considered
one of the best models to study the progression of steatosis
to NASH. However, these models are limited because not all
of the histopathological findings are consistent with those
observed in human NASH, which is mainly due to the lack of
progressive fibrosis. Furthermore, it takes a long time for the
symptoms of the high-fat diet to significantly develop [25, 49].
Other techniques have been implemented to identify
more severe histopathological alterations. In a study using
C57/BL6 mice, an intragastric cannula was implanted to
improve the intake of high-fat diets. In this model, an
emulsion containing 37% of calories from fat (corn oil) and
39% of calories from dextrose was administered directly into
the stomach. The treated mice developed hyperglycemia,
hyperinsulinemia, hyperleptinemia, glucose intolerance, and
insulin resistance. The mice also became obese with increased
hepatic levels of fat. However, the histopathological analysis
showed the development of mild hepatic steatosis [50]. In
a study performed with Wistar rats using the same model
of intragastric cannulation but with the administration of
a trans-fat diet, the histopathological findings were more
characteristic of the morphology found in human NASH [51].
Although this model can reproduce the histopathological
pattern of NASH in humans, it failed to mimic the clinical
and etiologic aspects because the administration of the diet
to the animals was forced.
4.3. Atherogenic (High-Cholesterol and High-Cholate) Diet.
Insulin resistance is a key event in the pathophysiological
development of metabolic syndrome. Insulin resistance is
associated with increased triglyceride and cholesterol levels
and increased risk of cardiovascular disease. In some animal
models, a relative insulin receptor insufficiency accompanied
by increased plasma triglyceride concentrations during the
development of obesity was observed, which is similar to
the pathogenesis of insulin resistance in humans. Insulin
resistant animals also exhibited an increased propensity to
develop NAFLD/NASH [52, 53]. Based on these findings,
other studies proposed new animal models fed an atherogenic
diet with high levels of cholesterol and cholate, which could
both lead to atherosclerosis and NASH. A mouse model
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showed that a high-cholesterol and high-cholate (HChCh)
diet can induce varied degrees of liver inflammation and
augmented collagen gene expression. The HChCh diet also
stimulates the liver to produce TNF-𝛼, which increases the
inflammatory response and causes the progression of NASH
[54].
Mice fed the HChCh diet presented progressive formation of hepatic steatosis, inflammation, and fibrosis after
6–24 weeks. The addition of 60% fat from cocoa butter
in the HChCh diet accelerated the development of these
histopathological alterations within 12 weeks. Furthermore,
the fat-enriched HChCh diet induced higher oxidative stress
and consequent increases in the activation of hepatic stellate
cells and the expression of 𝛼-smooth muscle actin. These
data suggest that the supplementation of HChCh diet with
high-fat levels can cause hepatic morphological alterations of
human NASH. However, metabolic status analysis of HChCh
diet-fed animals showed an attenuation of the insulin resistance factors. In fact, during the course of the experiment,
the animals lost 9% body weight, and the triglyceride levels
were lower compared with the controls [25, 55].
Thus, although the HChCh diet enriched with fat can
imitate the progression of human NASH, the metabolic profile showed important differences. Therefore, further studies
are needed to assess whether changes in fat composition or
addition of other dietary factors can improve the biochemical
results of this model to increase its similarities to human
NASH.
4.4. Cafeteria Diet. The incidence of metabolic syndrome,
which is characterized by a combination of systemic dysfunctions including glucose intolerance, central obesity, dyslipidemia, and hypertension, has stimulated the development
of new diet models mimicking the eating habits of the socalled modern Western diet. The aim of the cafeteria diet, also
known as the Western diet, consists of industrially processed
palatable foods containing high levels of fat, sugar, and
salt. Therefore, this diet provides a robust model of human
metabolic syndrome compared with the traditional high-fat
diets and causes a phenotype of exaggerated obesity with
glucose intolerance and inflammation [56]. However, this
model presents some controversial results.
Young rats that received the cafeteria diet for 8 weeks
developed metabolic syndrome along with obesity, higher
hepatic weight, increased plasma levels of glucose, insulin
and triglycerides, and insulin resistance [57]. In another
study, hamsters fed the cafeteria diet for 15 weeks displayed
significantly increased body weight and higher levels of
plasma triglycerides, LDL-cholesterol, and glucose. Administration of the cafeteria diet resulted in a 35% decrease
in adiponectinemia and insulinemia, augmented leptinemia, and increased homeostatic model assessment-insulin
resistance (HOMA-IR). Although this diet induced insulin
resistance and increased liver oxidative stress, proinflammatory mediators such as TNF-𝛼, IL-6, and NF-𝜅B were not
enhanced [58]. In accordance with these studies, the cafeteria
diet is primarily a model of human metabolic syndrome.
Another study developed a variation of the cafeteria diet
containing 65% fat (mostly saturated fat) administered to
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Wistar rats for 1 month. The animals presented consistent
features of metabolic syndrome such as overweight, arterial
hypertension, hypertriglyceridemia, hyperglycemia, insulin
resistance, and liver steatosis but did not present significant
liver inflammation or fibrosis [59]. In addition, Wistar rats
fed standard chow with concurrently offered cafeteria food
(cookies, cereals, cheese, processed meats, crackers, etc.)
ad libitum for 15 weeks developed hyperphagia, resulting
in severe obesity and prediabetes (glucose intolerance and
hyperinsulinemia). This diet induced panlobular microvesicular steatosis, steatohepatitis, and chronic inflammation in
white and brown adipose tissues [56]. Thus, according to
these authors, this model closely reflects the etiopathogenesis
of human NAFLD, although no study has demonstrated the
presence of liver fibrosis.
4.5. Fructose. In humans, increased levels of fructose consumption, primarily in the form of corn syrup for soft drinks,
are associated with increased severity of hepatic steatosis
and fibrosis [60, 61]. Fructose, a monosaccharide primarily
metabolized in the liver, controls the activity of glucokinase,
which is the principle enzyme involved in hepatic glucose
metabolism. Fructose is a potent and acute regulator of liver
glucose uptake and glycogen synthesis. By interfering with
glucose metabolism, the excessive fructose intake leads to
postprandial hypertriglyceridemia, which increases visceral
adipose deposition. Visceral adiposity contributes to hepatic
triglyceride accumulation and insulin resistance by increasing the portal delivery of FFA to the liver [62–64].
Some animal and human studies show increased levels of
triglycerides after ingestion of diets with fructose compared
with diets containing complex carbohydrates or other sugars.
This effect occurs due to increased lipogenesis in the detriment of gluconeogenesis, which results in increased hepatic
synthesis of fatty acids and glycerol. The higher activity of
lipogenic enzymes in the liver results in augmented levels of
plasma total lipids and VLDL [63].
Mice submitted to an addition of 30% fructose in drinking water presented a fourfold increase in triglyceride levels
and a marked increase in body weight along with steatosis
after 8 weeks of ingestion [65]. No published data on animals
demonstrated that administration of fructose alone can alter
the metabolic parameters associated with NASH, but fructose
has been reported to alter potent biochemical properties
involved in promoting insulin resistance [66].
4.6. Association of Fructose with Other Nutritional Models.
Dietary intervention using atherogenic or high-fat diets in
addition to fructose represents a promising animal model
for the induction of NASH with important similarities to the
human disease.
Recently, a model diet was developed based on nutritional
simulation of commonly consumed fast foods. In addition,
the animals were maintained in conditions designed to
promote sedentary behavior. These experimental circumstances are similar to those found in the majority of obesity
patients in the Western culture. This archetype was termed
the American lifestyle-induced obesity syndrome (ALIOS)
model. The C57BL/6 mice were fed a high-fat diet containing
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trans-fats (partially hydrogenated vegetable oil) and significant amounts of fructose in corn syrup for 1 to 16 weeks. These
animals presented obesity, hyperinsulinemia, and insulin
resistance. The addition of high amounts of fructose in the
diet increased the food intake and contributed to impaired
insulin sensitivity. Moreover, the use of trans-fats induced
hepatic lipid deposition and contributed substantially to
hepatocellular injury. Although the ALIOS model led to
severe steatosis, liver fibrosis was scarce [67].
Another study with mice showed that the administration
of high-fat foods and high-fructose/sucrose liquids leads to
a synergistic effect that may induce liver inflammation and
fibrogenesis. Furthermore, the ingestion of sucrose along
with fructose most likely accelerated the occurrence of
hepatic macrovesicular steatosis and NASH [63].
Another type of combination diet is a high-fat, highcarbohydrate diet using medium-chain trans-fatty acids as
high-fat component, and fructose and sucrose (55% and
45%, resp.) as high-carbohydrate nutrients. This diet caused
a significant increase in hepatic triglyceride content, plasma
ALT, and liver weight in mice after 16 weeks. Hepatic fibrosis, oxidative stress, hepatic collagen1 mRNA, and plasma
cholesterol levels were also significantly increased. Mice fed
a high-fat, high-carbohydrate diet can develop obesity and
hepatic fibrosis. Moreover, these animals displayed a NASHlike phenotype and an important increase in hepatic ROS
similar to human NASH [68].
In addition, the offering of a high-fat diet accompanied
with fructose syrup for male and female mice resulted in some
alterations of NAFLD/NASH after 16 weeks. These animals
presented augmented ALT, triglycerides, IL-1𝛽 and TNF-𝛼
levels and insulin resistance and the histological alterations
of NASH such as collagen deposition, macro/microvesicular
steatosis, and liver fibrosis. Although these findings are consistent with NASH, in the female mice, hepatic inflammation
and fibrosis were insipient [69].
The metabolic and histological effects of a diet based in
the “fast food” composition were also evaluated. Mice were
fed for 25 weeks with a “fast food” diet composed by 40%
energy as fat (12% SFA, 2% cholesterol) or a high-fat diet
composed by 60% energy as fat (1% SFA). Both diets were
supplemented with high amounts of fructose. The high-fat
diet resulted in obesity, insulin resistance, and steatosis, but
inflammation was minimal, and there was not liver fibrosis.
However, in mice fed the “fast food” diet, obesity and insulin
resistance were also observed, but the liver histology showed
steatohepatitis with pronounced hepatocellular ballooning
and progressive fibrosis. The “fast food” diet also induced a
gene expression associated with increased fibrosis, inflammation, endoplasmic reticulum stress, and lipoapoptosis. Thus, a
“fast food”-based diet, composed by high saturated fat, highcholesterol, and high-fructose, may simulate with elevated
fidelity the features of the human metabolic syndrome and
NASH [70].

5. Rabbit Models
Rabbits have also been utilized to the development of NASH.
Rats have a very short prepubertal stage and they come into
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the adulthood in only one month. Therefore, rats are not
the ideal animals to reflect the physiopathological state of
the majority of children diseases. On the other hand, rabbits
present around of 8 months of prepubertal stage and seem
to be the factual animals for mimicking pediatric NASH. In
this manner, it was created as a model to simulate pediatric
NASH wherein young rabbits (4–6 weeks old) were fed with a
high-fat diet (standard diet + 10% lard + 2% cholesterol) for 12
weeks. In this study occurred a generation of typical hepatic
alterations of NASH, as liver steatosis, hepatocellular ballooning, severe portal inflammation (a major characteristic of
pediatric NASH), perisinusoidal fibrosis, besides weight gain,
augmented liver weight and higher levels of proinflammatory
cytokines (TNF-𝛼 and IL-6), thereby producing the key
features of pediatric NASH [71].
Another rabbit model was employed to simulate the
human NASH. In this study, the animals were fed during
9 months with a diet supplemented with 0.75% cholesterol
and 12% corn oil. After this long experimental period, the
rabbits displayed increased serum and hepatic levels of total
cholesterol. The livers presented a whitish and nodular aspect.
In addition, hepatic gene expression for proinflammatory
cytokines (TNF-𝛼, IL-1𝛽, IL-10, and IL-18) was significantly
augmented. It was also observed significant increase of
mRNA levels for TGF-𝛽 and collagen as well as advanced
septal fibrosis. Moreover, the analysis of hepatic proteins and
gene expression revealed an imbalance between antioxidant
protection system and oxidative stress. Thus, this study
showed a NASH model that features advanced fibrosis and
may be useful for analyzing the molecular mechanisms of
human NASH [72].
In another study, rabbits were fed with a high-fat diet supplemented with 20% corn oil and 1.25% (w/w) cholesterol for
8 weeks. In this model, the liver iron deposition derived from

the augmented erythrocyte phagocytosis induced insulin
resistance, hepatic lipid accumulation, Kupffer cell activation,
mild fibrosis, and increased oxidative stress. These results
revealed molecular mechanisms similar to those involved in
the pathogenesis of human NASH [73].

6. NAFLD/NASH Models:
A Schematic Summary
Figure 4 intends to schematically present an analysis of the
main morphological findings (MF), biochemical changes
(BC), and clinical features (CF) found in the different animal
models of NAFLD/NASH.
The SREBP-1c mutant mice fed a standard diet exhibited
steatosis, liver inflammation, and fibrosis, which includes
many of the morphological findings observed in NASH
(MF+). Similar to humans, these animals develop insulin
resistance and diabetes (BC+). Human NASH is frequently
associated with increased visceral fat, and these animals
present an exclusive lipid deposit in the liver. Because this
mouse models included a genetic modification, the clinical
features differ from the human conditions (CF−). Therefore,
this model is incomplete if the full context of human NASH
needs to be considered.
The ob/ob and db/db mutant mice are also genetic models.
Although these mice were extremely obese and inactive,
their clinical features are incompatible with the features of
human disease because the etiology of NAFLD/NASH is not
genetic in the vast majority of the cases (CF−). These animals
have an altered metabolic profile, exhibiting hyperglycemia,
insulin resistance, and hyperinsulinemia (BC+). Although
these animals spontaneously develop steatosis, progression to
NASH does not occur without additional secondary stimuli
mainly using special diets (MF−).
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Zucker rats are a genetic model of obesity and metabolic
syndrome. Because leptin or leptin receptor mutations are
rare in humans, Zucker rats do not reflect the clinical
conditions of NASH observed in humans (CF−). These
rats partially simulate human metabolic syndrome (obesity, insulin resistance, dyslipidemia, and hyperinsulinemia)
(BC+). Zucker rats have been one of the most commonly used
models of NAFLD and present diffuse steatosis mainly in the
periportal area. However, a second stimulus is required to
induce the progression of steatosis to NASH (MF−).
The MCD diet model results in many histological abnormalities that are similar to human NASH (MF+), but this
model is not associated with insulin resistance or other
biochemical alterations (BC−). MCD diet-treated rodents
typically present decreased body weight. Furthermore, this
model does not reflect human dietary habits (CF−).
The high-fat diet represents a realistic example of the
modern Western lifestyle, and rodents treated with this
diet frequently become obese (CF+). Although these animals show insulin resistance and increased triglycerides and
VLDL levels resembling the profile of human NASH (BC+),
the histopathological findings display steatosis without liver
fibrosis (MF−). Thus, this model fails to simulate the progression to NASH.
The high-fat diet with intragastric cannula model leads
to hyperglycemia, hyperinsulinemia, hyperleptinemia, and
insulin resistance (BC+). The histological alterations show
severe steatosis with progression to fibrosis (MF+) similar
to human NASH. However, this model does not mimic the
clinical and etiologic factors of NAFLD/NASH because the
diet is forcibly administered (CF−).
The atherogenic diet, which includes high levels of cholesterol and cholate, accurately simulates the etiologic and clinical factors observed in human NASH (CF+). The rodents fed
this diet present progressive hepatic steatosis, inflammation,
and fibrosis after 12–24 weeks of induction, which replicate
the histopathological findings of human NASH (MF+). However, the metabolic status is not consistent with human NASH
because of the presence of insulin resistance attenuation,
decreased body weight, and lower triglyceride levels (BC−).
The cafeteria diet exhibits high similarity with human
dietary habits, and rodents fed this diet exhibit obesity, higher
visceral adiposity, and augmented liver weight (CF+). In
addition, insulin resistance and increased plasma levels of
glucose, insulin, and triglycerides resemble human NASH
(BC+). However, the histopathological findings may display
steatosis with or without inflammation, but there is no liver
fibrosis. As a consequence, this model simulates partially the
progression to NASH (MF+/−).
In the fructose diet models, clinical features can simulate
the etiology of human NASH (CF+). Some studies show
increased triglyceride levels, with potential induction of
insulin resistance (BC+). However, no published animal data
demonstrated that administration of fructose alone can alter
the morphological findings and progression to NASH (MF−).
Nutritional models using combinations of high-fructose
and other high-fat diets cause clinical and etiology characteristics similar to human NASH (CF+). Biochemical parameters such as insulin resistance and augmented triglycerides
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levels were also observed (BC+). The histopathological findings, such as severe steatosis, inflammation, and progression
of hepatic fibrosis, were also observed after 16 weeks of diet
administration (MF+).
Nutritional models applied in rabbits are associated with
the etiologic characteristics that are similar to human NASH
(CF+), once the animals had been fed with a high-fat diet.
Biochemical parameters such as increased serum levels of
total cholesterol and triglyceride were also observed (BC+).
The histopathological findings as severe steatosis, inflammatory infiltration, hepatocellular ballooning, severe portal
inflammation, and septal fibrosis were also found after 16
weeks of diet administration (MF+).

7. Conclusion
The presentation of the genetic and nutritional models and
combinations of these models confirms the difficulties in
identifying an accurate model of human NASH in rodents.
Some models produce consistent morphological findings, but
their induction differs significantly from the pathophysiology
of human NASH. Other models accurately represent the clinical and etiological contexts of this disease but do not simulate
the histopathological observations involving the progression
from simple steatosis to liver fibrosis. Few rodent models
produce effects that simulate human NASH, but these effects
may occur after a long time. Rabbit models can produce
consistent morphological findings, with characteristics very
similar to the pathophysiology of human NASH, including
advanced fibrosis.
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apoptosis, expression of death receptors, and activation of NF𝜅B in the liver of nonalcoholic and alcoholic steatohepatitis
patients,” American Journal of Gastroenterology, vol. 99, no. 9,
pp. 1708–1717, 2004.
[16] R. M. Ramalho, H. Cortez-Pinto, R. E. Castro et al., “Apoptosis
and Bcl-2 expression in the livers of patients with steatohepatitis,” European Journal of Gastroenterology and Hepatology, vol.
18, no. 1, pp. 21–29, 2006.
[17] M. V. MacHado and H. Cortez-Pinto, “Cell death and nonalcoholic steatohepatitis: where is ballooning relevant?” Expert
Review of Gastroenterology and Hepatology, vol. 5, no. 2, pp. 213–
222, 2011.
[18] T. Luedde, N. Kaplowitz, and R. F. Schwabe, “Cell death and
cell death responses in liver disease: mechanisms and clinical
relevance,” Gastroenterology, vol. 147, no. 4, pp. 765–783, 2014.
[19] W. Peverill, L. W. Powell, and R. Skoien, “Evolving concepts in
the pathogenesis of NASH: beyond steatosis and inflammation,”
International Journal of Molecular Sciences, vol. 15, no. 5, pp.
8591–8638, 2014.
[20] Q. Cheng, N. Li, M. Chen et al., “Cyclooxygenase-2 promotes
hepatocellular apoptosis by interacting with TNF-𝛼 and IL6 in the pathogenesis of nonalcoholic steatohepatitis in rats,”
Digestive Diseases and Sciences, vol. 58, no. 10, pp. 2895–2902,
2013.
[21] S. Thapaliya, A. Wree, D. Povero et al., “Caspase 3 inactivation
protects against hepatic cell death and ameliorates fibrogenesis
in a diet-induced NASH model,” Digestive Diseases and Sciences,
vol. 59, no. 6, pp. 1197–1206, 2014.

11
[22] M. Rizzo, G. Montalto, and M. Vinciguerra, “Exploring lipidrelated treatment options for the treatment of NASH,” Current
Vascular Pharmacology, vol. 12, no. 5, pp. 741–744, 2014.
[23] B. A. Neuschwander-Tetri, “Hepatic lipotoxicity and the pathogenesis of nonalcoholic steatohepatitis: the central role of
nontriglyceride fatty acid metabolites,” Hepatology, vol. 52, no.
2, pp. 774–788, 2010.
[24] N. Anderson and J. Borlak, “Molecular mechanisms and therapeutic targets in steatosis and steatohepatitis,” Pharmacological
Reviews, vol. 60, no. 3, pp. 311–357, 2008.
[25] L. Hebbard and J. George, “Animal models of nonalcoholic fatty
liver disease,” Nature Reviews Gastroenterology and Hepatology,
vol. 8, no. 1, pp. 34–44, 2011.
[26] O. Kucera and Z. Cervinkova, “Experimental models of nonalcoholic fatty liver disease in rats,” World Journal of Gastroenterology, vol. 20, no. 26, pp. 8364–8376, 2014.
[27] I. Shimomura, R. E. Hammer, J. A. Richardson et al., “Insulin
resistance and diabetes mellitus in transgenic mice expressing
nuclear SREBP-1c in adipose tissue: model for congenital
generalized lipodystrophy,” Genes & Development, vol. 12, no.
20, pp. 3182–3194, 1998.
[28] M. S. Strable and J. M. Ntambi, “Genetic control of de novo
lipogenesis: role in diet-induced obesity,” Critical Reviews in
Biochemistry and Molecular Biology, vol. 45, no. 3, pp. 199–214,
2010.
[29] H. Nakayama, S. Otabe, T. Ueno et al., “Transgenic mice
expressing nuclear sterol regulatory element-binding protein 1c
in adipose tissue exhibit liver histology similar to nonalcoholic
steatohepatitis,” Metabolism: Clinical and Experimental, vol. 56,
no. 4, pp. 470–475, 2007.
[30] Y. Takahashi, Y. Soejima, and T. Fukusato, “Animal models of
nonalcoholic fatty liver disease/nonalcoholic steatohepatitis,”
World Journal of Gastroenterology, vol. 18, no. 19, pp. 2300–2308,
2012.
[31] R. S. Ahima and J. S. Flier, “Leptin,” Annual Review of Physiology, vol. 62, pp. 413–437, 2000.
[32] Q. M. Anstee and R. D. Goldin, “Mouse models in non-alcoholic
fatty liver disease and steatohepatitis research,” International
Journal of Experimental Pathology, vol. 87, no. 1, pp. 1–16, 2006.
[33] A. Qamar, S. Z. Sheikh, A. Masud et al., “In vitro and in vivo
protection of stellate cells from apoptosis by leptin,” Digestive
Diseases and Sciences, vol. 51, no. 10, pp. 1697–1705, 2006.
[34] A. M. Diehl, “Lessons from animal models of NASH,” Hepatology Research, vol. 33, no. 2, pp. 138–144, 2005.
[35] A. E. Brix, A. Elgavish, T. R. Nagy, B. A. Gower, W. J. Rhead,
and P. A. Wood, “Evaluation of liver fatty acid oxidation
in the leptin-deficient obese mouse,” Molecular Genetics and
Metabolism, vol. 75, no. 3, pp. 219–226, 2002.
[36] M. Wortham, L. He, M. Gyamfi, B. L. Copple, and Y.-J. Y. Wan,
“The transition from fatty liver to NASH associates with SAMe
depletion in db/db mice fed a methionine choline-deficient
diet,” Digestive Diseases and Sciences, vol. 53, no. 10, pp. 2761–
2774, 2008.
[37] A. Sahai, P. Malladi, X. Pan et al., “Obese and diabetic db/db
mice develop marked liver fibrosis in a model of nonalcoholic
steatohepatitis: role of short-form leptin receptors and osteopontin,” The American Journal of Physiology—Gastrointestinal
and Liver Physiology, vol. 287, no. 5, pp. G1035–G1043, 2004.
[38] L. Fellmann, A. R. Nascimento, E. Tibiriça, and P. Bousquet,
“Murine models for pharmacological studies of the metabolic
syndrome,” Pharmacology & Therapeutics, vol. 137, no. 3, pp.
331–340, 2013.

12
[39] V. Vendramini, A. P. Cedenho, S. M. Miraglia, and D. M. Spaine,
“Reproductive function of the male obese Zucker rats: alteration
in sperm production and sperm DNA damage,” Reproductive
Sciences, vol. 21, no. 2, pp. 221–229, 2014.
[40] M. Carmiel-Haggai, A. I. Cederbaum, and N. Nieto, “A high-fat
diet leads to the progression of non-alcoholic fatty liver disease
in obese rats,” The FASEB Journal, vol. 19, no. 1, pp. 136–138,
2005.
[41] S. C. Grubb, G. A. Churchill, and M. A. Bogue, “A collaborative
database of inbred mouse strain characteristics,” Bioinformatics,
vol. 20, no. 16, pp. 2857–2859, 2004.
[42] J. Yu, E. Ip, A. Dela Peña et al., “COX-2 induction in mice
with experimental nutritional steatohepatitis: role as proinflammatory mediator,” Hepatology, vol. 43, no. 4, pp. 826–836,
2006.
[43] R. S. McCuskey, Y. Ito, G. R. Robertson, M. K. McCuskey, M.
Perry, and G. C. Farrell, “Hepatic microvascular dysfunction
during evolution of dietary steatohepatitis in mice,” Hepatology,
vol. 40, no. 2, pp. 386–393, 2004.
[44] J. George, N. Pera, N. Phung, I. Leclercq, J. Y. Hou, and G.
Farrell, “Lipid peroxidation, stellate cell activation and hepatic
fibrogenesis in a rat model of chronic steatohepatitis,” Journal of
Hepatology, vol. 39, no. 5, pp. 756–764, 2003.
[45] C. Z. Larter, M. M. Yeh, J. Williams, K. S. Bell-Anderson, and
G. C. Farrell, “MCD-induced steatohepatitis is associated with
hepatic adiponectin resistance and adipogenic transformation
of hepatocytes,” Journal of Hepatology, vol. 49, no. 3, pp. 407–
416, 2008.
[46] A. Ferramosca and V. Zara, “Modulation of hepatic steatosis by
dietary fatty acids,” World Journal of Gastroenterology, vol. 20,
no. 7, pp. 1746–1755, 2014.
[47] C. S. Lieber, M. A. Leo, K. M. Mak et al., “Model of nonalcoholic
steatohepatitis,” The American Journal of Clinical Nutrition, vol.
79, no. 3, pp. 502–509, 2004.
[48] Z.-J. Xu, J.-G. Fan, X.-D. Ding, L. Qiao, and G.-L. Wang, “Characterization of high-fat, diet-induced, non-alcoholic steatohepatitis with fibrosis in rats,” Digestive Diseases and Sciences, vol.
55, no. 4, pp. 931–940, 2010.
[49] P. Starkel and I. A. Leclercq, “Animal models for the study of
hepatic fibrosis,” Best Practice and Research: Clinical Gastroenterology, vol. 25, no. 2, pp. 319–333, 2011.
[50] Q.-G. Deng, H. She, J. H. Cheng et al., “Steatohepatitis induced
by intragastric overfeeding in mice,” Hepatology, vol. 42, no. 4,
pp. 905–914, 2005.
[51] Y. Zou, J. Li, C. Lu et al., “High-fat emulsion-induced rat model
of nonalcoholic steatohepatitis,” Life Sciences, vol. 79, no. 11, pp.
1100–1107, 2006.
[52] F. R. Jornayvaz, V. T. Samuel, and G. I. Shulman, “The role
of muscle insulin resistance in the pathogenesis of atherogenic
dyslipidemia and nonalcoholic fatty liver disease associated
with the metabolic syndrome,” Annual Review of Nutrition, vol.
30, pp. 273–290, 2010.
[53] J. K. Kim, M. D. Michael, S. F. Previs et al., “Redistribution
of substrates to adipose tissue promotes obesity in mice with
selective insulin resistance in muscle,” Journal of Clinical Investigation, vol. 105, no. 12, pp. 1791–1797, 2000.
[54] M. Marı́, F. Caballero, A. Colell et al., “Mitochondrial free
cholesterol loading sensitizes to TNF- and Fas-mediated steatohepatitis,” Cell Metabolism, vol. 4, no. 3, pp. 185–198, 2006.
[55] N. Matsuzawa, T. Takamura, S. Kurita et al., “Lipid-induced
oxidative stress causes steatohepatitis in mice fed an atherogenic
diet,” Hepatology, vol. 46, no. 5, pp. 1392–1403, 2007.

BioMed Research International
[56] B. P. Sampey, A. M. Vanhoose, H. M. Winfield et al., “Cafeteria
diet is a robust model of human metabolic syndrome with
liver and adipose inflammation: comparison to high-fat diet,”
Obesity, vol. 19, no. 6, pp. 1109–1117, 2011.
[57] J. F. Lalanza, A. Caimari, J. M. Del Bas et al., “Effects of a
post-weaning cafeteria diet in young rats: metabolic syndrome,
reduced activity and low anxiety-like behaviour,” PLoS ONE,
vol. 9, no. 1, Article ID e85049, 2014.
[58] J. Carillon, C. Romain, G. Bardy et al., “Cafeteria diet induces
obesity and insulin resistance associated with oxidative stress
but not with inflammation: improvement by dietary supplementation with a melon superoxide dismutase,” Free Radical
Biology and Medicine, vol. 65, pp. 254–261, 2013.
[59] M. Pasarı́n, V. La Mura, J. Gracia-Sancho et al., “Sinusoidal
endothelial dysfunction precedes inflammation and fibrosis in
a model of NAFLD,” PLoS ONE, vol. 7, no. 4, Article ID e32785,
2012.
[60] X. Ouyang, P. Cirillo, Y. Sautin et al., “Fructose consumption
as a risk factor for non-alcoholic fatty liver disease,” Journal of
Hepatology, vol. 48, no. 6, pp. 993–999, 2008.
[61] M. F. Abdelmalek, A. Suzuki, C. Guy et al., “Increased fructose
consumption is associated with fibrosis severity in patients with
nonalcoholic fatty liver disease,” Hepatology, vol. 51, no. 6, pp.
1961–1971, 2010.
[62] F. R. Jornayvaz, M. J. Jurczak, H.-Y. Lee et al., “A highfat, ketogenic diet causes hepatic insulin resistance in mice,
despite increasing energy expenditure and preventing weight
gain,” The American Journal of Physiology—Endocrinology and
Metabolism, vol. 299, no. 5, pp. E808–E815, 2010.
[63] T. Ishimoto, M. A. Lanaspa, C. J. Rivard et al., “High-fat
and high-sucrose (western) diet induces steatohepatitis that is
dependent on fructokinase,” Hepatology, vol. 58, no. 5, pp. 1632–
1643, 2013.
[64] Z. Khitan and D. H. Kim, “Fructose: a key factor in the
development of metabolic syndrome and hypertension,” Journal
of Nutrition and Metabolism, vol. 2013, Article ID 682673, 12
pages, 2013.
[65] A. Spruss, G. Kanuri, S. Wagnerberger, S. Haub, S. C. Bischoff,
and I. Bergheim, “Toll-like receptor 4 is involved in the
development of fructose-induced hepatic steatosis in mice,”
Hepatology, vol. 50, no. 4, pp. 1094–1104, 2009.
[66] J. S. Lim, M. Mietus-Snyder, A. Valente, J.-M. Schwarz, and R.
H. Lustig, “The role of fructose in the pathogenesis of NAFLD
and the metabolic syndrome,” Nature Reviews Gastroenterology
and Hepatology, vol. 7, no. 5, pp. 251–264, 2010.
[67] L. H. Tetri, M. Basaranoglu, E. M. Brunt, L. M. Yerian, and B.
A. Neuschwander-Tetri, “Severe NAFLD with hepatic necroinflammatory changes in mice fed trans fats and a high-fructose
corn syrup equivalent,” The American Journal of Physiology—
Gastrointestinal and Liver Physiology, vol. 295, no. 5, pp. G987–
G995, 2008.
[68] R. Kohli, M. Kirby, S. A. Xanthakos et al., “High-fructose,
medium chain trans fat diet induces liver fibrosis and elevates
plasma coenzyme Q9 in a novel murine model of obesity and
nonalcoholic steatohepatitis,” Hepatology, vol. 52, no. 3, pp. 934–
944, 2010.
[69] M. Ganz, T. Csak, and G. Szabo, “High fat diet feeding results in
gender specific steatohepatitis and inflammasome activation,”
World Journal of Gastroenterology, vol. 20, no. 26, pp. 8525–
8534, 2014.

BioMed Research International
[70] M. Charlton, A. Krishnan, K. Viker et al., “Fast food diet
mouse: novel small animal model of NASH with ballooning, progressive fibrosis, and high physiological fidelity to
the human condition,” The American Journal of Physiology—
Gastrointestinal and Liver Physiology, vol. 301, no. 5, pp. G825–
G834, 2011.
[71] J.-F. Fu, Y.-L. Fang, L. Liang, C.-L. Wang, F. Hong, and G.-P.
Dong, “A rabbit model of pediatric nonalcoholic steatohepatitis:
the role of adiponectin,” World Journal of Gastroenterology, vol.
15, no. 8, pp. 912–918, 2009.
[72] T. Ogawa, H. Fujii, K. Yoshizato, and N. Kawada, “A humantype nonalcoholic steatohepatitis model with advanced fibrosis
in rabbits,” The American Journal of Pathology, vol. 177, no. 1, pp.
153–165, 2010.
[73] K. Otogawa, K. Kinoshita, H. Fujii et al., “Erythrophagocytosis
by liver macrophages (Kupffer cells) promotes oxidative stress,
inflammation, and fibrosis in a rabbit model of steatohepatitis: implications for the pathogenesis of human nonalcoholic
steatohepatitis,” The American Journal of Pathology, vol. 170, no.
3, pp. 967–980, 2007.

13

MEDIATORS
of

INFLAMMATION

The Scientific
World Journal
Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Gastroenterology
Research and Practice
Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Journal of

Hindawi Publishing Corporation
http://www.hindawi.com

Diabetes Research
Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

International Journal of

Journal of

Endocrinology

Immunology Research
Hindawi Publishing Corporation
http://www.hindawi.com

Disease Markers

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Volume 2014

Submit your manuscripts at
http://www.hindawi.com
BioMed
Research International

PPAR Research
Hindawi Publishing Corporation
http://www.hindawi.com

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Volume 2014

Journal of

Obesity

Journal of

Ophthalmology
Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Evidence-Based
Complementary and
Alternative Medicine

Stem Cells
International
Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Journal of

Oncology
Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Parkinson’s
Disease

Computational and
Mathematical Methods
in Medicine
Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

AIDS

Behavioural
Neurology
Hindawi Publishing Corporation
http://www.hindawi.com

Research and Treatment
Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

Oxidative Medicine and
Cellular Longevity
Hindawi Publishing Corporation
http://www.hindawi.com

Volume 2014

