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Supplemental Fig. 1. Total number of metabolites observed in tobacco and soybean leaves and
roots with significant fold change (FC) that exhibit up or down trend at each dehydration time

point. Significantly difference was inferred at p<0.05using Welch’s t-test.
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Supplemental Fig. 2. Distribution of metabolites shared between tobacco and soybean across
tissue samples.
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Supplemental Fig. 2. GABA shunt pathway. Leaf samples are in black and root samples are in
grey. Data are mean and standard error of three biological replicates.
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