Supplementary table 1 the expression of proteins sugar related to metabolism in rat
liver regeneration detected by iTRAQ

Recovery time points (h) after PH
Proteinname Oh  2h  6h  12h  24h  30h  36h

Recovery time points (h) after PH
Proeinname  Oh  2h  6h  12h  24h  30h

A. Signaling pathways PSMA3 1.00

a. PKA Signaling GMFG 1.00 1.64
GNB1 1.00 AKT1 1.00 1.03
cLica 1.00 d.HIF1a signaling

ITPR2 1.00 PIK3R4 1.00

PTPN12 1.00 PIK3R1 1.00

AKAP13 1.00 LDHB 1.00

PTPN1 1.00 EGLN2 1.00

PPP1CB 1.00 PIK3CB 1.00

PTPRK 1.00 AKT1 1.00

TNNI3 1.00 ARNT 1.00

AKAP14 1.00 e.HER-2 signaling

PHKG2 1.00 GSK3A 1.00

CLIC6 1.00 PRKCI 1.00

MYL3 1.00 AKT1 1.00

GSK3A 1.00 f.AMPK Signaling

PPP1R10 1.00 GNB1 1.00

CACNATA 1.00 PIK3R4 1.00

PTPN9 1.00 CRAT 1.00

MYL2 1.00 INSR 1.00

PHKB 1.00 PDPK1 100 123 0.87
ANAPC5 1.00 PIK3R1 100 177 108 061 058
PPPIR14A  1.00 CHRNA4 100 113 106 113 113
PTPNG 1.00 PIK3CB 100 1.03 088 1.07
RYR3 1.00 PRKACA 1.00

PRKACA 1.00 TFRC 1.00

PPP1R7 1.00 GNA13 1.00

SIRPA 1.00 AKT1 100 1.02

GNA13 1.00 B.carbohydrate metabolism

b.PPAR Signaling GNS 1.00

BMP15 1.00 ALG3 1.00

GFER 1.00 GLB1 1.00

PIK3R4 1.00 ST3GAL6 1.00

IL1IRAP 1.00 RENBP 1.00

INSR 1.00 B3GALT6 1.00

PIK3R1 1.00 coar 1.00

SRA1 1.00 MAN1A2 1.00

IL6 1.00 1.08 PPP1CB 1.00

MED1 1.00 147 PGLS 1.00

PIK3CB 1.00 1.07 ARSA 1.00

ITGA9 1.00 0.90 PHKG2 1.00 083 1.09
PRKACA 1.00 DDOST 1.00

GMFG 1.00 DLAT 1.00

ILIRN 1.00 LDHB 1.00

AKT1 1.00 ENO3 1.00

NCOR1 1.00 ALG11 1.00

c.p53 Signaling HK2 1.00

PSMD2 GFPT1 1.00

PSMA1 GAA 1.00 1.27
BMP15 ST3GAL1 1.00 080 098
GFER B3GNT6 1.00 1.08 099
PIK3R4 ALDH1A3 1.00 145

CASP6 HK3 1.00 137 104 156
PSMBS PIGT 1.00 093 090 088
PIK3R1 FPGT 1.00 085 1.04
PSMD3 PHKB 1.00 1.03 076
PSMC5 ENO2 1.00 1.12
CDK4 HEXB 1.00

BRCA1 AGNT 1.00

PIK3CB PCCB 1.00 055

IL6 NANS 1.00 089 078
PIDD GYG1 1.00 1.32

* The red bottom represent up-regulated (>2 fold) proteins, green bottom

represent down-regulated (<0.5 fold)proteins




