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Supplementary Figure S1: The top 20 differentially changed metabolites during the different time
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Top 20 Fold Change Metabolites

LysoPC 10:0 10.98
C-hexosyl-isorhamnetin O-hexoside

Methy! indole-3-acetate

trans,trans-Muconic acid
Benzoylformic acw’d
Chrysoeriol 6-C-hexoside 8-C-hexoside-O-hexoside
LysoPC 19:0
8-Hydroxyguanosine
MAG (18:1) isomer1 SRR
MAG (18:1) isomer2 [IRRs1 Type
B Down
3-O-p-coumaroy| quinic acid O-hexoside . Up

Adenosine

Aspartic acid di-O-glucoside

Glutathione reduced form

Eudesmic acid (3,4,5-trimethoxybenzoic acid)

2'-Deoxyinosine

1-Methyladenosine

o

n

Li=]
=~
M

Cinnamoy| tyramine

B-MethylCoumarin

Indole

-20 15 -10 5 0
Log,FC

Supplementary Figure S2: The top 20 differentially changed metabolites during the different time
points in XL
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Statistics of KEGG Enrichment
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Supplementary Figure S3: KEGG enrichment of differentially changed metabolites at 1 h between
XL and D



Statistics of KEGG Enrichment
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Supplementary Figure S4: KEGG enrichment of differentially changed metabolites at 4 h between
XL and D



Statistics of KEGG Enrichment
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Supplementary Figure S5: KEGG enrichment of differentially changed metabolites at 8 h between
XL and D



Statistics of KEGG Enrichment
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Supplementary Figure S6: KEGG enrichment of differentially changed metabolites at 24 h

between XL and D



Statistics of KEGG Enrichment
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Supplementary Figure S7: KEGG enrichment of differentially changed metabolites at 48 h between
XL and D



