
Supplementary Figures 

 

Supplementary Figure 1. Boxplot of the distribution of each sample in GSE87211. NormalizeBetweenArrays 

function in limma package was used for normalization. (a) The boxplot before normalization, (b) The normalized 

boxplot. 

 

 
Supplementary Figure 2. The RNA expression level of six hub genes in various cancer in the TCGA dataset 

analyzed by GEPIA. T indicates tumor, and N indicates normal. 


