Supplementary Table 1: Identifying methylation driven cancer genes in PDAC.

gene normalMean TumorMean logFC pValue adjustP  cor corPavlue
ADCYAP1 0.112865  0.268029 1.247792 4.43E-07 0.000171 -0.34712 2. 06E-06
CHAT 0.179846  0.305369 0.763791 6.94E-07 0.000268 -0.31901 1.42E-05
TRIM58 0.12391 0.32373 1.385493 1.02E-06 0.000392 -0.4638 7.03E-11
ABCC9 0.302053  0.412768 0.45053 1.26E-06 0.000485 —0.48841 4.65E-12
SO0X17 0.169685  0.377733 1.154511 2.41E-06 0.000932 -0.43018 2. 06E-09
ZNF257 0.091935  0.236028 1.360268 2.56E-06 0.000988 -0.52099 8.97E-14
ZNF382 0.077315 0.28135 1.863547 2.96E-06 0.001143 -0.55356 1.11E-15
ZNF730 0.06397  0.224437 1.810845 3.09E-06 0.001194 -0.40968 1. 36E-08
KCNJ8 0.155232  0.291815 0.910634 3.63E-06 0.001401 -0.41293 1.02E-08
TPTEP1 0.269209 0.384339 0.513652 4.07E-06 0.001571 -0.38441 1.17E-07
FOXI2 0.184259 0.373064 1.017687 4.07E-06 0.001571 -0.33473 4.95E-06
NKAPL 0.342089  0.460865 0.429971 4.83E-06 0.001866 -0.4  3.17E-08
ZSCAN1 0. 274006 0.40699 0.570787 4.90E-06 0.001893 -0.36757  4.48E-07
SHE 0.343212  0.429225 0.322632 4.97E-06 0.00192 -0.48088 1.09E-11
LINCO1197 0.347562  0.456013 0.391804 5.26E-06 0.002032 -0.44405 5.35E-10
CTD-2368P22. 1 0.057404  0.159913 1.478056 5.42E-06 0.002091 -0.38132 1.51E-07
ZSCAN23 0.102916  0.202051 0.973251 5.73E-06 0.002212 -0.5081 4.49E-13
TMEM196 0.257568  0.408826 0.666533 5.90E-06 0.002276 -0.33145 6.20E-06
ZNF492 0.061905 0.211811 1.774659 6.24E-06 0.002408 -0.50853 4.27E-13
GJD2 0.27374  0.433708 0.663918 6.42E-06 0.002477 -0.35143 1.51E-06
KDR 0.163614  0.260843 0.672885 6.60E-06 0.002548 -0.39763 3. 88E-08
KCNA3 0.320998  0.483295 0.590341 6.98E-06 0.002695 -0.50703 5.13E-13
BX470102. 3 0.32381 0.203769 -0.66821 7.38E-06 0.00285 -0.44025 7.78E-10
PSMG3 0.350581 0.237299 -0.56304 7.59E-06 0.002931 -0.45861 1.21E-10
ZNF728 0.105199  0.269407 1.356664 7.59E-06 0.002931 -0.34545 2.33E-06
ZNF518B 0.310312  0.444683 0.519055 7.81E-06 0.003014 -0.65476 3.65E-23
CTD—-2089N3. 2 0.120879  0.312336 1.369535 8.03E-06 0.0031 -0.36058 7.65E-07
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