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LIG4
ZNF24
WFDC11
AVPI1
PGAM1
GFM2
RP11-382J:
BTLA
RFESD
HMGN2
KDELC2
LRRC37A3
MAP3K19
KLHL4
DCTN4
SMCO1
LUC7L
YTHDF3
AFF4
KIAA1217
WNT6
PPP2CB
HSDL1
HES7
CCDC67
RYBP
CAPZA2
SLA
PGAM4
ADAM7
RERG
KRT38
CRK
ADIPOQ
ZNF772
URM1
KRTAP20-4
MTPN
GLIPR1L2
AL354808..
MLANA
A2ML1
HPDL
APOL6
IKZF3
IL26

ENSTO0000C zinc finger
ENSTO000C ligase 1V, D
ENSTO0000C zinc finger
ENSTO000C WAP four-¢
ENSTO00OC arginine va
ENSTO000C phosphogly
ENSTO0000C G elongatic
ENSTO000C Uncharacte
ENSTO000CB and T Iy
ENSTO000C Rieske (Fe-
ENSTO0000C high mobili
ENST0000C KDEL (Lys-£
ENSTO0000C leucine rict
ENSTO000C mitogen-ac
ENST0000C kelch-like f
ENST0000C dynactin 4
ENSTO0000C single-pass
ENST0000C LUC7-like (
ENSTO000C YTH domai
ENSTO000C AF4/FMR?2
ENSTO000C KIAA1217

ENSTO000C wingless-ty
ENSTO0000C protein pht
ENSTO0000C hydroxyste
ENSTO0000C hairy and e
ENSTO0000C coiled-coil |
ENSTOOOOCRING1 and
ENSTO000C capping pr¢
ENSTO000C Src-like-ad:
ENSTO000C phosphogly
ENSTO000C ADAM met
ENSTOO000C RAS-like, e
ENSTO000C keratin 38
ENSTO000C v-crk avian
ENSTO000C adiponectil
ENSTO000C zinc finger
ENSTO000C ubiquitin re
ENSTO0000C keratin ass:
ENSTO000C myotrophit
ENSTO000C GLI pathog
ENST00000601204.1

ENST0000C melan-A

ENST0000C alpha-2-mz
ENST0000C 4-hydroxyfg
ENSTO000C apolipopro
ENSTO000C IKAROS fan
ENSTO000C interleukin

64
113
1796

4404
927
19

15
184
667

58
153

898
444
2755
320

11
699
416

342
2065

162

1841

O 0O 0O 0O 000000000 FROO0OO0DO0DO0ODO R FPRPOOO0ODODODOFROODODODODODODODOORFr OOO0OO0OOoOOoOOoOOoOo

O 0O 0O 0000000000000 0D0DO0DO0DO0OFRPR OO0ODO0OO0DO0ODO0ORFP OO0DO0DO0OO0DO0OO0OO0DO0OO0OO0OO0OO0OOoOOoOOoOOoOo

O 0O 0O 0000000000 FRPR OO0ODO0ODO0DO0ODO0ORFRPR OO0ODO0ODO0OO0DO0ODO0ODO0DO0OO0ODO0DO0OO0DO0OO0OO0ORFr OO0OO0OO0OOOoOOoOOoOo

O OO0 OO0 0000000000000 0DO0D0D0DO0DO0DO0D0DO0DO0DO0D0D0DO0D0D0D0DO0ODO0D0DO0ODO0OO0OO0OO0OOoOOoOOoOOo

P NNRRPRRPRRRNRNRRPRRRNRRRRNORRRERRWWRRRRERNRPRRNRNRRRRRRNIRR



ANKRD44
ZNF799
NAMPT
SULT4A1
RBM7
PANX3
C6orf106
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ENSTO000C RNA bindin
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Poorly con:Poorly con: Poorly con:6mer sites Representz Cumulative Total conte Aggregate Previous Ta

0 1 1 1 hsa-miR-15 -0.73 -0.73 N/A
2 0 0 0 hsa-miR-15 -0.72 -0.72 N/A
1 0 1 0 hsa-miR-15 -0.71 -0.72 N/A
1 0 0 0 hsa-miR-15 -0.71 -0.71 N/A
0 0 0 0 hsa-miR-15 -0.7 -0.7 N/A
1 0 0 0 hsa-miR-15 -0.67 -0.67 N/A
0 0 0 0 hsa-miR-15 -0.64 -0.64 N/A 2007
1 0 0 0 hsa-miR-15 -0.64 -0.64 N/A
0 1 2 0 hsa-miR-15 -0.64 -0.68 N/A
1 1 0 1 hsa-miR-15 -0.62 -0.7 N/A
1 0 2 1 hsa-miR-15 -0.62 -0.72 N/A
1 0 0 0 hsa-miR-15 -0.62 -0.62 N/A
1 0 0 0 hsa-miR-15 -0.61 -0.61 N/A
1 0 1 0 hsa-miR-15 -0.61 -0.61 N/A
0 0 0 0 hsa-miR-15 -0.59 -0.59 N/A
1 0 0 0 hsa-miR-15 -0.59 -0.59 N/A
0 1 0 2 hsa-miR-15 -0.57 -0.57 N/A
1 1 0 1 hsa-miR-15 -0.57 -0.57 N/A
1 0 0 1 hsa-miR-15 -0.57 -0.57 N/A
1 0 0 0 hsa-miR-15 -0.56 -0.56 N/A
0 0 0 0 hsa-miR-15 -0.56 -0.56 N/A 2007
1 0 0 2 hsa-miR-15 -0.55 -0.64 N/A
1 0 0 0 hsa-miR-15 -0.54 -0.54 N/A
1 0 1 0 hsa-miR-15 -0.54 -0.59 N/A
1 0 0 0 hsa-miR-15 -0.53 -0.53 N/A
1 0 0 0 hsa-miR-15 -0.53 -0.53 N/A
0 1 3 2 hsa-miR-15 -0.53 -0.53 N/A
0 0 3 0 hsa-miR-15 -0.53 -0.53 N/A
1 0 0 0 hsa-miR-15 -0.53 -0.53 N/A
1 0 1 0 hsa-miR-15 -0.52 -0.52 N/A
1 0 1 1 hsa-miR-15 -0.51 -0.59 N/A
1 0 1 0 hsa-miR-15 -0.5 -0.55 N/A
1 0 0 1 hsa-miR-15 -0.5 -0.5 N/A
0 0 0 0 hsa-miR-15 -0.5 -0.5 N/A
1 0 0 0 hsa-miR-15 -0.5 -0.5 N/A
1 0 0 1 hsa-miR-15 -0.49 -0.49 N/A
0 2 0 0 hsa-miR-15 -0.49 -0.59 N/A
1 0 2 1 hsa-miR-15 -0.48 -0.86 N/A
1 0 0 0 hsa-miR-15 -0.48 -0.48 N/A
1 0 0 0 hsa-miR-15 -0.48 -0.48 N/A
0 0 1 1 hsa-miR-15 -0.48 -0.48 N/A
0 0 0 0 hsa-miR-15 -0.48 -0.5 N/A 2007
1 1 0 0 hsa-miR-15 -0.47 -0.47 N/A
2 0 0 0 hsa-miR-15 -0.47 -0.57 N/A
1 0 0 1 hsa-miR-15 -0.47 -0.47 N/A
0 2 0 2 hsa-miR-15 -0.47 -0.51 N/A
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-0.47 N/A
-0.47 N/A
-0.61 N/A
-0.47 N/A
-0.47 N/A
-0.47 N/A
-0.66 N/A
-0.47 N/A
-0.47 N/A
-0.82 N/A
-0.49 N/A
-0.48 N/A
-0.46 N/A
-0.46 N/A
-0.45 N/A
-0.45 N/A
-0.45 N/A
-0.51 N/A
-0.45 N/A
-0.46 N/A
-0.47 N/A
-0.44 N/A
-0.44 N/A
-0.43 N/A
-0.46 N/A
-0.42 N/A
-0.58 N/A
-0.47 N/A
-0.42 N/A
-0.42 N/A
-0.42 N/A
-0.45 N/A
-0.4 N/A
-0.4 N/A
-0.4 N/A
0.54 N/A
-0.6 N/A
-0.4 N/A
-0.4 N/A
-0.4 N/A
-0.39 N/A
-0.39 N/A
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-0.38 N/A
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-0.38 N/A
-0.54 N/A
-0.44 N/A
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