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Supplementary Figure-1: Schematic diagram showing details of proteome analysis

Supplementary Table-1: List of downregulated genes along with their fold changes, as

resulted from meta-analysis.

Supplementary Table-2: List of upregulated genes along with their fold changes, as resulted

from meta-analysis.

Supplementary Table-3: Information of deregulated miRNAs reported in literature.

Supplementary Table-4: Total list of target genes obtained from miRNet, corresponding to

all the miRNAs reported to be altered in high risk IPMN.
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Supplementary Table-5: List of upregulated genes interacting with downregulated miRNAs.

Supplementary Table-6: List of downregulated genes interacting with upregulated miRNAs.

Supplementary Table-7: List of long noncoding RNAs altered in high risk IPMN.

Supplementary Table-8: List of most significant deregulated KEGG biological pathways.

Supplementary Table-9: List of reported cyst fluid proteins altered in high risk IPMN.



