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Known therapeutic targets acting on CVD
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AGL
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ABDS C3
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AEACE|
CFC1
TMAU
NLSDM
CORD16
WITKOS
CPPB1
RLS1
FFS
GCKR
HCCs
CD40
TYMS
SPRY1
HEY1
CYP17A1
ARMS2
CYP21A2
LEP
SELENOS
ICAM1
SINO
CFH
IL11
NDUFA2
BRIP1
LDLR
UQCRC2
cCM2
CHTD6
ADRB1
ol1
PLA2G7
PCSK9
IGHD4
PTGS?2
ANKS6
AOS1
TBX2
MAP3K3
APELA
WHS
MRLS
HSCR1
CMDIM
HDLCQ6
THCYT3
CMD1R
LIDLS1
MVP1
CRH
FOLH1
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EDNRA
ADA
IL2
PLA2GT7
SYP
DRD2
PTH
PRODH
BSCL2
ACPS5
COL5A2
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TGFB3
APOAS
SHH
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CCND1
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CDH1
IL12B
ATM
SELE
HSPG2
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EDN3
ARSA
RBP4
HBAL
CTSD
NTRK1
LPA
ITGB3
HTR2A
COL4AL
XDH
HLA-DQB1
CYP11B2
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CASP8
DYNC1H1
GATAG
CCN2
SELP
TSHR
CASR
CRYAB
ADAM17
NDP



CD40LG
DST
PDGFB
NEDDAL
CHRD
DBH
ARID5A
FOXO3A
MAS1
NPHP3
SCD
VETD
FGA
NOTCH2
TGFBR1
SLC2A9
POU1F1
MTCO1
EDN1
NGPS
DA9
PWS
JAG1
VAV3
THAS
IGF1
OLR1
PITAl
NODAL
B3GAT3
HEG1
AGOTC
CLS
LPHDST
ARH
AOS2
HSANG
CTRCT16
NEDBEH
VVS
FGF1
NR3C2
AR
CAPNS1
DYNLL1
GP1BA
LIPG
NEKS8
CHTOP
SCN1B
SERPINE1
ELOVL4

MBL2
TNFRSF11A
SOX2
BCHE
ABCCS8
TBX20
CEP290
INSR
PLAU
PROM1
IL17A
GH1
HMGCR
ABCC9
RUNX2
HLA-DQA1
BMPR2
PON?2
HGF
LTA
TLR3
PRKG1
COL1A2
BCL2
CYP17A1
TG
ESR2
MEN1
CD28
LIPA
BMP2
GLI3
FMR1
NOTCH3
TEK
AIRE
PRKCSH
MIR126
KCNJ5
CRYAA
MT-CO1
TRPM4
PYGM
CXCL12
EMD
FLT4
GP1BA
SLC2A10



COL21A1
MDDGB2
FGB
MAPK 14
ESXIL
FBXW?7
ENPP1
ATP5F1C
APOB
HGPS
MYHRS
IL10
TNFRSF11B
SLC2A10
GJAL
TTN
OXT
PTLS
VCL
WT1
ITGB3
ATORS
FDH
MOWS
SQT1
RAMSVPS
HTX6
CMH9
SRTD15
THPH9
NPPC
CAV1
LAMA4
GHRHR
PTGIS
NAT8
GUCY1B2
MIR145
SLC16A9
KAT6A
CD36
RETN
ALDH?2
PDA1
FGG
FABP4
INS
HSD17B7
MTTQ
IRS1
AOS5
HLHS1



FLT4
KLF5
ALGS1
DRD3
GTF2I
TMEMB88
PAFAD
AGTR2
ATE1
PAPPA
PITA4
MCOPS1
MKKS
B12QTL1
CHDS6
Ol13
ARCL2C
ARHI1
GAS6
CD47
KCNMAL1
HOXA1
ESS2
TLL1
USP16
OTuD6B
IFT140
SEPTS
PKD2
UCN3
ADRB2
CETP
MYH7
KCNJ2
F2
EVC2
uTS2
PTGIR
SGBS1
JDSCD
CPHD1
ATFB13
KCNJ4
IL6R
S1PR1
MIR143
PTGER1
PIAS4
CPS1
CHRNA3
NPY
SDHA



SST
TAC4
EDSVASC
COL4A1
SKI
SCARB1
GLA
PNPLA2





















TwHF and CVD
Common targets
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FLT1
MTOR
HTR2A

RBP4

TGFBR1
ABCB1
CTSD
REN
CASPS
ADAM17
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CCND1
DRD3
STAT3
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GBA
ADK
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FLT4
LRRK2



ADRA1D
IL1B
LPL

ELANE
ALDH2
CA5B
FOLH1
HRAS
ALB
SERPINE1
NRP1
KLK1
RET

ADRA2B

CAPNS1

ADRA1B

AKT1
ADRB2

CX3CR1

LIPC
NR1I2
CHRNA3
CHRM1
S1PR1



