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a-1) ARHGAP11A Isoform expression in TCGA-BRCA
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a-2) The correlation between the ARHGAP11A expression (ENST00000361627.7 isoform) (transcript-
level) and DNA methylation in all individual CpGs
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a-3) Probes used for the individual CpGs of ARHGAPI1A
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b-1) ARHGAP11B Isoform expression in TCGA-BRCA
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b-2) The correlation between the ARHGAP11B expression (ENST00000602616.6 isoform) (transcript-
level) and DNA methylation in all individual CpGs
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B-3) Probes used for the individual CpGs of ARHGAP11B
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