RNAseq ID: ARHGAP11A

Survival: oS

Auto select best cutoff: checked
Follow up threshold: all

Censore at threshold: checked
Compute median over entire database: false
Cutoff value used in analysis: -0.84
Expression range of the probe: -3-2
Probe set option: user selected probe set
Invert HR values below 1: not checked
Restrictions

Lymph node status: all

ER status: all

PGR status: all

HER?2 status: all

KI67 status: all

Nottingham histologic grade: all

PAM50 subtype: all

Cohorts

Endocrine treated: all
Chemo treated:  all

Results

P value: 0.0012
FDR: over 50%
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Number at risk
low 1620 1579 1286 671 45
high 1356 1323 1034 473 22



RNAseq ID: ARHGAP11A

Survival: 0s

Auto select best cutoff: checked

Follow up threshold: all

Censore at threshold: checked

Compute median over entire database: false

Cutoff value used in analysis: -1.08

Expression range of the probe: -3-1

Probe set option: user selected probe set
Invert HR values below 1: not checked

Restrictions

Lymph node status: all

ER status: all

PGR status: all
HER2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS50 subtype: Normal
Cohorts

Endocrine treated: all
Chemo treated: all

Results

P value: 0.4958
FDR: 100%
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RNAseq ID:
Survival:

Auto select best cutoff:

Follow up threshold:

Censore at threshold:

Compute median over entire database:
Cutoff value used in analysis:
Expression range of the probe:

Probe set option:

Invert HR values below 1:

Restrictions

ARHGAP11A

os

checked

all

checked

false

-0.24

-3-2

user selected probe set
not checked

Lymph node status: all
ER status: all
PGR status: all
HER2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS50 subtype: Basal
Cohorts
Endocrine treated: all
Chemo treated:  all
Results
P value: 0.2448
FDR: 100%
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low HR = 1.35 (0.81 - 2.22)
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Time (months)
Number at risk
low 132 124 98 43 4
high 177 165 122 57 3



RNAseq ID: ARHGAP11A

Survival: 0s

Auto select best cutoff: checked

Follow up threshold: all

Censore at threshold: checked

Compute median over entire database: false

Cutoff value used in analysis: -1.65

Expression range of the probe: -3-1

Probe set option: user selected probe set
Invert HR values below 1: not checked

Restrictions

Lymph node status: all

ER status: all

PGR status: all

HER2 status: all

KI67 status: all
Nottingham histologic grade: all
PAMS0 subtype: LuminalA
Cohorts

Endocrine treated: all
Chemo treated: all

Results

P value: 0.3061
FDR: 100%
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Time (months)
Number at risk
low 520 511 427 232 21
high 984 970 763 367 19



RNAseq ID: ARHGAP11A

Survival: oS

Auto select best cutoff: checked

Follow up threshold: all

Censore at threshold: checked

Compute median over entire database: false

Cutoff value used in analysis: -0.58

Expression range of the probe: -3-2

Probe set option: user selected probe set
Invert HR values below 1: not checked

Restrictions

Lymph node status: all

ER status: all

PGR status: all

HER2 status: all

KI67 status: all
Nottingham histologic grade: all
PAMS50 subtype: LuminalB
Cohorts

Endocrine treated: all
Chemo treated:  all

Results

P value: 0.039
FDR: over 50%
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Number at risk
low 291 277 231 110
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RNAseq ID: ARHGAP11A

Survival: oS

Auto select best cutoff: checked

Follow up threshold: all

Censore at threshold: checked

Compute median over entire database: false

Cutoff value used in analysis: -1.19

Expression range of the probe: -3-1

Probe set option: user selected probe set
Invert HR values below 1: not checked

Restrictions

Lymph node status: all
ER status: all
PGR status: all
HER2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS0 subtype: Her2
Cohorts

Endocrine treated: all
Chemo treated: all

Results

P value: 0.1323
FDR: 100%
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low 73 67 47 27 2
high 222 218 172 84 1



