RNAseq ID:
Survival:

Auto select best cutoff:

Follow up threshold:
Censore at threshold:

Compute median over entire database:
Cutoff value used in analysis:
Expression range of the probe:

Probe set option:

Invert HR values below 1:

Restrictions

ARHGAP11B

0s

checked

all

checked

false

2.86

-1-5

user selected probe set
not checked

Lymph node status: all
ER status: all
PGR status: all
HER?2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS50 subtype: all
Cohorts
Endocrine treated: all
Chemo treated: all
Results
P value: 0.0012
FDR: over 50%
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Time (months)
Number at risk
low 941 910 355 15
high 2035 1992 789 52



RNAseq ID: ARHGAP11B

Survival: oS

Auto select best cutoff: checked

Follow up threshold: all

Censore at threshold: checked

Compute median over entire database: false

Cutoff value used in analysis: 3.17

Expression range of the probe: 2-5

Probe set option: user selected probe set
Invert HR values below 1: not checked

Restrictions

Lymph node status: all

ER status: all

PGR status: all
HER2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS50 subtype: Normal
Cohorts

Endocrine treated: all
Chemo treated: all

Results

P value: 0.3658
FDR: 100%
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RNAseq ID: ARHGAP11B

Survival: oS

Auto select best cutoff: checked

Follow up threshold: all

Censore at threshold: checked

Compute median over entire database: false

Cutoff value used in analysis: 3.03

Expression range of the probe: 1-4

Probe set option: user selected probe set
Invert HR values below 1: not checked

Restrictions

Lymph node status: all
ER status: all
PGR status: all
HER2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS50 subtype: Basal
Cohorts

Endocrine treated: all
Chemo treated:  all

Results

P value: 0.009
FDR: over 50%
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RNAseq ID: ARHGAP11B

Survival: oS

Auto select best cutoff: checked
Follow up threshold: all

Censore at threshold: checked
Compute median over entire database: false
Cutoff value used in analysis: 3.24
Expression range of the probe: 1-5
Probe set option: user selected probe set
Invert HR values below 1: not checked
Restrictions

Lymph node status: all

ER status: all

PGR status: all

HER2 status: all

KI67 status: all

Nottingham histologic grade: all

PAMS0 subtype: LuminalA

Cohorts

Endocrine treated: all
Chemo treated: all

Results

P value: 0.0686
FDR: 100%
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Number at risk
low 835 819 664 338 18
high 669 662 526 261 22



RNAseq ID:

Survival:

Auto select best cutoff:

Follow up threshold:

Censore at threshold:

Compute median over entire database:
Cutoff value used in analysis:
Expression range of the probe:

Probe set option:

Invert HR values below 1:

Restrictions

ARHGAP11B

0s

checked

all

checked

false

2.77

-1-5

user selected probe set
not checked

Lymph node status: all
ER status: all
PGR status: all
HER2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS0 subtype: LuminalB
Cohorts
Endocrine treated: all
Chemo treated:  all
Results
P value: 0.0215
FDR: over 50%
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RNAseq ID: ARHGAP11B

Survival: oS

Auto select best cutoff: checked

Follow up threshold: all

Censore at threshold: checked

Compute median over entire database: false

Cutoff value used in analysis: 3.21

Expression range of the probe: 2-5

Probe set option: user selected probe set
Invert HR values below 1: not checked

Restrictions

Lymph node status: all
ER status: all
PGR status: all
HER2 status: all
KI67 status: all
Nottingham histologic grade: all
PAMS50 subtype: Her2
Cohorts

Endocrine treated: all
Chemo treated: all

Results

P value: 0.0354
FDR: over 50%
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© T T T
0 20 40 60 80

Time (months)
Number at risk
low 220 213 168 86 2
high 75 72 51 25 1



