Table S5

ID Description setSize enrichmentScore NES pvalue p.adjust qvalues rank leading_edge
GOBP_AMIDE_BIOSYNTHETIC_PROCESS GOBP_AMIDE_BIOSYNTHETIC_PROCESS GOBP_AMIDE_BIOSYNTHETIC_PROCESS 111 0.374134495 3.175533752 1E-10  5.72E-08 5.35E-08 302
GOBP_CYTOPLASMIC_TRANSLATION GOBP_CYTOPLASMIC_TRANSLATION GOBP_CYTOPLASMIC_TRANSLATION 50 0.641221364 4.294788495 1E-10  5.72E-08 5.35E-08 284
GOBP_PEPTIDE_BIOSYNTHETIC_PROCESS GOBP_PEPTIDE_BIOSYNTHETIC_PROCESS GOBP_PEPTIDE_BIOSYNTHETIC_PROCESS 107 0.388128529 3.288181361 1E-10 | 5.72E-08  5.35E-08 302
GOBP_PEPTIDE_METABOLIC_PROCESS GOBP_PEPTIDE_METABOLIC_PROCESS GOBP_PEPTIDE_METABOLIC_PROCESS 118  0.35512504 3.077042096 1E-10  5.72E-08 5.35E-08 302
GOBP_RESPONSE_TO_TOPOLOGICALLY_INCORRECT_PROTEIN GOBP_RESPONSE_TO_TOPOLOGICALLY_INCORRECT_PROTEIN GOBP_RESPONSE_TO_TOPOLOGICALLY_INCORRECT_PROTEIN 42 0.5517403 3.520797721 1E-10  5.72E-08 5.35E-08 20
GOCC_CYTOSOLIC_LARGE_RIBOSOMAL_SUBUNIT GOCC_CYTOSOLIC_LARGE_RIBOSOMAL_SUBUNIT GOCC_CYTOSOLIC_LARGE_RIBOSOMAL_SUBUNIT 23 0.774416595 3.881178576 1E-10 | 5.72E-08 5.35E-08 284
GOCC_CYTOSOLIC_RIBOSOME GOCC_CYTOSOLIC_RIBOSOME GOCC_CYTOSOLIC_RIBOSOME 43 0.788038698  5.03783617 1E-10  5.72E-08 5.35E-08 284
GOCC_CYTOSOLIC_SMALL_RIBOSOMAL_SUBUNIT GOCC_CYTOSOLIC_SMALL_RIBOSOMAL_SUBUNIT GOCC_CYTOSOLIC_SMALL_RIBOSOMAL_SUBUNIT 21 0.781708369 3.828502731 1E-10  5.72E-08 5.35E-08 274
GOCC_LARGE_RIBOSOMAL_SUBUNIT GOCC_LARGE_RIBOSOMAL_SUBUNIT GOCC_LARGE_RIBOSOMAL_SUBUNIT 25 0.741419833 3.913143758 1E-10  5.72E-08 5.35E-08 284
GOCC_RIBOSOMAL_SUBUNIT GOCC_RIBOSOMAL_SUBUNIT GOCC_RIBOSOMAL_SUBUNIT 48 0.750756231 4.94887354 1E-10  5.72E-08 5.35E-08 284
GOCC_RIBOSOME GOCC_RIBOSOME GOCC_RIBOSOME 52 0.707062785 4.804897614 1E-10 | 5.72E-08  5.35E-08 294
GOCC_SMALL_RIBOSOMAL_SUBUNIT GOCC_SMALL_RIBOSOMAL_SUBUNIT GOCC_SMALL_RIBOSOMAL_SUBUNIT 24 0.740376007 3.860681353 1E-10  5.72E-08 5.35E-08 274
GOMF_STRUCTURAL_CONSTITUENT_OF_RIBOSOME GOMF_STRUCTURAL_CONSTITUENT_OF_RIBOSOME GOMF_STRUCTURAL_CONSTITUENT_OF_RIBOSOME 50 0.753584402  5.04737646 1E-10  5.72E-08 5.35E-08 284
GOMF_STRUCTURAL_MOLECULE_ACTIVITY GOMF_STRUCTURAL_MOLECULE_ACTIVITY GOMF_STRUCTURAL_MOLECULE_ACTIVITY 77 0.439831648 3.407863359 1E-10 | 5.72E-08 5.35E-08 284
HP_CENTROCECAL_SCOTOMA HP_CENTROCECAL_SCOTOMA HP_CENTROCECAL_SCOTOMA 10 | -0.929059829 -2.932944493 1E-10  5.72E-08 5.35E-08 94
HP_MITOCHONDRIAL_INHERITANCE HP_MITOCHONDRIAL_INHERITANCE HP_MITOCHONDRIAL_INHERITANCE 12 -0.896316826 -2.983663652 1E-10  5.72E-08 5.35E-08 94
HP_MITOCHONDRIAL_RESPIRATORY_CHAIN_DEFECTS HP_MITOCHONDRIAL_RESPIRATORY_CHAIN_DEFECTS HP_MITOCHONDRIAL_RESPIRATORY_CHAIN_DEFECTS 10 | -0.929059829 -2.932944493 1E-10  5.72E-08 5.35E-08 94
HP_RAGGED_RED_MUSCLE_FIBERS HP_RAGGED_RED_MUSCLE_FIBERS HP_RAGGED_RED_MUSCLE_FIBERS 16  -0.809827366 -2.986223646 1E-10  5.72E-08  5.35E-08 94
HP_VENTRICULAR_PREEXCITATION HP_VENTRICULAR_PREEXCITATION HP_VENTRICULAR_PREEXCITATION 11 | -0.929854577 -3.016000923 1E-10  5.72E-08  5.35E-08 94
HP_CARDIAC_CONDUCTION_ABNORMALITY HP_CARDIAC_CONDUCTION_ABNORMALITY HP_CARDIAC_CONDUCTION_ABNORMALITY 17  -0.801096005 | -3.046457207 1.08E-10 5.89E-08 5.51E-08 94
GOCC_RIBONUCLEOPROTEIN_COMPLEX GOCC_RIBONUCLEOPROTEIN_COMPLEX GOCC_RIBONUCLEOPROTEIN_COMPLEX 126 0.340876185 3.000522938 1.25E-10 6.46E-08 6.04E-08 300
HP_LEBER_OPTIC_ATROPHY HP_LEBER_OPTIC_ATROPHY HP_LEBER_OPTIC_ATROPHY 9 -0.928266439 -2.798747854 1.46E-10 6.6E-08 6.17E-08 94
HP_RETINAL_ARTERIAL_TORTUOSITY HP_RETINAL_ARTERIAL_TORTUOSITY HP_RETINAL_ARTERIAL_TORTUOSITY 9 | -0.928266439 -2.798747854 1.46E-10 6.6E-08 6.17E-08 94
HP_VASCULAR_TORTUOSITY HP_VASCULAR_TORTUOSITY HP_VASCULAR_TORTUOSITY 9 | -0.928266439 -2.798747854 1.46E-10 6.6E-08 6.17E-08 94
HP_CENTRAL_SCOTOMA HP_CENTRAL_SCOTOMA HP_CENTRAL_SCOTOMA 12 | -0.862542663 -2.871236061 1.62E-10 6.86E-08 6.42E-08 94
GOMF_PROTEIN_FOLDING_CHAPERONE GOMF_PROTEIN_FOLDING_CHAPERONE GOMF_PROTEIN_FOLDING_CHAPERONE 11 0.884462171 3.288350597 1.64E-10 6.86E-08 6.42E-08 20
GOMF_UNFOLDED_PROTEIN_BINDING GOMF_UNFOLDED_PROTEIN_BINDING GOMF_UNFOLDED_PROTEIN_BINDING 22 0.713628477 3.516814537  4.28E-10 1.72E-07  1.61E-07 46
HP_RETINAL_VASCULAR_TORTUOSITY HP_RETINAL_VASCULAR_TORTUOSITY HP_RETINAL_VASCULAR_TORTUOSITY 12 -0.85274551 -2.838623249 4.88E-10 1.9E-07 1.77E-07 94
GOBP_PROTEIN_FOLDING GOBP_PROTEIN_FOLDING GOBP_PROTEIN_FOLDING 37 0.571922162  3.48416914 | 1.17E-09 4.26E-07 3.98E-07 46
HP_BLURRED_VISION HP_BLURRED_VISION HP_BLURRED_VISION 12 | -0.842765908 -2.805403106 1.17E-09 4.26E-07  3.98E-07 94
HP_RETINAL_TELANGIECTASIA HP_RETINAL_TELANGIECTASIA HP_RETINAL_TELANGIECTASIA 12 -0.841923604 -2.80259924 1.29E-09 4.54E-07 4.25E-07 94
HP_SLOW_DECREASE_IN_VISUAL_ACUITY HP_SLOW_DECREASE_IN_VISUAL_ACUITY HP_SLOW_DECREASE_IN_VISUAL_ACUITY 12 | -0.834153744 -2.776734894 2.19E-09 7.44E-07 6.96E-07 94
HP_STROKE_LIKE_EPISODE HP_STROKE_LIKE_EPISODE HP_STROKE_LIKE_EPISODE 8 | -0.927474403 -2.661982024 3.62E-09 1.19E-06 1.11E-06 94
GOBP_DE_NOVO_PROTEIN_FOLDING GOBP_DE_NOVO_PROTEIN_FOLDING GOBP_DE_NOVO_PROTEIN_FOLDING 12 0.8405694  3.25809812 5.54E-09 1.77E-06 1.66E-06 72
HP_OPTIC_NEUROPATHY HP_OPTIC_NEUROPATHY HP_OPTIC_NEUROPATHY 13  -0.810887064 -2.779478929 8.37E-09 2.38E-06 2.23E-06 94
HP_MITOCHONDRIAL_MYOPATHY HP_MITOCHONDRIAL_MYOPATHY HP_MITOCHONDRIAL_MYOPATHY 15 -0.784885889  -2.810036616 9.29E-09 2.38E-06 2.23E-06 94
HP_MUSCLE_ABNORMALITY_RELATED_TO_MITOCHONDRIAL_DYSFUNCTION HP_MUSCLE_ABNORMALITY_RELATED_TO_MITOCHONDRIAL_DYSFUNCTION HP_MUSCLE_ABNORMALITY_RELATED_TO_MITOCHONDRIAL_DYSFUNCTION 15 -0.784885889 -2.810036616 9.29E-09 2.38E-06 2.23E-06 94
HP_ABNORMAL_BRAIN_LACTATE_LEVEL_BY_MRS HP_ABNORMAL_BRAIN_LACTATE_LEVEL_BY_MRS HP_ABNORMAL_BRAIN_LACTATE_LEVEL_BY_MRS 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_ABNORMAL_CIRCULATING_CITRULLINE_CONCENTRATION HP_ABNORMAL_CIRCULATING_CITRULLINE_CONCENTRATION HP_ABNORMAL_CIRCULATING_CITRULLINE_CONCENTRATION 7  -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_ABNORMAL_CIRCULATING_NON_PROTEINOGENIC_AMINO_ACID_CONCENTRATION | HP_ABNORMAL_CIRCULATING_NON_PROTEINOGENIC_AMINO_ACID_CONCENTRATION HP_ABNORMAL_CIRCULATING_NON_PROTEINOGENIC_AMINO_ACID_CONCENTRATION 7  -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_ABNORMAL_SPEECH_PROSODY HP_ABNORMAL_SPEECH_PROSODY HP_ABNORMAL_SPEECH_PROSODY 7  -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_CONCENTRIC_HYPERTROPHIC_CARDIOMYOPATHY HP_CONCENTRIC_HYPERTROPHIC_CARDIOMYOPATHY HP_CONCENTRIC_HYPERTROPHIC_CARDIOMYOPATHY 7  -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_EPISODIC_RESPIRATORY_DISTRESS HP_EPISODIC_RESPIRATORY_DISTRESS HP_EPISODIC_RESPIRATORY_DISTRESS 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_FLUCTUATIONS_IN_CONSCIOUSNESS HP_FLUCTUATIONS_IN_CONSCIOUSNESS HP_FLUCTUATIONS_IN_CONSCIOUSNESS 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_LACTICACIDURIA HP_LACTICACIDURIA HP_LACTICACIDURIA 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_LOW_PLASMA_CITRULLINE HP_LOW_PLASMA_CITRULLINE HP_LOW_PLASMA_CITRULLINE 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_MIXED_DEMYELINATING_AND_AXONAL_POLYNEUROPATHY HP_MIXED_DEMYELINATING_AND_AXONAL_POLYNEUROPATHY HP_MIXED_DEMYELINATING_AND_AXONAL_POLYNEUROPATHY 7  -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_MULTIPLE_GLOMERULAR_CYSTS HP_MULTIPLE_GLOMERULAR_CYSTS HP_MULTIPLE_GLOMERULAR_CYSTS 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_NEPHROPATHY HP_NEPHROPATHY HP_NEPHROPATHY 7  -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_PSYCHOTIC_MENTATION HP_PSYCHOTIC_MENTATION HP_PSYCHOTIC_MENTATION 7  -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_RECURRENT_PANCREATITIS HP_RECURRENT_PANCREATITIS HP_RECURRENT_PANCREATITIS 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_STUTTERING HP_STUTTERING HP_STUTTERING 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
HP_WIDENED_CEREBRAL_SUBARACHNOID_SPACE HP_WIDENED_CEREBRAL_SUBARACHNOID_SPACE HP_WIDENED_CEREBRAL_SUBARACHNOID_SPACE 7 -0.926683717 -2.537820836 1.16E-08 2.38E-06 2.23E-06 94
GOBP_CHAPERONE_COFACTOR_DEPENDENT _PROTEIN_REFOLDING GOBP_CHAPERONE_COFACTOR_DEPENDENT_PROTEIN_REFOLDING GOBP_CHAPERONE_COFACTOR_DEPENDENT_PROTEIN_REFOLDING 10 | 0.860257267 3.022186839 1.32E-08 2.66E-06 2.49E-06 72
GOBP_CHAPERONE_MEDIATED_PROTEIN_FOLDING GOBP_CHAPERONE_MEDIATED_PROTEIN_FOLDING GOBP_CHAPERONE_MEDIATED_PROTEIN_FOLDING 15 0.773459892 3.264136444 1.38E-08 2.72E-06 2.55E-06 72
GOBP_CELLULAR_AMIDE_METABOLIC_PROCESS GOBP_CELLULAR_AMIDE_METABOLIC_PROCESS GOBP_CELLULAR_AMIDE_METABOLIC_PROCESS 130 0.307968225 2.699574782 1.4E-08 2.72E-06 2.55E-06 302
HP_EPISODIC_VOMITING HP_EPISODIC_VOMITING HP_EPISODIC_VOMITING 15 -0.779681852 -2.791405201 1.53E-08 2.91E-06 2.72E-06 152
HP_ABNORMALITY_OF_THE_THENAR_EMINENCE HP_ABNORMALITY_OF_THE_THENAR_EMINENCE HP_ABNORMALITY_OF_THE_THENAR_EMINENCE 14 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_ADENOCARCINOMA_OF THE_COLON HP_ADENOCARCINOMA_OF_THE_COLON HP_ADENOCARCINOMA_OF_THE_COLON 14 | 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_ERYTHROID_HYPOPLASIA HP_ERYTHROID_HYPOPLASIA HP_ERYTHROID_HYPOPLASIA 14 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_MALIGNANT_GENITOURINARY_TRACT_TUMOR HP_MALIGNANT_GENITOURINARY_TRACT_TUMOR HP_MALIGNANT_GENITOURINARY_TRACT_TUMOR 14 0.777015437 | 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_OSTEOSARCOMA HP_OSTEOSARCOMA HP_OSTEOSARCOMA 14| 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_PARTIAL_DUPLICATION_OF THE_PHALANX_ OF_HAND HP_PARTIAL_DUPLICATION_OF_THE_PHALANX_OF_HAND HP_PARTIAL_DUPLICATION_OF_THE_PHALANX_OF_HAND 14 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_PERSISTENCE_OF_HEMOGLOBIN_F HP_PERSISTENCE_OF_HEMOGLOBIN_F HP_PERSISTENCE_OF_HEMOGLOBIN_F 14 | 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_PURE_RED_CELL_APLASIA HP_PURE_RED_CELL_APLASIA HP_PURE_RED_CELL_APLASIA 14 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
HP_RETICULOCYTOPENIA HP_RETICULOCYTOPENIA HP_RETICULOCYTOPENIA 14 0.777015437 3.140897811 1.91E-08 3.15E-06 2.95E-06 274
GOBP_ORGANONITROGEN_COMPOUND_BIOSYNTHETIC_PROCESS GOBP_ORGANONITROGEN_COMPOUND_BIOSYNTHETIC_PROCESS GOBP_ORGANONITROGEN_COMPOUND_BIOSYNTHETIC_PROCESS 176  0.259490562 2.427707667 2.2E-08 3.57E-06 3.34E-06 302
HP_ABNORMAL_MUSCLE_FIBER_MORPHOLOGY HP_ABNORMAL_MUSCLE_FIBER_MORPHOLOGY HP_ABNORMAL_MUSCLE_FIBER_MORPHOLOGY 24 -0.66025135 -2.766600773| 3.32E-08 5.3E-06 4.96E-06 137
HP_ABNORMAL_MITOCHONDRIA_IN_MUSCLE_TISSUE HP_ABNORMAL_MITOCHONDRIA_IN_MUSCLE_TISSUE HP_ABNORMAL_MITOCHONDRIA_IN_MUSCLE_TISSUE 12 -0.801556784  -2.668225981 3.73E-08 5.8E-06 5.42E-06 94
HP_PROXIMAL_TUBULOPATHY HP_PROXIMAL_TUBULOPATHY HP_PROXIMAL_TUBULOPATHY 12 | -0.801556784 -2.668225981 3.73E-08 5.8E-06 5.42E-06 94
GOBP_CELLULAR_MACROMOLECULE_BIOSYNTHETIC_PROCESS GOBP_CELLULAR_MACROMOLECULE_BIOSYNTHETIC_PROCESS GOBP_CELLULAR_MACROMOLECULE_BIOSYNTHETIC_PROCESS 178 0.258778732 2.412620446 4.39E-08 6.72E-06 6.29E-06 302
HP_INCREASED_CSF_LACTATE HP_INCREASED_CSF_LACTATE HP_INCREASED_CSF_LACTATE 14 | -0.767581938 -2.705129605 4.87E-08 7.36E-06 6.88E-06 94
GOMF_ELECTRON_TRANSFER_ACTIVITY GOMF_ELECTRON_TRANSFER_ACTIVITY GOMF_ELECTRON_TRANSFER_ACTIVITY 21 -0.674980062 -2.720858552 5.48E-08 8.17E-06 7.64E-06 94
GOCC_RESPIRASOME GOCC_RESPIRASOME GOCC_RESPIRASOME 21 -0.673892514 -2.716474627 5.63E-08 8.28E-06 7.74E-06 94
GOMF_C3HC4_TYPE_RING_FINGER_DOMAIN_BINDING GOMF_C3HC4_TYPE_RING_FINGER_DOMAIN_BINDING GOMF_C3HC4_TYPE_RING_FINGER_DOMAIN_BINDING 4 0.988945578 2.279235337 7E-08 1.01E-05 9.49E-06 17
HP_PROGRESSIVE_SENSORINEURAL_HEARING_IMPAIRMENT HP_PROGRESSIVE_SENSORINEURAL_HEARING_IMPAIRMENT HP_PROGRESSIVE_SENSORINEURAL_HEARING_IMPAIRMENT 8 | -0.895846625 -2.571205851 7.14E-08 1.02E-05 9.55E-06 49
HP_VENTRICULAR_ARRHYTHMIA HP_VENTRICULAR_ARRHYTHMIA HP_VENTRICULAR_ARRHYTHMIA 17 -0.73061158 | -2.778414694 7.42E-08 1.05E-05 9.8E-06 94
HP_SPRENGEL_ANOMALY HP_SPRENGEL_ANOMALY HP_SPRENGEL_ANOMALY 15 0.747639485 3.155169798 7.51E-08 1.05E-05 9.8E-06 309
HP_SCOTOMA HP_SCOTOMA HP_SCOTOMA 15 -0.760105604 -2.721318611 8.23E-08 1.13E-05 1.06E-05 94
GOMF_PRIMARY_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY GOMF_PRIMARY_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY GOMF_PRIMARY_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY 23 -0.661902244 -2.774123204  9.76E-08 1.33E-05  1.24E-05 94
GOMF_OXIDOREDUCTION_DRIVEN_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVI1 GOMF_OXIDOREDUCTION_DRIVEN_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVIT GOMF_OXIDOREDUCTION_DRIVEN_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVIT 20 -0.690838085 -2.752785118 1.22E-07 1.64E-05 1.53E-05 94
HP_ABNORMAL_CSF_METABOLITE_LEVEL HP_ABNORMAL_CSF_METABOLITE_LEVEL HP_ABNORMAL_CSF_METABOLITE_LEVEL 16 -0.727680089 -2.683307059 1.37E-07 1.82E-05 1.7E-05 125
HP_PROGRESSIVE_EXTERNAL_OPHTHALMOPLEGIA HP_PROGRESSIVE_EXTERNAL_OPHTHALMOPLEGIA HP_PROGRESSIVE_EXTERNAL_OPHTHALMOPLEGIA 10  -0.836937804 -2.642124917 1.47E-07 1.93E-05 1.81E-05 94
HP_PIGMENTARY_RETINOPATHY HP_PIGMENTARY_RETINOPATHY HP_PIGMENTARY_RETINOPATHY 16  -0.725369073 -2.67478523 1.63E-07 2.11E-05 1.97E-05 94
HP_DUPLICATION_OF_THUMB_PHALANX HP_DUPLICATION_OF_THUMB_PHALANX HP_DUPLICATION_OF_THUMB_PHALANX 16 0.716625794 | 3.107951514 1.76E-07 2.25E-05 2.1E-05 274
HP_BASAL_GANGLIA_CALCIFICATION HP_BASAL_GANGLIA_CALCIFICATION HP_BASAL_GANGLIA_CALCIFICATION 8 -0.880868505 -2.528216539 2.08E-07 2.63E-05 2.46E-05 94
HP_VITILIGO HP_VITILIGO HP_VITILIGO 8 | -0.878821225 -2.52234056 2.72E-07 3.39E-05 3.17E-05 94
HP_EPILEPTIC_SPASM HP_EPILEPTIC_SPASM HP_EPILEPTIC_SPASM 28 -0.603363459 -2.652768863 2.83E-07 3.39E-05 3.17E-05 242
HP_ABNORMAL_RETICULOCYTE_MORPHOLOGY HP_ABNORMAL_RETICULOCYTE_MORPHOLOGY HP_ABNORMAL_RETICULOCYTE_MORPHOLOGY 16 0.709258143 3.075998574 2.85E-07 3.39E-05 3.17E-05 274
HP_ABNORMALITY_OF_THE_MITOCHONDRION HP_ABNORMALITY_OF_THE_MITOCHONDRION HP_ABNORMALITY_OF_THE_MITOCHONDRION 23 -0.647032802 -2.711803331  2.89E-07 3.39E-05 3.17E-05 94
HP_INFANTILE_SPASMS HP_INFANTILE_SPASMS HP_INFANTILE_SPASMS 11 -0.80080043 -2.597411355 2.89E-07 3.39E-05 3.17E-05 125
HP_ABNORMALITY_OF_HEAD_BLOOD_VESSEL HP_ABNORMALITY_OF_HEAD_BLOOD_VESSEL HP_ABNORMALITY_OF_HEAD_BLOOD_VESSEL 14 | -0.744601062 -2.624139883 2.9E-07 3.39E-05 3.17E-05 94
HP_ABNORMAL_RETINAL_ARTERY_MORPHOLOGY HP_ABNORMAL_RETINAL_ARTERY_MORPHOLOGY HP_ABNORMAL_RETINAL_ARTERY_MORPHOLOGY 14 | -0.744601062 | -2.624139883 2.9E-07 3.39E-05 3.17E-05 94
HP_EXTERNAL_OPHTHALMOPLEGIA HP_EXTERNAL_OPHTHALMOPLEGIA HP_EXTERNAL_OPHTHALMOPLEGIA 12 | -0.765632272 -2.548640296 3.25E-07 3.77E-05 3.52E-05 94
GOMF_HEAT_SHOCK_PROTEIN_BINDING GOMF_HEAT_SHOCK_PROTEIN_BINDING GOMF_HEAT_SHOCK_PROTEIN_BINDING 25 0.587124006 3.098784978 3.43E-07 3.93E-05 3.68E-05 125
HP_VISUAL_IMPAIRMENT HP_VISUAL_IMPAIRMENT HP_VISUAL_IMPAIRMENT 101 -0.394190371 -2.469415706 3.6E-07 4.08E-05 3.82E-05 253
GOBP_CELLULAR_RESPONSE_TO_CHEMICAL_STRESS GOBP_CELLULAR_RESPONSE_TO_CHEMICAL_STRESS GOBP_CELLULAR_RESPONSE_TO_CHEMICAL_STRESS 38 0.490552573 3.048746156  3.73E-07 4.14E-05 3.88E-05 42
GOCC_INNER_MITOCHONDRIAL_MEMBRANE_PROTEIN_COMPLEX GOCC_INNER_MITOCHONDRIAL_MEMBRANE_PROTEIN_COMPLEX GOCC_INNER_MITOCHONDRIAL_MEMBRANE_PROTEIN_COMPLEX 29 -0.598847535 -2.674989671 3.73E-07 4.14E-05 3.88E-05 94
HP_RENAL_TUBULAR_DYSFUNCTION HP_RENAL_TUBULAR_DYSFUNCTION HP_RENAL_TUBULAR_DYSFUNCTION 14 | -0.741246227 -2.612316697 3.83E-07 4.17E-05 3.9E-05 94
GOBP_ATP_SYNTHESIS_COUPLED_ELECTRON_TRANSPORT GOBP_ATP_SYNTHESIS_COUPLED_ELECTRON_TRANSPORT GOBP_ATP_SYNTHESIS_COUPLED_ELECTRON_TRANSPORT 20 -0.674290489 -2.686847852 3.84E-07 4.17E-05 3.9E-05 94
HP_POSTURAL_TREMOR HP_POSTURAL_TREMOR HP_POSTURAL_TREMOR 16  -0.710530223  -2.62006724 4E-07 4.28E-05 4E-05 94
HP_OPHTHALMOPARESIS HP_OPHTHALMOPARESIS HP_OPHTHALMOPARESIS 25 -0.622913307 -2.640042811 4.01E-07 4.28E-05 4E-05 222
HP_TRIPHALANGEAL_THUMB HP_TRIPHALANGEAL_THUMB HP_TRIPHALANGEAL_THUMB 15 0.71992504 3.038209976 4.12E-07 4.35E-05 4.07E-05 274
GOBP_RESPIRATORY_ELECTRON_TRANSPORT_CHAIN GOBP_RESPIRATORY_ELECTRON_TRANSPORT_CHAIN GOBP_RESPIRATORY_ELECTRON_TRANSPORT_CHAIN 21 -0.645079651 -2.600329379 4.33E-07 4.53E-05 4.24E-05 94
HP_HYPERVENTILATION HP_HYPERVENTILATION HP_HYPERVENTILATION 9 | -0.837155422 -2.524045731 5.21E-07 5.4E-05 5.05E-05 114
HP_VISUAL _FIELD_DEFECT HP_VISUAL_FIELD_DEFECT HP_VISUAL_FIELD_DEFECT 22 -0.63297285 -2.595267694 5.52E-07 5.66E-05 5.29E-05 159
GOBP_CELLULAR_RESPONSE_TO_STRESS GOBP_CELLULAR_RESPONSE_TO_STRESS GOBP_CELLULAR_RESPONSE_TO_STRESS 191 0.241313685 2.276370598 5.72E-07  5.82E-05 5.44E-05 57
HP_FOCAL_SEGMENTAL_GLOMERULOSCLEROSIS HP_FOCAL_SEGMENTAL_GLOMERULOSCLEROSIS HP_FOCAL_SEGMENTAL_GLOMERULOSCLEROSIS 9 -0.835085022 -2.517803418 5.87E-07 5.86E-05 5.48E-05 94
HP_MOTOR_SEIZURE HP_MOTOR_SEIZURE HP_MOTOR_SEIZURE 38  -0.534569886 -2.611512968 | 5.87E-07 5.86E-05 5.48E-05 242
GOCC_TRANSPORTER_COMPLEX GOCC_TRANSPORTER_COMPLEX GOCC_TRANSPORTER_COMPLEX 25 -0.616868863 -2.614425138| 5.98E-07 5.87E-05 5.49E-05 94
HP_DISTAL_PERIPHERAL_SENSORY_NEUROPATHY HP_DISTAL_PERIPHERAL_SENSORY_NEUROPATHY HP_DISTAL_PERIPHERAL_SENSORY_NEUROPATHY 8 | -0.868887353 -2.493828949 6E-07 5.87E-05 5.49E-05 94
GOBP_OXIDATIVE_PHOSPHORYLATION GOBP_OXIDATIVE_PHOSPHORYLATION GOBP_OXIDATIVE_PHOSPHORYLATION 28 -0.592562063 -2.605279066 6.1E-07 5.93E-05 5.54E-05 94
HP_HYPOTHERMIA HP_HYPOTHERMIA HP_HYPOTHERMIA 8 -0.868440317 -2.492545892 6.2E-07 5.96E-05 5.58E-05 94
HP_ABNORMAL_LEFT_VENTRICLE_MORPHOLOGY HP_ABNORMAL_LEFT_VENTRICLE_MORPHOLOGY HP_ABNORMAL_LEFT_VENTRICLE_MORPHOLOGY 11 | -0.789070859 -2.559366271 6.33E-07 5.98E-05 5.6E-05 49
HP_LEFT_VENTRICULAR_HYPERTROPHY HP_LEFT_VENTRICULAR_HYPERTROPHY HP_LEFT_VENTRICULAR_HYPERTROPHY 11 | -0.789070859 -2.559366271 6.33E-07 5.98E-05 5.6E-05 49
GOMF_UBIQUITIN_LIKE_PROTEIN_LIGASE_BINDING GOMF_UBIQUITIN_LIKE_PROTEIN_LIGASE_BINDING GOMF_UBIQUITIN_LIKE_PROTEIN_LIGASE_BINDING 60 0.389261722 2.788668669 | 6.48E-07 6.08E-05 5.68E-05 66
HP_IMPAIRED_VISUOSPATIAL_CONSTRUCTIVE_COGNITION HP_IMPAIRED_VISUOSPATIAL_CONSTRUCTIVE_COGNITION HP_IMPAIRED_VISUOSPATIAL_CONSTRUCTIVE_COGNITION 8 -0.864250943 -2.480521801 7.88E-07 7.32E-05 6.85E-05 94
HP_ABNORMAL_METABOLIC_BRAIN_IMAGING_BY_MRS HP_ABNORMAL_METABOLIC_BRAIN_IMAGING_BY_MRS HP_ABNORMAL_METABOLIC_BRAIN_IMAGING_BY_MRS 9 -0.828331725 -2.49744205  9.02E-07 8.25E-05 7.72E-05 94
HP_BILATERAL_TONIC_CLONIC_SEIZURE HP_BILATERAL_TONIC_CLONIC_SEIZURE HP_BILATERAL_TONIC_CLONIC_SEIZURE 37 -0.540092203 -2.623844505 9.03E-07 8.25E-05 7.72E-05 114
GOCC_POLYSOMAL_RIBOSOME GOCC_POLYSOMAL_RIBOSOME GOCC_POLYSOMAL_RIBOSOME 16 0.681672824  2.956363145 1.07E-06 9.62E-05 9E-05 294
HP_RECURRENT_PAROXYSMAL_HEADACHE HP_RECURRENT_PAROXYSMAL_HEADACHE HP_RECURRENT_PAROXYSMAL_HEADACHE 8  -0.858705192 -2.464604714 1.07E-06 9.62E-05 9E-05 94
GOBP_REGULATION_OF_DNA_TEMPLATED_TRANSCRIPTION_IN_RESPONSE_TO_STRESY GOBP_REGULATION_OF_DNA_TEMPLATED_TRANSCRIPTION_IN_RESPONSE_TO_STRES{ GOBP_REGULATION_OF_DNA_TEMPLATED_TRANSCRIPTION_IN_RESPONSE_TO_STRES¢ 12 | 0.759463537 2.943726864 1.21E-06 0.000108: 0.000101: 75
HP_DEVELOPMENTAL_GLAUCOMA HP_DEVELOPMENTAL_GLAUCOMA HP_DEVELOPMENTAL_GLAUCOMA 15 0.701539832 2.960621175 1.32E-06 0.000116! 0.000109( 274
HP_SEGMENTAL_PERIPHERAL_DEMYELINATION_REMYELINATION HP_SEGMENTAL_PERIPHERAL_DEMYELINATION_REMYELINATION HP_SEGMENTAL_PERIPHERAL_DEMYELINATION_REMYELINATION 9  -0.822223873 -2.479026716 1.39E-06 0.000121¢ 0.000114( 94
HP_HEMIANOPIA HP_HEMIANOPIA HP_HEMIANOPIA 10 -0.803087148 -2.535261943 1.42E-06 0.000123: 0.000115: 49
HP_ABNORMALITY_OF_KREBS_CYCLE_METABOLISM HP_ABNORMALITY_OF_KREBS_CYCLE_METABOLISM HP_ABNORMALITY_OF_KREBS_CYCLE_METABOLISM 8 -0.852855747 -2.447815984 1.47E-06 0.0001277 0.000119( 94
HP_APLASIA_HYPOPLASIA_ OF_THE_CEREBRAL_WHITE_MATTER HP_APLASIA_HYPOPLASIA_OF_THE_CEREBRAL_WHITE_MATTER HP_APLASIA_HYPOPLASIA_OF_THE_CEREBRAL_WHITE_MATTER 9 -0.8200019 | -2.472327408 1.5E-06 0.000128( 0.000119¢ 152
GOMF_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY GOMF_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY GOMF_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY 28 -0.576071425 -2.532775752 | 1.66E-06 0.000140¢ 0.000131! 94
HP_PERIPHERAL_DEMYELINATION HP_PERIPHERAL_DEMYELINATION HP_PERIPHERAL_DEMYELINATION 13 | -0.734509029 -2.517677811 1.79E-06 0.000150¢ 0.000141" 125
HP_MACROCYTIC_ANEMIA HP_MACROCYTIC_ANEMIA HP_MACROCYTIC_ANEMIA 18  0.649058938 2.978780192 1.93E-06 0.000161: 0.000150¢ 304
HP_VENTRICULAR_HYPERTROPHY HP_VENTRICULAR_HYPERTROPHY HP_VENTRICULAR_HYPERTROPHY 13 | -0.728864176 -2.49832894 2.33E-06 0.000193! 0.000181( 49
GOBP_RESPONSE_TO_TEMPERATURE_STIMULUS GOBP_RESPONSE_TO_TEMPERATURE_STIMULUS GOBP_RESPONSE_TO_TEMPERATURE_STIMULUS 26 0.540520491 2.874297916  2.47E-06 0.000203° 0.000190( 46
GOBP_ELECTRON_TRANSPORT_CHAIN GOBP_ELECTRON_TRANSPORT_CHAIN GOBP_ELECTRON_TRANSPORT_CHAIN 23 -0.613684019 -2.572034001 2.49E-06 0.000203! 0.000190« 94
HP_ABNORMAL_ERYTHROCYTE_ENZYME_LEVEL HP_ABNORMAL_ERYTHROCYTE_ENZYME_LEVEL HP_ABNORMAL_ERYTHROCYTE_ENZYME_LEVEL 16 0.66042755 2.86422401 2.7E-06 0.000217{ 0.000203: 274
HP_NONIMMUNE_HYDROPS_FETALIS HP_NONIMMUNE_HYDROPS_FETALIS HP_NONIMMUNE_HYDROPS_FETALIS 16 0.660526666 2.864653867 2.7E-06 0.000217{ 0.000203: 274
HP_ABNORMAL_HEMOGLOBIN HP_ABNORMAL_HEMOGLOBIN HP_ABNORMAL_HEMOGLOBIN 16 0.659295103 2.859312673 2.78E-06 0.000222{ 0.000208( 274
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Tcf4/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

Kras/Tcf12/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Dnajb1/Hspaila/Hspb1/Jun/Hspa8/Hspalb/Atf3/Ppp1ri15a/KIf2/Fos/KIf4/Dnajal/Hsp90aal/Hsp90ab1/Rhob/Nfkbia/Dusp1/Pmaip1/Chchd2/KIf10/Myc/Gpx1/Hspd1/Traf4/Pold4/Zfp36
mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Hivep2/Mecp2/Sars/Cux1/Med13/Sptbn1/Tcf4/mt-Nd4/mt-Nd3/Kcng5/Setd2/mt-Atp6/Ralgapal/Pgap1/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/Trappc9/Nsf/mt-Nd6
mt-Nd4/Ano6/mt-Nd3/Keng5/mt-Cytb/mt-Nd1/mt-Co1/mt-Nd2/mt-Nd5/mt-Nd4l/Pded4b/mt-Nd6

mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6

mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Hspala/Jun/Hspa8/Hspalb/Ubb/Dnajal/Hsp90aal/Hsp90ab1/Tubb5/Nfkbia/Cacybp/Hspd1/Traf4/Actg1/Ubc

mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Tcf4/mt-Nd4/Herc1/mt-Nd3/Keng5/Setd2/mt-Atp6/mt-Cytb/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
Rpl31/Rps26/Rpl18/Rpl19/Rpl8/Rpl38/Rpl30/Rps21/Rpl18a/Rpl7a/Rpl24/Rpl36a/Rps28/Rpl39/Larpdb

mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Dnajb1/Hspala/Jun/Atf3/KIf2/Cited2/Egri

Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28

mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

Zeb2/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd3/mt-Cytb/Atp2b1/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6

Sptbn1/Ubtf/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

Rps17/Umps/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/H2-Ab1

mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Dnajb1/Hspala/Hspal1b/Fos/Dnajal/Hsp90aal/Hsp90ab1/Nfkbia/Hspd1

mt-Nd4/mt-Nd3/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6

Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28

Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28

Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
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tags=47%, list=14%, signal=42%
tags=78%, list=8%, signal=72%
tags=43%, list=8%, signal=41%
tags=52%, list=15%, signal=45%
tags=44%, list=12%, signal=40%
tags=78%, list=8%, signal=72%
tags=50%, list=10%, signal=46%
tags=52%, list=21%, signal=43%
tags=76%, list=8%, signal=71%
tags=63%, list=31%, signal=46%
tags=41%, list=8%, signal=38%
tags=54%, list=14%, signal=48%
tags=71%, list=18%, signal=59%
tags=80%, list=10%, signal=72%
tags=71%, list=18%, signal=59%
tags=48%, list=8%, signal=45%
tags=50%, list=23%, signal=40%
tags=85%, list=25%, signal=65%
tags=93%, list=23%, signal=73%
tags=67%, list=10%, signal=61%
tags=40%, list=2%, signal=40%
tags=64%, list=4%, signal=62%
tags=70%, list=8%, signal=65%
tags=70%, list=8%, signal=65%
tags=62%, list=8%, signal=57%
tags=59%, list=21%, signal=48%
tags=55%, list=20%, signal=45%
tags=37%, list=8%, signal=35%
tags=64%, list=8%, signal=59%
tags=93%, list=23%, signal=73%
tags=39%, list=8%, signal=37%
tags=70%, list=8%, signal=65%
tags=44%, list=8%, signal=41%
tags=70%, list=8%, signal=65%
tags=45%, list=8%, signal=43%
tags=56%, list=13%, signal=50%
tags=44%, list=11%, signal=40%
tags=58%, list=8%, signal=54%
tags=21%, list=7%, signal=21%
tags=73%, list=12%, signal=65%
tags=53%, list=11%, signal=48%
tags=50%, list=8%, signal=47%
tags=46%, list=12%, signal=42%
tags=57%, list=8%, signal=53%
tags=88%, list=23%, signal=68%
tags=88%, list=23%, signal=68%
tags=71%, list=18%, signal=59%
tags=55%, list=12%, signal=49%
tags=80%, list=13%, signal=70%
tags=47%, list=21%, signal=39%
tags=14%, list=5%, signal=15%
tags=93%, list=23%, signal=73%
tags=93%, list=23%, signal=73%
tags=35%, list=14%, signal=32%
tags=58%, list=8%, signal=54%
tags=37%, list=14%, signal=33%
tags=82%, list=18%, signal=68%
tags=50%, list=21%, signal=41%
tags=17%, list=8%, signal=18%
tags=39%, list=8%, signal=37%
tags=53%, list=11%, signal=48%
tags=45%, list=8%, signal=43%
tags=45%, list=8%, signal=43%
tags=37%, list=14%, signal=33%
tags=45%, list=2%, signal=45%
tags=77%, list=18%, signal=64%
tags=37%, list=14%, signal=33%
tags=84%, list=26%, signal=64%
tags=50%, list=8%, signal=47%
tags=65%, list=15%, signal=59%
tags=60%, list=27%, signal=45%
tags=54%, list=8%, signal=50%
tags=41%, list=10%, signal=38%
tags=44%, list=8%, signal=44%
tags=56%, list=37%, signal=39%
tags=43%, list=8%, signal=41%
tags=50%, list=4%, signal=48%
tags=58%, list=10%, signal=53%
tags=33%, list=4%, signal=33%
tags=67%, list=21%, signal=54%
tags=67%, list=21%, signal=54%
tags=82%, list=26%, signal=61%
tags=53%, list=8%, signal=49%
tags=35%, list=8%, signal=33%
tags=23%, list=4%, signal=23%
tags=54%, list=8%, signal=50%
tags=54%, list=8%, signal=50%
tags=54%, list=8%, signal=50%
tags=54%, list=8%, signal=50%
tags=64%, list=36%, signal=43%
tags=27%, list=4%, signal=27%
tags=42%, list=8%, signal=40%
tags=100%, list=2%, signal=98%
tags=83%, list=4%, signal=80%
tags=54%, list=8%, signal=50%
tags=19%, list=4%, signal=19%
tags=65%, list=19%, signal=53%
tags=35%, list=8%, signal=33%
tags=42%, list=10%, signal=38%
tags=83%, list=4%, signal=81%
tags=83%, list=4%, signal=81%
tags=21%, list=4%, signal=20%
tags=65%, list=21%, signal=52%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=7%, signal=93%

Fbxo38/Fbxo11/Matr3/Sh3kbp1/mt-Nd4/Ganab/Crebbp/Kcng5/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Med13/Kras/Ubtf/Tcf4/Kmt2e/Ddx6/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/mt-Nd6
Atad1/Tcf4/Kmt2e/mt-Nd4/mt-Nd3/Mef2c/Keng5/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/Nsf/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

Kmt2e/Ddx6/mt-Nd4/mt-Nd3/mt-Atp6/Ralgapal/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/mt-Nd6
Hivep2/Mecp2/Sars/Cux1/Nfkb2/Med13/Son/Zeb2/Tcf4/mt-Nd4/mt-Nd3/Keng5/Setd2/mt-Atp6/Pgap1/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/Trappc9/mt-Nd6
Tpp1/Ctnnb1/Son/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6

Polg/Ranbp2/Tmem127/Stat4/Daxx/Rnf6/Ctnnb1/Krit1/Ndufv1/H2-Q7/Fus/Malt1/Foxp1/Kras/Zeb2/Matr3/Sptbn1/Kmt2e/mt-Nd4/Syk/mt-Nd3/mt-Atp6/mt-Cytb/Birc3/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nq

mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Fbxo38/Fbxo11/Matr3/Sh3kbp1/Ganab/Crebbp/Kcng5/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
H2-Q7/Tcirg1/Foxp1/Kras/mt-Nd4/Aff4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Diaph1/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Atp2c1/H2-Q7/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6/Adgre5
mt-Nd4/mt-Nd3/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6

PmI/Bcl2/Sh2b3/Ifngr1/H2-Q7/Malt1/Bcl6/Tcirg1/Foxp1/Sptbn1/Tcf4/Sh3kbp1/mt-Nd4/Syk/mt-Nd3/Bach2/mt-Atp6/mt-Cytb/Birc3/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6

Rpl31/Rps26/Rpl18/Rps4x/Rpl19/Rpl8/Rpl38/Rpl30/Rps21/Rpl18a/Rpl7a/Rpl24/Rpl36a/Rps3/Rps28/Rpl39/Larpdb
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Tcf4/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Dnajb1/Hspaia/Hspal1b/Dnajal/Hsp90aal1/Hsp90ab1

mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/Irs2/mt-Co2/mt-Nd5/mt-Nd6
Hivep2/Mecp2/Cux1/Med13/Tcf4/mt-Nd4/mt-Nd3/Keng5/Setd2/mt-Atp6/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/Trappc9/mt-Nd6
Sars/Polr2a/Ndufv1/Zeb2/mt-Nd4/mt-Nd3/mt-Atp6/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/Trappc9/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/Irs2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Cfl2/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
mt-Nd4/Crebbp/mt-Nd3/mt-Atp6/Pgap1/mt-Nd1/mt-Nd2/mt-Nd5/Trappc9/mt-Nd6
Ctnnb1/Krit1/Ndufv1/Zeb2/Sptbn1/Kmt2e/mt-Nd4/Syk/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
Sptbn1/mt-Nd4/mt-Atp6/Sf3b1/Smchd1/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Dnajb1/Hspaia/Jun/Hspailb/Fos/Dnajal/Hsp90aal/Hsp90ab1/Rhob/Nfkbia/Nr4a1/Pmaip1/Chchd2/Myc/Gpx1/Hspd1/Actg1/Cited2/Egr1/Jund
Rfc1/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
Sptbn1/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd3/mt-Cytb/mt-Nd1/mt-Co1/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
Rfc1/Sptbn1/Ppp1r15b/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
H2-Q7/Kras/mt-Nd4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Rfc1/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
Kras/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Hivep2/Mecp2/Sars/Ndufv1/Fus/Cux1/Sptbn1/Ubtf/Tcf4/mt-Nd4/mt-Nd3/Keng5/mt-Atp6/mt-Cytb/Pgap1/mt-Nd1/mt-Co3/mt-Nd2/mt-Nd5/Trappc9/mt-Nd4l/mt-Nd6
Hspala/Hspb1/Jun/Hspalb/Atf3/Phldal/Fos/Ubb/Klf4/Dnajal/Hsp90aal/Hsp90ab1/Rhob/Id3/Nr4al/Pmaip1/Myc/Gpx1/Hspd1/Traf4/Zfp36
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Camk2d/Tcirg1/Lrrc8c/Diaph1/mt-Nd4/Ano6/Ahnak/Mef2c/Keng5/mt-Atp6/mt-Cytb/Cab39/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-Nd5/Pded4b/Wnk1
mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Camk2d/Tcirg1/Diaph1/mt-Nd4/Ano6/Ahnak/Mef2c/Keng5/mt-Atp6/mt-Cytb/Cab39/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-Nd5/Pded4b/Wnk1
Fus/Matr3/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
Hivep2/Sars/Cux1/Zeb2/Sptbn1/Tcf4/mt-Nd4/Keng5/Setd2/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/mt-Nd6

Hspala/Hspb1/Jun/Hspalb/Atf3/Ppp1r15a/Phidal/Ubb/KIf4/Dnajal/Hsp90aal/Hsp90ab1/Rhob/Id3/Nfkbia/Nr4al/Gapdh/Pmaip1/Myc/Gpx1/Hspd1/Traf4/Zfp36/Fam32a/Cited2/Egr1/Dynll1/Gadd45b/Dedd2/Chchd10/Sirt1

mt-Nd4/Crebbp/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Sptbn1/Ubtf/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6/Wnk1

mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
Camk2d/Tcirg1/Diaph1/mt-Nd4/Ano6/Ahnak/Kcng5/mt-Atp6/mt-Cytb/Cab39/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-Nd5/Pded4b/Wnk1
Dnajb1/Hspaia/Hspalb/Hsp90aal/Hsp90ab1

Fus/Son/Kras/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Malt1/Bcl6/Tcirg1/Foxp1/Sptbn1/Tcf4/Sh3kbp1/mt-Nd4/Syk/mt-Nd3/Bach2/mt-Atp6/mt-Cytb/Birc3/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/Trappc9/mt-Nd6
Rps17/Rpl31/Rps26/Rpl18/Chchd10/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Gars
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6

Plekhm1/Dpm1/Pten/Prpf8/Smarce1/Bptf/Xylt1/Chd7/Ube3b/Jmjd1c/Clic/Tbce/Katba/Polg/Rere/Ubedb/Stat4/Minpp1/Celf2/Ctnnb1/Ndufv1/H2-Q7/Med13/Ankrd11/Son/Tcirg1/Kras/Zeb2/Rfc1/Diaph1/Kmt2e/Ddx6/mt-Nd4,

Zmynd11/Minpp1/Celf2/Tpp1/Hivep2/Mecp2/Ndufv1/Cux1/Tnrc6a/Atad1/Tcf4/mt-Nd4/Kengs/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/mt-Nd6
mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Med13/Kras/Ubtf/Kmt2e/Ddx6/mt-Nd4/Herc1/Mef2c/mt-Atp6/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/mt-Nd6

Arcn1/Pik3r4/Atp6v0ai/Uvrag/Adam10/H13/0s9/Snx12/Bcl2/Ctnnb1/Rnf125/Sec24b/Ndufv1/H2-Q7/Birc2/Chchd3/Tcirg1/Lrrc8c/mt-Nd4/Ano6/Aftph/Ikbkb/Ahnak/Syk/mt-Nd3/Keng5/Stt38b/mt-Atp6/Vps37b/mt-Cytb/Itgad/r
Xylt1/Chd7/Stk11/Jmjd1c/Rad21/Cltc/Kmt2c/Tbce/Katba/Jak1/Polg/Rere/Ubedb/Stat1/Stat4/Zmynd11/Setx/Ep300/Daxx/lvns1abp/Celf2/Ctnnb1/Rnf125/Hivep2/Mecp2/Polr2a/Ifngr1/H2-Q7/Fus/Usp7/Cux1/Nfkb2/Ankrd 11/

mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
Hspala/Hspa8/Hspa1b/Hsp90aal/Hspd1
Hivep2/Mecp2/Cux1/Tcf4/mt-Nd4/mt-Nd3/Kcng5/Setd2/mt-Atp6/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/Trappc9/mt-Nd6
Dnajb1/Hspe1/Hspa8/Dnajal/Ptges3/Hspd1
Hivep2/Mecp2/Cux1/Tcf4/mt-Nd4/Keng5/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Hivep2/Mecp2/Cux1/Tcf4/mt-Nd4/Keng5/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Fip111/Rpl35a/Rps19/Rps28/Npm1/Ak2/Arhgap31
mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Hspala/Hspb1/Jun/Hspa1b/KlIf2/Fos/Rhob/Chchd2/Gpx1
mt-Nd4/mt-Nd3/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd3/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd3/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
mt-Nd4/mt-Nd3/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6

Chd7/Ube3b/Jmjd1c/Cltc/Tbce/Katba/Polg/Rere/Ubed4b/Minpp1/Celf2/Ctnnb1/Ndufv1/H2-Q7/Son/Tcirg1/Kras/Zeb2/Rfc1/Diaph1/mt-Nd4/mt-Nd3/Stt38b/mt-Atp6/Aff4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-N

Hspala/Hspb1/Ubb/Dnajal/Pmaip1/Myc/Gpx1
mt-Nd4/mt-Atp6/Smchd1/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
Hspala/Hspa1b/Nfkbia

Hspala/Hsp90aa1/Hsp90ab1/Ptges3/Hspd1
mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
Hspala/Hspb1/Hspaib/Atf3/Ubb/Dnajal/Pmaip1/Myc/Gpx1
Csnk1d/H2-Q7/Kras/mt-Nd4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6/Wnk1
Tcf4/Ganab/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6/Wnk1
KlIf4/Hsp90aa1/Hsp90ab1/Myc/Ptges3

KlIf4/Hsp90aa1/Hsp90ab1/Myc/Ptges3
Hspala/Hspb1/Ppp1r15a/Ubb/Dnajal/Pmaip1/Myc/Gpx1
Ctnnb1/Krit1/Tcirg1/Kras/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Hspaila/Hspalb

Hspala/Hspalb

Hspala/Hspailb

Hspala/Hspalb

Hspala/Hspalb

Jun/Fos/Junb/Jund

tags=59%, list=37%, signal=40%  Smarce1/Bptf/Chd7/Jmjd1c/Rad21/Clic/Ppp2ca/Kmt2c/Kat6a/Chd8/Rere/Phf21a/Ubedb/Zmynd11/Ep300/Celf2/Ctnnb1/Chd1/Hivep2/Mecp2/Sars/Polr2a/Ndufv1/Usp7/Cux1/Med13/Ankrd11/Son/Foxp1/Tcf12/Sptbn1/Ubtf,

tags=48%, list=22%, signal=39%  Ccnd2/Ctnnb1/Rnf125/Mecp2/Ndufv1/Cep83/Usp7/Tcirg1/Kras/Sptbn1/mt-Nd4/Herc1/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
tags=50%, list=8%, signal=47% mt-Nd4/mt-Nd3/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
tags=37%, list=21%, signal=32%  Chd1/Hivep2/Mecp2/Sars/Ndufv1/Fus/Cux1/Zfyve27/Tnrc6a/Tcirg1/Foxp1/Fbxo38/Zeb2/Rfc1/Atad1/Sptbn1/Ubtf/Ppp1ri15b/Tcf4/Ddx6/mt-Nd4/Crebbp/mt-Nd3/Mef2c/Keng5/Setd2/mt-Atp6/mt-Cytb/Pgap1/mt-Nd1/mt-Co”
tags=41%, list=10%, signal=38%  Tcf4/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
tags=50%, list=21%, signal=41%  Hivep2/Sars/Cux1/Son/Diaph1/Tcf4/Kcng5/mt-Cytb/Ralgapal/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/Trappc9/mt-Nd6
tags=60%, list=18%, signal=50%  H2-Q7/Tcirg1/Foxp1/Kras/mt-Nd4/Aff4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
tags=67%, list=5%, signal=64% Hspala/Hspa8/Hspalb/Actg1
tags=59%, list=41%, signal=38%  Dpm1/Pten/Pex7/Taf15/Apoe/Copb2/Smarce1/Slc12a6/Chd7/Nacc1/Cnot1/Cltc/Tbce/Polg/Ranbp2/Rere/Tufm/Ube4db/Stat4/Zmynd11/Setx/Minpp1/Celf2/Tpp1/Ctnnb1/Hivep2/Mecp2/Sars/Ndufv1/H2-Q7/Fus/Cux1/Zfyve2]
tags=62%, list=18%, signal=52% | H2-Q7/Kras/Tcf4/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
tags=57%, list=19%, signal=47%  Ndufv1/H2-Q7/Kras/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
tags=84%, list=26%, signal=63%  Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Bin1/Tmco1
tags=56%, list=38%, signal=38%  Copb2/Smarce1/Flii/Bptf/Slc12a6/Ube3b/Cnot1/Cltc/Ppp2ca/Kmt2c/Tbce/Nrros/Rere/Ubed4b/Exosc1/Zmynd11/Ep300/Minpp1/Celf2/Ctnnb1/Hivep2/Sars/Polr2a/Usp7/Cux1/Med13/Ankrd11/Son/Kras/Zeb2/Diaph1/Ubtf/Pp
tags=50%, list=8%, signal=47% Tcirg1/mt-Nd4/mt-Atp6/mt-Cytb/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-Nd5
tags=53%, list=8%, signal=50% mt-Nd4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
tags=67%, list=21%, signal=53%  Ctnnb1/Mecp2/Krit1/H2-Q7/Kras/mt-Nd4/Crebbp/mt-Atp6/mt-Cytb/Smad7/mt-Nd1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
tags=24%, list=4%, signal=23% Hspala/Jun/Hspa8/Hspalb/Hsp90ab1/Gapdh/Gpx1/Hspd1
tags=28%, list=9%, signal=27% Jun/Atf3/Phlda1/Fos/Ubb/Dnaja1/Rhob/Id3/Nr4a1/Pmaip1/Myc/Hspd1/Egr1/Gadd45b/Dedd2/Sirt1/Sap18
tags=36%, list=15%, signal=32%  Ankrd11/Foxp1/Kras/Zeb2/Atad1/Sptbn1/Ubtf/mt-Nd4/Crebbp/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/Nsf/mt-Nd6
tags=54%, list=8%, signal=50% mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
tags=56%, list=13%, signal=49%  Kras/mt-Nd4/Smchd1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
tags=47%, list=21%, signal=39%  Hivep2/Mecp2/Usp7/Med13/Malt1/Foxp1/Kras/Zeb2/Sptbn1/Tcf4/mt-Nd4/Crebbp/Setd2/Aff4/Birc3/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/mt-Nd6
tags=32%, list=4%, signal=31% Hspala/Hspa1b/Hsp90aa1/Hsp90ab1/Ifi30/Gapdh/Ptges3/Hspd1
tags=75%, list=2%, signal=74% mt-Co1/mt-Co3/mt-Co2
tags=80%, list=6%, signal=75% Dnajb1/Hspaila/Jun/Cited2
tags=15%, list=4%, signal=16% Dnajb1/Hspaia/Hspb1/Ppp1ri15a/Kif4/Dnaja1/Dusp1/Pmaip1/Chchd2/Myc/Gpx1/Traf4

Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28

Hivep2/Mecp2/Cux1/Tcf4/mt-Nd4/mt-Nd3/Keng5/Setd2/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/Trappc9/mt-Nd6

tags=82%, list=23%, signal=64%
tags=56%, list=21%, signal=45%
tags=100%, list=12%, signal=89% Ano6/Mef2c/Atp2b1

tags=29%, list=11%, signal=27%  Hspala/Hspb1/Jun/Fos/KlIf4/Hsp90ab1/Nrd4a1/Myc/Zfp36/Cited2/Egr1/Sirt1/Ube2d1/Rap1a/ler2
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tags=24%, list=4%, signal=24%
tags=15%, list=4%, signal=15%
tags=63%, list=28%, signal=47%
tags=37%, list=19%, signal=32%
tags=61%, list=41%, signal=39%
tags=39%, list=14%, signal=35%
tags=53%, list=38%, signal=37%
tags=30%, list=10%, signal=28%
tags=44%, list=20%, signal=36%
tags=54%, list=8%, signal=50%
tags=62%, list=6%, signal=59%
tags=58%, list=27%, signal=43%
tags=24%, list=4%, signal=24%
tags=75%, list=1%, signal=75%
tags=75%, list=1%, signal=75%
tags=75%, list=1%, signal=75%
tags=36%, list=14%, signal=32%
tags=65%, list=23%, signal=51%
tags=21%, list=6%, signal=21%
tags=42%, list=8%, signal=39%
tags=46%, list=26%, signal=36%
tags=38%, list=3%, signal=38%
tags=100%, list=4%, signal=97%
tags=45%, list=12%, signal=41%
tags=50%, list=21%, signal=41%
tags=46%, list=20%, signal=38%
tags=53%, list=10%, signal=49%
tags=39%, list=8%, signal=37%
tags=56%, list=8%, signal=52%
tags=44%, list=8%, signal=41%
tags=82%, list=8%, signal=77%
tags=42%, list=21%, signal=35%
tags=67%, list=4%, signal=64%
tags=33%, list=5%, signal=32%
tags=40%, list=19%, signal=34%
tags=57%, list=2%, signal=56%
tags=65%, list=38%, signal=42%
tags=63%, list=830%, signal=46%
tags=22%, list=4%, signal=22%
tags=100%, list=2%, signal=98%
tags=100%, list=2%, signal=98%
tags=40%, list=23%, signal=33%
tags=46%, list=31%, signal=35%
tags=13%, list=5%, signal=14%
tags=33%, list=1%, signal=33%
tags=100%, list=19%, signal=81%
tags=27%, list=11%, signal=26%
tags=41%, list=18%, signal=35%
tags=67%, list=4%, signal=64%
tags=67%, list=4%, signal=64%
tags=68%, list=38%, signal=44%
tags=44%, list=8%, signal=41%
tags=58%, list=38%, signal=39%
tags=67%, list=2%, signal=66%
tags=18%, list=8%, signal=18%
tags=71%, list=25%, signal=54%
tags=16%, list=3%, signal=17%
tags=65%, list=36%, signal=43%
tags=74%, list=23%, signal=58%
tags=39%, list=12%, signal=35%
tags=53%, list=4%, signal=52%
tags=29%, list=8%, signal=28%
tags=100%, list=8%, signal=93%
tags=100%, list=8%, signal=93%
tags=50%, list=4%, signal=49%
tags=21%, list=9%, signal=21%
tags=27%, list=1%, signal=27%
tags=100%, list=2%, signal=98%
tags=100%, list=2%, signal=98%
tags=100%, list=2%, signal=98%
tags=100%, list=2%, signal=98%
tags=100%, list=2%, signal=98%
tags=65%, list=39%, signal=41%
tags=62%, list=22%, signal=50%
tags=16%, list=4%, signal=17%
tags=21%, list=7%, signal=20%
tags=56%, list=4%, signal=54%
tags=44%, list=11%, signal=40%
tags=39%, list=8%, signal=37%
tags=100%, list=2%, signal=98%
tags=100%, list=2%, signal=98%
tags=18%, list=6%, signal=19%
tags=15%, list=7%, signal=16%
tags=52%, list=21%, signal=42%
tags=50%, list=2%, signal=49%
tags=50%, list=2%, signal=49%
tags=22%, list=11%, signal=22%
tags=14%, list=5%, signal=14%
tags=28%, list=14%, signal=26%
tags=48%, list=31%, signal=35%
tags=67%, list=41%, signal=42%
tags=38%, list=5%, signal=36%
tags=56%, list=14%, signal=49%
tags=56%, list=37%, signal=37%
tags=39%, list=12%, signal=35%
tags=33%, list=15%, signal=30%
tags=53%, list=8%, signal=50%
tags=47%, list=31%, signal=35%
tags=75%, list=6%, signal=70%
tags=39%, list=22%, signal=32%
tags=73%, list=21%, signal=58%
tags=33%, list=14%, signal=30%
tags=29%, list=4%, signal=28%
tags=75%, list=23%, signal=59%
tags=43%, list=21%, signal=36%
tags=50%, list=23%, signal=40%
tags=70%, list=23%, signal=54%
tags=69%, list=26%, signal=53%
tags=50%, list=8%, signal=46%
tags=100%, list=6%, signal=94%
tags=100%, list=6%, signal=94%
tags=19%, list=4%, signal=19%
tags=38%, list=10%, signal=36%
tags=31%, list=15%, signal=28%
tags=10%, list=3%, signal=11%
tags=28%, list=8%, signal=28%
tags=100%, list=2%, signal=98%
tags=28%, list=6%, signal=27%
tags=36%, list=11%, signal=33%
tags=60%, list=15%, signal=52%
tags=43%, list=1%, signal=43%
tags=43%, list=1%, signal=43%
tags=54%, list=37%, signal=37%
tags=36%, list=4%, signal=35%
tags=13%, list=5%, signal=14%
tags=85%, list=27%, signal=63%
tags=20%, list=6%, signal=20%
tags=100%, list=2%, signal=98%
tags=61%, list=25%, signal=46%
tags=28%, list=7%, signal=27%
tags=64%, list=41%, signal=40%
tags=50%, list=8%, signal=47%
tags=100%, list=3%, signal=97%
tags=75%, list=14%, signal=65%
tags=70%, list=49%, signal=38%
tags=71%, list=23%, signal=56%
tags=59%, list=37%, signal=39%
tags=75%, list=4%, signal=73%
tags=21%, list=6%, signal=21%

Hspala/Hspa8/Hspal1b/Atf3/Ppp1ri5a/Hspd1

Hspala/Hspb1/Hspailb/Atf3/Ppp1r15a/Ubb/Dnajal/Pmaip1/Myc/Gpx1

Stat1/Stat4/Rnf213/Sh2b3/Ctnnb1/Rnf125/H2-Q7/Son/Tcirg1/Foxp1/Kras/mt-Nd4/Aff4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Ndufv1/Slc25a51/Atp2c1/Tcirg1/Lrrc8c/Atad1/mt-Nd4/Ano6/mt-Nd3/Keng5/mt-Atp6/mt-Cytb/Atp2b1/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Dpm1/Pten/Pex7/Dnm2/Prpf8/Apoe/Flii/Bptf/Slc12a6/Xylt1/Chd7/Ube3b/Jmjd1c/Clic/Polg/Rere/Tmem127/Stat4/Ep300/lvns1abp/Celf2/Tpp1/Ctnnb1/Krit1/Ndufv1/Cep83/H2-Q7/Med13/Kras/Zeb2/Sptbn1/Kmt2e/Ddx6/mt-
Foxp1/Kras/Ppp1r15b/Tcf4/mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/Irs2/mt-Co2/mt-Nd5/mt-Nd6
Copb2/Smarce1/Flii/Bptf/Slc12a6/Ube3b/Nacc1/Cnot1/Clic/Ppp2ca/Kmt2¢c/Tbce/Nrros/Polg/Ranbp2/Rere/Ubedb/Exosc1/Zmynd11/Ep300/Minpp1/Celf2/Ctnnb1/Hivep2/Sars/Polr2a/Ndufv1/Usp7/Cux1/Med13/Ankrd11/So
Arnt/mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/Irs2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Mecp2/Krit1/Fus/Bms1/Tcirg1/Fbxo38/Kras/Rfc1/Matr3/Sptbn1/Ubtf/Cfl2/mt-Nd4/mt-Nd3/mt-Atp6/Smchd1/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6/Wnk1
mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Jun/Fos/KIf4/Myc/Egr1

Zmynd11/Wipi2/Celf2/Hivep2/Sars/Cux1/Kras/Tcf4/mt-Nd4/mt-Nd3/Kcng5/mt-Atp6/Pgap1/mt-Nd1/mt-Nd2/mt-Nd5/Trappc9/mt-Nd6

Hspala/Hspa8/Hspa1b/Hsp90aa1/Hsp90ab1/Ifi30/Gapdh/Ptges3/Hspd1

Dnajb1/Hspala/Hspalb

Dnajb1/Hspaia/Hspailb

Dnajb1/Hspata/Hspaib

Foxp1/Kras/Ppp1r15b/Tcf4/mt-Nd4/Herc1/mt-Nd3/Setd2/mt-Atp6/Aff4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/Irs2/mt-Co2/mt-Nd5/mt-Nd6
Rnf213/Sh2b3/Mecp2/Son/Kras/mt-Nd4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Hspala/Hspe1/Hspa8/Hspalb/Rasd1/Hsp90aa1/Hsp90ab1/Tubb5/Rhob/Tubala/Hspd1/Rrad/Rsf1/Hsph1

mt-Nd4/Ganab/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Setx/Daxx/Hps3/Pml/Rnf213/Sh2b3/Ctnnb1/Krit1/Atp2c1/H2-Q7/Nfkb1/Nfkb2/Tcirg1/Kras/Ppp1ri15b/Tcf4/mt-Nd4/Syk/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6/Adgre5
Hspb1/Hspa8/Ubb/Tubb5/Tubala

Hsp90aa1/Hsp90ab1/Ptges3

Matr3/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Hivep2/Mecp2/Sars/Fus/Cux1/Ubtf/Tcf4/mt-Nd4/mt-Nd3/Kcng5/mt-Atp6/Pgap1/mt-Nd1/mt-Nd2/mt-Nd5/Trappc9/mt-Nd6
Mecp2/Sars/H2-Q7/Fus/Kras/Matr3/Sptbn1/Tcf4/mt-Nd4/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/Trappc9/mt-Nd6

Tcf4/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/Crebbp/mt-Nd3/Stt3b/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Pten/Pex7/Smarce1/Slc12a6/Rere/Ubedb/Stat4/H2-Q7/Kras/mt-Nd4/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Ctnnb1/Hivep2/Sars/Polr2a/Usp7/Cux1/Ankrd11/Son/Zeb2/Diaph1/Ubtf/Ppp1r15b/Tcf4/Ddx6/mt-Nd4/Mef2c/Keng5/Ralgapal/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/Trappc9/Macf1/mt-Nd6
mt-Cytb/mt-Co1/mt-Co3/mt-Co2

Hspala/Hspa8/Hspal1b/Hsp90aa1/Hsp90ab1/Fth1
Hspala/Hspb1/Hspa8/Hspa1b/Rhob/Csrp1/Actg1/Rplp2/Rps17/Rps5/Rps8/Rpl31/Rpl18/Map2k1/Rps4x/Rpl19/Rala/Rpl8/Rps7/Bsg/Rpl38/Rpl30/Bcar3/Rpl7a/Rps16/Rps2/Rps13/Rpl13a
Hspala/Hsp90aa1/Hsp90ab1/Gapdh
Apoe/Smarce1/Flii/Chd7/Jmjd1c/Ubr1/Jak1/Polg/Rere/Phf21a/Ube4b/Stat1/Eif2ak3/Minpp1/Ctnnb1/Malt1/Foxp1/Kras/Ppp1ri15b/Tcf4/mt-Nd4/Setd2/Aff4/Birc3/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/Trappc9/mt-Nd6
Rere/Arcn1/Ep300/Ctnnb1/Rnf125/Mecp2/Ndufv1/Usp7/Tcirg1/Tcf4/mt-Nd4/Crebbp/mt-Nd3/mt-Atp6/Aff4/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

Hspala/Hspa8/Hspal1b/Atf3/Ppp1ri5a/Hspd1

Nsf

Nsf

ll4ra/Tpp1/Mecp2/Ndufvi/Ifngri1/Fus/Nfkb1/Nfkb2/Son/Kras/Zeb2/Tcf4/Sh3kbp1/mt-Nd4/Ikbkb/Syk/mt-Nd3/Bach2/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Nrros/Polg/Rere/Ubedb/Exosc1/Zmynd11/Wipi2/Setx/Celf2/Tpp1/Rnf125/Hivep2/Mecp2/Sars/Ndufv1/Fus/Cux1/Med13/Son/Kras/Atad1/Matr3/Sptbn1/Ubtf/Tcf4/Kmt2e/Ddx6/mt-Nd4/Herc1/Mef2c/Keng5/Setd2/mt-Atp6/Re
Dnajb1/Hspaia/Hspb1/Ppp1ri15a/Klf4/Dnajal/Hsp90aal/Hsp90ab1/Nfkbia/Dusp1/Pmaip1/Chchd2/Myc/Gpx1/Traf4/Zfp36/Actg1

Hspala/Hspa8/Hspalb

Bcl6/Spag9/Tcf12/Tcf4/Mef2c

Cd84/Diaph1/mt-Nd4/Ano6/Ahnak/Syk/Mef2c/Kengs/mt-Atp6/mt-Cytb/Cab39/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-Nd5/Nsf/Pded4b/Wnk1
Ifngr1/H2-Q7/Usp7/Son/Tcirg1/Kras/mt-Nd4/Ikbkb/Syk/Bach2/1110ra/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Hspa8/Hsp90aa1/Hsp90ab1/Ms4a1

Hspa8/Hsp90aa1/Hsp90ab1/Ms4a1
Apoe/Smarcel/Flii/Chd7/Jmjd1c/Ubr1/Jak1/Polg/Rere/Phf21a/Ubedb/Stat1/Eif2ak3/Ctnnb1/Foxp1/Ppp1r15b/mt-Nd4/Setd2/Aff4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/Trappc9/mt-Nd6
mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Apoe/Flii/Chd7/Jmjd1c/Rad21/Cltc/Kmt2c/Kat6a/Polg/Rere/Ubedb/Zmynd11/Setx/Ep300/Ivns1abp/Celf2/Rnf125/Hivep2/Mecp2/Polr2a/H2-Q7/Fus/Usp7/Cux1/Ankrd11/Son/Zeb2/Atad1/Matr3/Ubtf/Tcf4/mt-Nd4/Crebbp/mt
KIf2/KIf4/Hsp90aa1/Hsp90ab1

Hspala/Jun/Hspa8/Hspalb/Ppp1ri5a/Sertad1/Klf4/Hsp90ab1/Rhob/Id3/Nr4a1/Dusp1/Myc/Junb/Cited2/Jund/Gadd45b/Senp6/Sirt1

Ep300/Mecp2/Ndufv1/Sptbn1/Crebbp/Herc1/mt-Nd3/Mef2c/mt-Nd1/mt-Nd2

Hspala/Hspb1/Hspa8/Hspal1b/Ubb/Tubb5/Gapdh/Tubala
Nacc1/Cltc/Tbce/Polg/Ranbp2/Tufm/Stat4/Celf2/Tpp1/Ctnnb1/Mecp2/Ndufv1/H2-Q7/Son/Tcirg1/Kras/Sptbn1/Ubtf/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/mt-Nd6
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28

Matr3/Ubtf/mt-Nd4/Crebbp/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Sptbn1/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/mt-Nd3/Kdm5a/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/Kdm6b/mt-Nd6

Mef2c/Atp2b1

Mef2c/Atp2b1

KlIf4/Hsp90aa1/Hsp90ab1/Myc/Ptges3
Hspala/Hspe1/Hspalb/Ppp1ri5a/Ubb/Dnajal/Hsp90aal/Hsp90ab1/Nrd4al/Pmaip1/Chchd2/Tomm6/Myc/Mrps6/Gpx1/Mrpl52/Timm8b/Hspd1/Mrps12/P4hal/Ubc/Ech1/Dynll1/Nol7/Chchd10/Sirt1/Uba52/Fkbp4/Map2k1
Hspala/Hspa8/Hspalb/Dnajal

Hsp90aa1/Hsp90ab1

Hsp90aa1/Hsp90ab1

Dnajb1/Hsp90ab1

Hsp90aa1/Hsp90ab1

Hsp90aa1/Hsp90ab1
Taf15/Flii/Bptf/Chd7/Jmjd1c/Rad21/Phip/Polg/Chd8/Phf21a/Tmem127/Ep300/Rnf125/Hivep2/Mecp2/Fus/Med13/Foxp1/Kras/Matr3/Sptbn1/Kmt2e/Ddx6/mt-Nd4/Crebbp/Setd2/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-N
Polg/Tmem127/Stat4/Sh2b3/Ctnnb1/Csnk1d/Krit1/H2-Q7/Kras/mt-Nd4/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Hspala/Hspe1/Hspalb/Ubb/KIf4/Hsp90ab1/Nrdal1/Gapdh/Pmaip1/Myc/Gpx1/Hspd1

Hspala/Hspa8/Hspa1b/KIf2/Fos/Hsp90ab1/1d3/Nfkbia/Pmaip1/Myc/Gpx1/Ptges3/Zfp36/Ly6d/Egr1/Jund

KlIf4/Hsp90aa1/Hsp90ab1/Myc/Ptges3

Sptbn1/Tcf4/Sf3b1/Aff4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

mt-Nd4/Crebbp/Setd2/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Gpri71

Gpri71

Jun/Atf3/KIf2/Fos/Ubb/KIf4/Tubb5/Rhob/Id3/Nr4a1/Dusp1/KIf10/Myc/Gpx1/Csrp1/Zfp36/Actg1/Junb/Hnrnpab/Cited2/Egr1
Hspala/Hspb1/Hspa8/Hspa1b/Atf3/Ppp1r15a/Klf4/Hsp90aal/Id3/Gapdh/Myc/Dazap1/Hspd1/Zfp36/Actg1/Hnrnpab/Cited2/Egr1/Gpsm3
Ctnnb1/Krit1/Tcirg1/Kras/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

KIf2/Klf4/Hsp90aal/Hsp90ab1

KIf2/KIf4/Hsp90aa1/Hsp90ab1

Hspala/Jun/Hspa1b/Atf3/Marcksl1/Sertad1/KIf4/1fi380/Nfkbia/Nr4a1/Dusp1/KIf10/Myc/Gpx1/Fth1/Zfp36/Junb/Cited2/Egr1/Jund/Sirt1/Dhps/Nap111/Map2k1/Ccdc117/Rps4x/Tspo/Tnfrsf13c
Hspala/Hspb1/Jun/Hspalb/Ppp1r15a/Klif4/Dnajal/Hsp90ab1/Nr4al/Gapdh/Dusp1/Gpx1/Azin1/Dbi/Zfp36
Camk2d/Tcirg1/Lrrc8c/Cd84/Diaph1/mt-Nd4/Ano6/Ahnak/Syk/Mef2c/Kengs/mt-Atp6/mt-Cytb/Cab39/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-Nd5/Nsf/Pdedb/Wnk1
Polg/Ranbp2/Rere/Tufm/Zmynd11/Setx/Minpp1/Celf2/Ctnnb1/Hivep2/Mecp2/Sars/Ndufvi/Fus/Cux1/Zfyve27/Son/Foxp1/Kras/Zeb2/Atad1/Matr3/Sptbn1/Ubtf/Ppp1r15b/Tcf4/mt-Nd4/mt-Nd3/Keng5/mt-Atp6/Ralgapail/Pgal
Pten/Dnm2/Prpf8/Apoe/Smarce/Flii/Bptf/Xylt1/Chd7/Jmjd1c/Rad21/Kmt2c/Phip/Chd8/Rere/Phf21a/Ube4b/Ep300/Ctnnb1/Mecp2/Usp7/Foxp1/Sptbn1/Sh3kbp1/Ddx6/Crebbp/Herc1/Setd2/Aff4/Satb1/Trappc9
mt-Atp6/mt-Cytb/mt-Co1/mt-Atp8/mt-Co3/mt-Co2

Son/Kras/Sptbn1/Ppp1r15b/Tcf4/Kmt2e/Crebbp/Aff4/Kdm6b
Smarce1/Flii/Bptf/Chd7/Jmjd1c/Rad21/Cltc/Phip/Polg/Chd8/Phf21a/Tmem127/Ep300/Celf2/Rnf125/Hivep2/Mecp2/Sars/Ndufv1/H2-Q7/Fus/Usp7/Med13/Foxp1/Kras/Matr3/Sptbn1/Ubtf/Tcf4/Kmt2e/Ddx6/mt-Nd4/Crebbp/S
Rfc1/Ubtf/Ppp1r15b/Tcf4/mt-Nd4/Herc1/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
Ankrd11/Foxp1/Fbxo38/Kras/Zeb2/Atad1/Matr3/Sptbn1/Ubtf/mt-Nd4/Crebbp/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/Nsf/mt-Nd6/Wnk1
Tmem127/Stat4/Setx/lvns1abp/Ctnnb1/Rnf125/Krit1/H2-Q7/mt-Nd4/mt-Atp6/Smchd1/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Nd5/mt-Nd4l/mt-Nd6
Nrros/Polg/Rere/Ubedb/Exosc1/Zmyndi11/Wipi2/Celf2/Tpp1/Rnf125/Hivep2/Mecp2/Sars/Cux1/Med13/Kras/Atad1/Ubtf/Tcf4/Kmt2e/Ddx6/mt-Nd4/Herc1/Mef2c/Keng5/Setd2/mt-Atp6/Ralgapal/Pgap1/mt-Nd1/mt-Co1/mt-C
Syk/Itga4/Wnk1
Ccnd2/Rnf125/Hivep2/Mecp2/Sars/Fus/Cux1/Med13/Son/Kras/Zeb2/Ubtf/Tcf4/Kmt2e/Ddx6/mt-Nd4/Herc1/Mef2c/Keng5/mt-Atp6/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/Macf1/mt-Nd6
Chd1/Usp7/Med13/Foxp1/Kmt2e/Ddx6/Satb1/Kdm6b

Tcirg1/Rfc1/Sptbn1/Ppp1r15b/mt-Nd4/Setd2/mt-Atp6/mt-Cytb/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/Satb1/mt-Nd5/mt-Nd4l/mt-Nd6

Hspala/Hspb1/Dnajal/Gpx1

Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Polr1d/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Hivep2/Mecp2/H2-Q7/Fus/Cux1/Ankrd11/Son/Zeb2/Matr3/Ubtf/Tcf4/mt-Nd4/mt-Nd3/Kcng5/mt-Atp6/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/Macf1/mt-Nd6
Rnf213/Sh2b3/Mecp2/Krit1/Son/Kras/Sptbn1/mt-Nd4/Ganab/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Actg1/Rps17/Rpl31/Rps26/Rpl18/Map2k1/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Hspb1/Rps17/Rpl31/Rps26/Rpl18/Chchd10/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Bin1/Gars

mt-Nd4/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

Hsp90aa1/Hsp90ab1/Egri

Hsp90aa1/Hsp90ab1/Egr1

Hspala/Hspb1/Hspailb/Dnajal/Gpx1

Tcfd/mt-Nd4/Ganab/mt-Nd3/Stt3b/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
Med13/Son/Kras/Zeb2/Sptbn1/Kmt2e/Ddx6/mt-Nd4/Ganab/Crebbp/Setd2/mt-Atp6/Aff4/mt-Cytb/mt-Nd1/mt-Co3/mt-Nd2/Satb1/mt-Nd5/mt-Nd4l/mt-Nd6
Hspala/Jun/Hspa8/Hspalb/Ppp1r15a/Ubb/Sertad1/KIf4/Hsp90ab1/Tubb5/Rhob/Id3/Nr4al/Tubala/Dusp1/Myc
Camk2d/Tcirg1/Lrrc8c/Diaph1/mt-Nd4/Ano6/Ahnak/Mef2c/Keng5/mt-Atp6/mt-Cytb/Cab39/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/Irs2/mt-Co2/mt-Nd5/Pde4b/Wnk1

KIf4/Nrda1

Hspala/Hspa8/Hspalb/Hsp90aa1/Hsp90ab1/Fth1/Dynll1

Sptbn1/Tcf4/mt-Nd4/Setd2/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

KlIf4/Hsp90aa1/Hsp90ab1/Myc/Ptges3/Pold4/Sirt1/Nhp2/Pcna

Hspb1/Hspa8/Ubb

Hspb1/Hspa8/Ubb
Bptf/Slc12a6/Chd7/Ube3b/Rad21/Rasa2/0Ogt/Cltc/Phip/Polg/Rere/Phf21a/Tufm/Ubedb/Setx/Ep300/Minpp1/Hps3/Celf2/Tpp1/Ctnnb1/Ndufv1/H2-Q7/Fus/Usp7/Med13/Ankrd11/Son/Tcirg1/Foxp1/Kras/Rfc1/Kmt2e/Ddx6/mt-
Hspala/Hspalb/Hsp90ab1/Gpx1

Hspala/Hspb1/Jun/Hspa8/Hspalb/Fos/Hsp90aa1/Hsp90ab1/Tubb5/Nfkbia/Nr4al/Gapdh/Pmaip1/Myc/Gpx1/Hspd1/Ms4dal/Traf4/Zfp36/Actg1

Rps5/Rpsa/Rpl38/Rps27/Rpl24/Abt1/Rps19/Rps28/Npm1/C1gbp/Dhx30

Hspb1/Jun/KIf2/Ubb/KIf4/Rhob/Nr4al1/Myc/Gpx1/Ptges3/Traf4/Actg1/Junb/Cited2

Tubb5/Cacybp

Ep300/Mecp2/Ndufv1/Sptbn1/Crebbp/Herc1/mt-Nd3/Mef2c/Setd2/mt-Nd1/mt-Nd2

Jun/Atf3/Fos/KIf4/KIf6/Nrd4al/KIf10/Myc/Junb/Egr1/Jund
Pten/Pex7/Apoe/Smarce1/Slc12a6/Chd7/Cltc/Tbce/Polg/Ranbp2/Rere/Ubedb/Stat4/Setx/Mecp2/Ndufv1/H2-Q7/Fus/Zfyve27/Kras/Ppp1r15b/mt-Nd4/mt-Atp6/mt-Cytb/Pgap1/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2/mt-I
Ano6/Keng5/Cab39/Nsf/Wnk1

Wnk1

Ubb/Pmaip1/Myc/Rps20/Rps7/Rpl37
Dcaf8/Lmnb1/Vpsi13a/Ppp3ca/Arid1b/Iscal/Psap/Sbf1/Dpm1/Pten/Pex7/Dnm2/Copb2/Sic12a6/Nacc1/Cltc/Ppp2ca/Tbce/Nrros/Polg/Rere/Tufm/Exosc1/Ep300/Celf2/Ctnnb1/Polr2a/Ndufvi1/Fus/Foxp1/Rfc1/Sptbn1/Ubtf/Pp
Jun/KlIf2/Fos/Rhob/Sirt1/Pcna/Nfe212/Oser1/Prdx3/Rps3
Smarce1/Flii/Bptf/Chd7/Stk11/Rad21/Rasa2/Kmt2c/Polg/Rere/Phf21a/Ube4b/Stat1/Ep300/Ctnnb1/Mecp2/Usp7/Med13/Kras/Sptbn1/Ppp1r15b/Kmt2e/Ddx6/mt-Nd4/Crebbp/Smchd1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb!
Hspa8/Hsp90ab1/Ptges3

Hspala/Jun/Hspailb/KIf2/Fos/Nfkbia/KIf10/Myc/Zfp36/Junb/Cited2
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tags=42%, list=14%, signal=37% | Son/Zeb2/Ubtf/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

tags=60%, list=37%, signal=39%  Flii/Chd7/Jmjd1c/Rad21/Cltc/Kmt2c/Kat6a/Polg/Rere/Ubed4b/Zmynd11/Ep300/Celf2/Rnf125/Hivep2/Mecp2/Polr2a/Usp7/Cux1/Son/Atad1/Tcf4/Crebbp/Keng5/Setd2/mt-Atp6/Aff4/Satb1/Wnk1
tags=70%, list=20%, signal=56%  Mecp2/Ndufv1/Sptbn1/mt-Nd3/Mef2c/mt-Nd1/mt-Nd2

tags=67%, list=26%, signal=50% | Setx/Tpp1/Chd1/Mecp2/Fus/Usp7/Med13/Foxp1/Kmt2e/Ddx6/Satb1/Kdm6b

tags=24%, list=5%, signal=24% Hspb1/Jun/KIf4/1d3/Myc/Gpx1/Csrp1/Zfp36/Actg

tags=31%, list=15%, signal=28%  Med13/Foxp1/Kras/Fbxo11/Sptbn1/Kmt2e/Sh3kbp1/Ddx6/mt-Nd4/Crebbp/Setd2/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/mt-Nd6
tags=43%, list=14%, signal=38%  Camk2d/Tcirg1/Diaph1/Ano6/Ahnak/Mef2c/Kcng5/Cab39/Pdedb/Wnk1

tags=58%, list=15%, signal=50%  Jun/KlIf4/Myc/Gpx1/Map2k1/Tspo/Pcna

tags=60%, list=2%, signal=59% mt-Co1/mt-Co3/mt-Co2

tags=39%, list=20%, signal=32%  Mecp2/Krit1/H2-Q7/Fus/Kras/Matr3/Sptbn1/Ubtf/mt-Nd4/Crebbp/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
tags=38%, list=7%, signal=35% Jun/Fos/Nfkbia/Actg1/Cited2/Jund

tags=37%, list=21%, signal=31%  Ctnnb1/Mecp2/Sars/Polr2a/Fus/Med13/Son/Foxp1/Fbxo11/Zeb2/Sptbn1/Tcf4/Kmt2e/Ddx6/Cfl2/mt-Nd4/Crebbp/Mef2c/Ralgapal/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/mt-Nd6
tags=60%, list=2%, signal=59% mt-Co1/mt-Co3/mt-Co2

tags=100%, list=3%, signal=97%  Fos/KIf10

tags=18%, list=5%, signal=18% Hspala/Hspa8/Hspalb/Marcksl1/Hsp90ab1/Rhob/Capg/Gpx1/Csrp1/Actg1/P4ha1l

tags=100%, list=4%, signal=96%  mt-Co1

tags=15%, list=2%, signal=15% Hspala/Hspa8/Hspalb/Dnajal/Rasd1/Hsp90aal1/Hsp90ab1/Gapdh

tags=80%, list=12%, signal=71% | S1pr1/Ano6/Mef2c/Atp2b1

tags=12%, list=3%, signal=12% Hspala/Hspb1/Jun/Hspalb/Ppp1r15a/Dnajal/Dusp1

tags=29%, list=4%, signal=29% Jun/Hspa8/Gapdh/Gpx1/Hspd1

tags=22%, list=6%, signal=21% Hspala/Hspe1/Hspa8/Hspalb/Hsp90aal1/Hsp90ab1/Hspd1/Rsf1/Hsph1

tags=67%, list=1%, signal=66% Hspala/Hspalb

tags=37%, list=14%, signal=32%  Tcirg1/Lrrc8c/Ano6/Kcng5/mt-Atp6/mt-Cytb/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2

tags=100%, list=3%, signal=97%  Klif2/Myc

tags=45%, list=23%, signal=36%  Rc3h2/ll4ra/Rnf125/Cr1l/H2-Q7/Nfkb2/Siglecg/Malt1/Bcl6/Tcirg1/Fbxo38/Cd86/Cd84/Inpp5d/Arid5a/Syk/Mef2c/Bach2/Pag1/Smad7
tags=43%, list=1%, signal=43% Hspala/Hspa1b/Klif4

tags=50%, list=18%, signal=42%  H2-Q7/Kras/mt-Nd4/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

tags=26%, list=13%, signal=25%  Zeb2/Rfc1/Atad1/Sptbn1/Ubtf/Ppp1r15b/Tcf4/mt-Nd4/Crebbp/Herc1/mt-Nd3/Setd2/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/Satb1/mt-Nd5/mt-Nd4l/mt-Nd6
tags=100%, list=9%, signal=91%  Hsp90aa1/Hsp90ab1/Fkbp4

tags=67%, list=22%, signal=53%  Bcl2/Csnk1d/Bcl6/Spag9/Tcf12/Tcf4/Ddx6/Mef2c

tags=46%, list=13%, signal=40%  Kras/Rfc1/Ubtf/mt-Nd4/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

tags=100%, list=15%, signal=86% Rps20/Rps7/Rpl37/Aup1

tags=71%, list=12%, signal=63% | Kif2/Myc/Hnrnpab/Lamtor2/Bcl11a

tags=57%, list=5%, signal=55% Jun/Ifi30/Myc/Fth1

tags=31%, list=13%), signal=28%  Kras/Rfc1/Sptbn1/mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6/Wnk1
tags=71%, list=23%, signal=56%  Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Ahcy/Rpl15/Rps10/Rpl35a/Rps19/Rps28

tags=43%, list=3%, signal=42% Hspala/Hspalb/Capg

tags=40%, list=11%, signal=36%  Sptbn1/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

tags=33%, list=11%, signal=31%  Med13/Kras/Sptbn1/Tcf4/Kmt2e/Ddx6/mt-Nd4/Crebbp/Setd2/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Kdm6eb/mt-Nd6
tags=23%, list=8%, signal=22% mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6

tags=59%, list=38%, signal=39%  Apoe/Smarce1/Flii/Bptf/Nacc1/Rad21/Cnot1/Clic/Kat6a/Chd8/Rere/Arcn1/Zmynd11/Ep300/Ctnnb1/Hivep2/Mecp2/Sars/Polr2a/Csnk1d/Usp7/Cux1/Med13/Zeb2/Atad1/Sptbn1/Tcf4/Kmt2e/Ddx6/Crebbp/Kcng5/Aff4/Pgap1/
tags=44%, list=8%, signal=41% Hspala/Hspalb/Tubb5/Senp6

tags=79%, list=30%, signal=56%  Rere/Arcn1/Ldb1/0Ogdh/Bcl2/Ctnnb1/Mecp2/Sec24b/mt-Nd4/Herc1/mt-Co1

tags=100%, list=14%, signal=86% Foxp1/Irs2

tags=100%, list=15%, signal=86% Hsp90aa1/Hsp90ab1/Ptges3/Pcna

tags=100%, list=21%, signal=79% Mecp2/Zeb2/Ppp1r15b/Nsf

tags=25%, list=4%, signal=25% Hspala/Hspalb/Atf3/Pmaip1/Gpx1

tags=70%, list=23%, signal=55%  Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28

tags=51%, list=36%, signal=35%  Chd7/Rad21/Rasa2/Cnot1/Ubr1/Hax1/Polg/Rere/Tmem127/Ube4b/Stat4/Ep300/Ildr1/Pml/Sh2b3/Ctnnb1/Mecp2/Ndufv1/H2-Q7/Fus/Kras/Zeb2/Rfc1/Sptbn1/Diaph1/Ppp1r15b/mt-Nd4/Crebbp/mt-Nd3/mt-Atp6/Aff4/Smchd
tags=100%, list=14%, signal=86% | Foxp1/Birc3

tags=15%, list=4%, signal=16% Hspala/Hspa8/Hspalb/Dnajal/Hsp90aal/Hsp90ab1/Tubb5/Id3/Gapdh/Cacybp/Capg/Gpx1/Traf4

tags=62%, list=21%, signal=49%  Zranb1/Csnk1d/Csnk1g3/Nfkb1/Zeb2/Pbxip1/Macf1/Wnk1

tags=75%, list=23%, signal=58%  Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Npm1

tags=18%, list=2%, signal=18% Dnajb1/Ubb/Hsp90aal/Hsp90ab1/Tubb5

tags=31%, list=8%, signal=29% Ano6/Kcng5/mt-Atp6/mt-Cytb/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2

tags=12%, list=4%, signal=12% Hspaila/Hspb1/Jun/Hspaib/KIf4/Dnajal/Hsp90ab1/Nrdal/Myc/Gpx1/Hspd1

tags=75%, list=6%, signal=70% Syk/Bach2/1110ra

tags=56%, list=6%, signal=52% Jun/Fos/KIf4/Myc/Egri

tags=100%, list=15%, signal=86%  Son/Mef2c

tags=38%, list=4%, signal=37% mt-Cytb/Atp2b1/mt-Co1/mt-Co3/mt-Co2

tags=86%, list=22%, signal=67%  Tpp1/Ctnnb1/Tcirg1/S1pri1/Inpp5d/Syk

tags=56%, list=12%, signal=49%  Akap13/S1pr1/S1pr4/Pdedb/Adgre5

tags=56%, list=27%, signal=41%  Zmynd11/Ep300/Hivep2/Sars/Fus/Cux1/Son/Ubtf/Tcf4/Crebbp/Kcnqg5/Aff4/Ralgapal/Pgap1/Trappc9

tags=88%, list=23%, signal=68%  Rps5/Rpsa/Rpl38/Rps27/Abt1/Rps19/Rps28

tags=67%, list=1%, signal=66% Jun/Fos

tags=38%, list=10%), signal=35%  Tcf4/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

tags=71%, list=37%, signal=45%  Flii/Bptf/Tbce/Kat6a/Rere/Ube4b/Ep300/Son/Fbxo11/Zeb2/Sptbn1/Tcf4/Kmt2e/Crebbp/Mef2c/Ralgapal/Pgap1

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=100%, list=0%, signal=100%

tags=49%, list=32%, signal=35%  Kat6a/Polg/Ranbp2/Rere/Arcn1/Stat4/Ep300/PmI/Sh2b3/Ctnnb1/Rnf125/Mecp2/Ndufv1/H2-Q7/Fus/Usp7/Tcirg1/Matr3/Tcf4/Cfl2/mt-Nd4/Crebbp/mt-Nd3/Stt3b/mt-Atp6/Aff4/mt-Cytb/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6
tags=60%, list=8%, signal=56% Hspala/Hspalb/Senp6

tags=100%, list=15%, signal=85% ' Inpp5d/Syk

tags=11%, list=5%, signal=12% Dnajb1/Hspala/Hspel/Hspalb/Pppi1r15a/KIf4/Hsp90aal/Hsp90ab1/Pmaip1/Myc/Ptges3/Hspd1/Traf4/Dbi

tags=71%, list=19%, signal=58%  Ndufv1/Son/mt-Nd3/mt-Nd1/mt-Nd2

tags=30%, list=2%, signal=30% Hspala/Hspa1b/Hsp90aa1l

tags=30%, list=10%, signal=28%  Tcf4/Ganab/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6/Wnk1

tags=64%, list=49%, signal=36%  Lmnb1/Vps13a/Ppp3ca/Arl6ip1/Erlin1/Atrx/Iscal/Hnrnph2/Psap/Inpp5k/Kynu/Dpm1/Pex7/Taf15/Apoe/Copb2/Nacc1/Rad21/Cnot1/Cltc/Tbce/Kat6a/Polg/Ranbp2/Rere/Tufm/Zmynd11/0gdh/Eif2ak3/Setx/Minpp1/Celf2/Ctnn
tags=12%, list=4%, signal=12% Dnajb1/Hspala/Hspa8/Hspalb/Dusp1/Capg/Gpx1

tags=25%, list=2%, signal=25% Hspala/Hspalb/KIf4/Hsp90ab1

tags=30%, list=8%, signal=28% Jun/Fos/Ubb/Hsp90ab1/Gapdh/Gpx1/Egri1/Sirt1

tags=67%, list=22%, signal=53%  Bcl2/Pcid2/Bcl6/Sh3kbp1/Inpp5d/Syk/Mef2¢/Irs2

tags=33%, list=2%, signal=33% Hspala/Hspa8/Rhob

tags=56%, list=21%, signal=45%  Hivep2/Fus/Cux1/Son/Ubtf/Tcf4/Kcnqg5/Aff4/Ralgapal/Pgap1

tags=45%, list=14%, signal=39% Camk2d/Tcirg1/Diaph1/Ano6/Ahnak/Mef2c/Cab39/Pde4b/Wnk1

tags=25%, list=4%, signal=25% mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

tags=20%, list=6%, signal=20% Hspb1/Jun/KIf2/KIf4/Rhob/Nrda1/Gpx1/Actg1/Junb/Cited2

tags=22%, list=4%, signal=22% Hspb1/Jun/KIf4/Rhob/Nr4a1/Gpxi

tags=23%, list=2%, signal=23% Hspb1/Jun/Rhob

tags=83%, list=20%, signal=67%  Mecp2/Polr2a/Son/Pgap1/Satb1

tags=70%, list=26%, signal=53%  Rps17/Rpl31/Rps26/Rpl18/Rpsa/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/H2-Ab1

tags=75%, list=8%, signal=69% Ano6/P2ry10/Gpr171

tags=75%, list=12%, signal=67%  Bcl2/S1pr1/Ano6/Mef2c/Atp2b1/Smad7

tags=43%, list=8%, signal=40% Hspala/Hspalb/Senp6

tags=35%, list=14%, signal=31%  Camk2d/Tcirg1/Cd84/Diaph1/Ano6/Ahnak/Syk/Mef2c/Kcng5/Cab39/Atp2b1/Pde4b/Wnk1

tags=16%, list=6%, signal=17% Hspaila/Jun/Hspa1b/KIf2/Fos/KIf4/KIf6/Nfkbia/Nfkbid/KIf10/Myc/Hspd1/Ms4a1/Zfp36/Ly6d/Junb/Cited2/Egr1

tags=75%, list=26%, signal=57%  Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Ficn

tags=100%, list=24%, signal=77% Hspb1/Gpx1/Sirt1/Nfe2|2/Parp1

tags=67%, list=1%, signal=66% Hspala/Hspaib

tags=67%, list=1%, signal=66% Hspala/Hspalb

tags=33%, list=14%, signal=30%  Tcirg1/Lrrc8c/Ano6/Kcng5/mt-Atp6/mt-Cytb/Atp2b1/mt-Co1/mt-Atp8/mt-Co3/mt-Co2

tags=100%, list=16%, signal=84% Sptbn1/Atp2b1

tags=71%, list=41%, signal=43%  Pten/Apoe/Stk11/Cnot1/Ubr1/Rere/Ube4b/Stat4/Eif2ak3/H2-Q7/Kras/Tcf4/mt-Nd4/Ganab/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
tags=55%, list=22%, signal=43%  Shisa5/Ctnnb1/Atp2c1/Birc2/Mul1/Malt1/Dhx36/Akap13/Rel/lkbkb/Birc3/Trim25

tags=95%, list=51%, signal=47%  Rpsa/Eif3k/Pes1/Eif1/Npm1/C1qgbp/Secisbp2/Tmco1/Serbp1/Derl2/Nemf/Ythdf3/Zc3h12a/Naa15/Naa10/ltch/Ccdc47/Srpr
tags=34%, list=13%, signal=31%  Kras/Zeb2/mt-Nd4/Crebbp/mt-Cytb/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

tags=45%, list=7%, signal=43% Jun/Fos/Actg1/Junb/Jund

tags=80%, list=14%, signal=69%  Malt1/Foxp1/Syk/Birc3

tags=42%, list=20%, signal=35%  Dnajb1/Hspala/Hspa8/Hsp90ab1/Capg/Fxyd5/Rps26/Ahsal1/Vapa/Bsg/Psmb6/Nudc/Rpl7a/Eno1/Pcbp1/Rps2/Rpl24/Rpl34/Eif3e/Rpl15/Rpl14
tags=21%, list=3%, signal=21% Hspala/Hspaib/Hsp90aa1/Capg

tags=100%, list=7%, signal=93%  Syk

tags=60%, list=15%, signal=51%  Med13/Kmt2e/Ddx6/mt-Atp6/Pgap1/Satb1

tags=100%, list=16%, signal=84% Bcl6/Mef2c

tags=16%, list=5%, signal=16% Hspala/Hspa8/Hspa1lb/Fos/KIf4/1d3/Nfkbia/Nr4al/Myc/Gpx1/Ptges3/Zfp36

tags=43%, list=2%, signal=42% Hspaila/Hspailb/Nfkbia

tags=100%, list=7%, signal=93% | Sf3b1

tags=38%, list=10%, signal=34%  Hspa8/Hsp90aai/Ifi30/Tubb5/Ftl1/Man2b1

tags=45%, list=12%, signal=41%  S1pr1/S1prd/P2ry10/Gpri171/Adgre5

tags=14%, list=3%, signal=14% Hspb1/Jun/Fos/Klf4/Dnaja1/Id3/Nfkbia/Nr4a1/Chchd2/Myc

tags=46%, list=21%, signal=37%  Rnf125/Ndufv1/Nfkb2/Ppp1r15b/Herc1/mt-Nd3/Setd2/Aff4/mt-Cytb/mt-Nd1/mt-Nd2

tags=19%, list=6%, signal=18% Hspa1a/Hspa8/Hspa1lb/KIf2/Hsp90ab1/1d3/Myc/Ptges3/Zfp36/Egr1
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tags=29%, list=1%, signal=29%
tags=29%, list=1%, signal=29%
tags=16%, list=7%, signal=16%
tags=40%, list=8%, signal=37%
tags=56%, list=8%, signal=51%
tags=36%, list=3%, signal=36%
tags=100%, list=18%, signal=83%
tags=100%, list=18%, signal=83%
tags=17%, list=6%, signal=17%
tags=100%, list=0%, signal=100%
tags=100%, list=18%, signal=83%
tags=17%, list=2%, signal=17%
tags=40%, list=28%, signal=34%
tags=77%, list=30%, signal=55%
tags=100%, list=13%, signal=87%
tags=60%, list=15%, signal=51%
tags=52%, list=23%, signal=41%
tags=100%, list=25%, signal=75%
tags=100%, list=13%, signal=87%
tags=33%, list=15%, signal=29%
tags=62%, list=6%, signal=59%
tags=75%, list=11%, signal=67%
tags=75%, list=8%, signal=69%
tags=100%, list=8%, signal=92%
tags=100%, list=8%, signal=92%
tags=31%, list=6%, signal=30%
tags=30%, list=18%, signal=27%
tags=33%, list=1%, signal=33%
tags=75%, list=1%, signal=75%
tags=60%, list=2%, signal=59%
tags=47%, list=14%, signal=41%
tags=18%, list=6%, signal=18%
tags=43%, list=6%, signal=40%
tags=54%, list=15%, signal=46%
tags=66%, list=37%, signal=42%
tags=100%, list=18%, signal=83%
tags=14%, list=4%, signal=14%
tags=28%, list=5%, signal=27%
tags=100%, list=6%, signal=94%
tags=27%, list=2%, signal=27%
tags=64%, list=26%, signal=48%
tags=100%, list=0%, signal=100%
tags=38%, list=8%, signal=36%
tags=100%, list=6%, signal=94%
tags=40%, list=8%, signal=37%
tags=41%, list=14%, signal=36%
tags=57%, list=11%, signal=51%
tags=16%, list=9%, signal=16%
tags=36%, list=8%, signal=33%
tags=40%, list=1%, signal=40%
tags=16%, list=5%, signal=16%
tags=100%, list=18%, signal=82%
tags=46%, list=23%, signal=36%
tags=23%, list=1%, signal=23%
tags=57%, list=13%, signal=50%
tags=100%, list=37%, signal=63%
tags=67%, list=11%, signal=60%
tags=33%, list=9%, signal=31%
tags=12%, list=3%, signal=13%
tags=29%, list=10%, signal=27%
tags=43%, list=16%, signal=37%
tags=67%, list=1%, signal=66%
tags=67%, list=1%, signal=66%
tags=27%, list=3%, signal=27%
tags=50%, list=3%, signal=49%
tags=51%, list=37%, signal=34%
tags=56%, list=37%, signal=37%
tags=50%, list=13%, signal=44%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=37%, list=19%, signal=31%
tags=19%, list=4%, signal=18%
tags=64%, list=23%, signal=50%
tags=50%, list=7%, signal=47%
tags=40%, list=1%, signal=40%
tags=75%, list=31%, signal=52%
tags=13%, list=7%, signal=14%
tags=20%, list=4%, signal=19%
tags=61%, list=27%, signal=45%
tags=69%, list=47%, signal=38%
tags=100%, list=9%, signal=91%
tags=67%, list=1%, signal=66%
tags=67%, list=1%, signal=66%
tags=18%, list=4%, signal=18%
tags=41%, list=26%, signal=32%
tags=25%, list=1%, signal=25%
tags=25%, list=1%, signal=25%
tags=50%, list=15%, signal=43%
tags=79%, list=37%, signal=50%
tags=75%, list=11%, signal=67%
tags=17%, list=4%, signal=17%
tags=100%, list=25%, signal=75%
tags=100%, list=25%, signal=75%
tags=100%, list=25%, signhal=75%
tags=100%, list=28%, signal=73%
tags=12%, list=2%, signal=13%
tags=83%, list=18%, signal=69%
tags=67%, list=1%, signal=66%
tags=21%, list=4%, signal=21%
tags=67%, list=5%, signal=64%
tags=33%, list=18%, signal=29%
tags=23%, list=2%, signal=23%
tags=100%, list=15%, signal=85%
tags=18%, list=2%, signal=18%
tags=75%, list=22%, signal=59%
tags=26%, list=9%, signal=24%
tags=56%, list=39%, signal=36%
tags=27%, list=9%, signal=25%
tags=9%, list=2%, signal=10%
tags=50%, list=1%, signal=50%
tags=31%, list=15%, signal=28%
tags=50%, list=12%, signal=44%
tags=15%, list=6%, signal=15%
tags=100%, list=10%, signal=90%
tags=100%, list=10%, signal=90%
tags=100%, list=10%, signal=90%
tags=60%, list=2%, signal=59%
tags=67%, list=5%, signal=63%
tags=100%, list=41%, signal=60%
tags=67%, list=24%, signal=52%
tags=41%, list=830%, signal=31%
tags=67%, list=6%, signal=63%
tags=67%, list=3%, signal=65%
tags=13%, list=2%, signal=13%
tags=62%, list=38%, signal=39%
tags=86%, list=30%, signal=60%
tags=73%, list=41%, signal=44%
tags=21%, list=4%, signal=21%
tags=36%, list=8%, signal=33%
tags=30%, list=2%, signal=30%
tags=14%, list=2%, signal=14%
tags=100%, list=8%, signal=92%
tags=100%, list=8%, signal=92%
tags=100%, list=8%, signal=92%
tags=67%, list=2%, signal=65%
tags=63%, list=39%, signal=39%
tags=33%, list=1%, signal=33%
tags=50%, list=1%, signal=50%
tags=50%, list=13%, signal=44%

Hspala/Hspalb

Hspala/Hspailb
Dnajb1/Hspa1a/Jun/Atf3/KIf2/KIf4/1d3/KIf10/Myc/Zfp36/Cited2/Egri1/Foxp4/Jund
Hspb1/KIf4/Rhob/Sirt1

Tubb5/Cacybp/Chchd2/Timm8b/Chchd10

Hspala/Hspa1b/Fos/KIf10

Fkbp4/Nfatc1/Fkbp3/Fkbp1a

Fkbp4/Nfatc1/Fkbp3/Fkbpla
Hspala/Hspe1/Hspa8/Hspalb/Hsp90aa1/Hsp90ab1/Hspd1/Rsf1/Hsph1

Ubb/Ubc/Uba52/Rps27a
Hspala/Jun/Fos/Hsp90ab1

Stat1/Stat4/Zmynd11/Orc3/Ldb1/Uvrag/Ist1/Setx/Ep300/Daxx/Pml/Ccnd2/Rbm34/Ctnnb1/Ppp2r5a/Brd9/Arpc5/Chd1/Mecp2/Sp100/Polr2a/Birc2/Nfkb1/Usp7/Nifk/Bms1/Cux1/Cebpg/Nasp/Nfkb2/Ncoa2/Neil1/KIf3/Epc1/Bi

Rere/Arcn1/Ldb1/0Ogdh/Bcl2/Mecp2/Sec24b/mt-Nd4/Herc1/mt-Co1
Ubb/Myc/Rps7

Med13/Kmt2e/Ddx6/Ganab/Aff4/Satb1
l14ra/Cr1l/H2-Q7/Malt1/Bcl6/Fbxo38/Dhx36/Cd84/Arid5a/Syk/Smad7/Adgre5
Nfkb2/Kras/Zeb2/Crebbp

Junb/Cited2/Bsg
Med13/Ankrd11/Sptbn1/Ppp1r15b/mt-Nd4/Aff4/Smchd1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/Trappc9/mt-Nd6
Atf3/Fos/Nr4ai1/Cited2/Egri

Sptbn1/Sh3kbp1/Syk

Hspb1/Gpx1/Sirt1

Atp2b1

Atp2b1

Jun/KIf4/Nfkbia/Myc/Rsf1

H2-Q7/Fus/Usp7/Zfyve27/Med13/Fbxo38/Kras/Zeb2/Rfc1/Atad1/Matr3/Sptbn1/Ubtf/Ppp1r15b/Tcf4/Kmt2e/Ddx6/Cfl2/mt-Nd4/Crebbp/Herc1/mt-Nd3/Mef2c/Kengb/mt-Atp6/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2,

Hspala/Hspalb

Hspala/Hspa8/Hspalb

Jun/Fos/Nfkbia

Hspala/Hspalb/Dnajal/Tspo/Rps20/Rps7/Rpl37
Hspb1/Jun/KIf2/KIf4/Rhob/Nrdal1/Myc/Gpx1/Actg1/Junb/Cited?2

Syk/Pdedb/Adgre5

Med13/Tcirg1/Kras/Zeb2/Kmt2e/Ddx6/Satb
Bptf/Rasa2/Clic/Tbce/Phip/Exosc1/Celf2/Ccnd2/Polr2a/Med13/Ankrd11/Kras/Fbxo11/Sptbn1/Kmt2e/Ddx6/Mef2c/Setd2/Satb1
Kras/Syk

Hspala/Hspei/Hspalb/Pmaip1/Myc/Hspd1

Hspala/Hspa1b/Fos/Nfkbia/KIf10/Myc/Zfp36

Junb/Cited2

Hspala/Hspa1b/Hsp90aai/Hsp90ab1
Actg1/Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Tmco1
Hspala

mt-Nd4/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Myc/Egri

Hspala/Hsp90aa1/Pmaip1/Myc/Timm8b/Chchd10
Rasd1/Hsp90ab1/Tubb5/Rhob/Tubala/Rrad/Fkbp4/Rap1a/Rala/Eif2b2/Tubalb

Jun/KlIf4/Map2k1/Tspo
Dnajb1/Hspaila/Jun/Hspa8/Atf3/KIf2/KIf4/Rasd1/1d3/KIf10/Myc/Zfp36/Rsf1/Hnrnpab/Cited2/Egr1/Foxp4/Jund/Rps26/Dedd2/Sirt1/Sap18/Ube2d1
Hspb1/KIf4/Nrda1/Gpx1/Sirt1

Dnajb1/Dnajai

Hspaila/Jun/Hspailb/KIf4/1fi30/Dusp1/KIf10/Myc/Fth1

Nfkb2/Tcirg1
l14ra/Cr1l/H2-Q7/Cebpg/Malt1/Bcl6/Tcirg1/Fbxo38/Dhx36/Cd84/Kmt2e/Inpp5d/Arid5a/Syk/Smad7/Adgre5
Hspb1/Hspa8/Ubb

Lrrc8c/Ano6/Keng5/Pdedb

Rere/Chd1/Son/Zeb2/Sptbn1/Herc1

Jun/KlIf4/Map2k1/Tspo

Hspala/Hspaib/Senp6/Fkbp4

Hspala/Hspa8/Hspalb/Hsp90aa1/Capg
Arnt/mt-Nd4/mt-Nd3/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Atp8/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd4l/mt-Nd6
Jun/Fos/Hsp90ab1/Myc/Gpx1/Umps/Tspo/Cd69/Pcna/Bcar3

Hspala/Hspalb

Hspala/Hspalb

Hspala/Hspa8/Dazap1

Lrrc8c/Itgad/1l10ra/Irs2/Wnk1

Smarce1/Flii/Bptf/Xylt1/Ube3b/Nacc1/Cnot1/Cltc/Ppp2ca/Kmi2¢c/Tbce/Katba/Rere/Phf21a/Ubedb/Stat4/Zmynd11/Wipi2/Ep300/Celf2/Tpp1/Ccnd2/Rnf125/Hivep2/Mecp2/Sars/Usp7/Med13/Ankrd11/Foxp1/Fbxo11/Zeb2/Rf
Smarce1/Flii/Bptf/Xylt1/Chd7/Ube3b/Rad21/Rasa2/Ogt/Ubr1/Phip/Rere/Phf21a/Ubedb/Wipi2/Ep300/Rnf6/Mecp2/Usp7/Med13/Ankrd11/Foxp1/Kras/Fbxo11/Ppp1r15b/Tcf4/Kmt2e/Ddx6/Crebbp/Satb1/Trappc9/Kdm6éb

Fos/Dazap1/Junb/Umps/Cited2/Fkbp4/Bsg

Rps20/Rps7/Rpl37

Rps20/Rps7/Rpl37
Ndufv1/H2-Q7/Ankrd11/Kras/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
Hspala/Hspa1b/Atf3/Pmaip1/Gpx1
Rps17/Rps5/Rps8/Rpsa/Rps24/Rps7/Rpl38/Rps27/Rps21/Rps16/Abt1/Rps19/Rps28/Npm1
Jun/Fos/Junb/Jund

Hspala/Hspalb

Jak1/Stat1/lvns1abp/H2-Q7/Atad1/Tcf4/Syk/Bach2/1110ra
Dnajb1/Hspaia/Jun/Atf3/KIf2/Fos/Sertad1/KIf4/1d3/KIf6/Nr4al/KIf10/Myc/Rsf1/Junb/Cited2/Egr1/Foxp4/Jund
Hspe1/KIf4/Nr4a1/Gapdh/Pmaip1/Myc/Gpx1/Hspd1
Zmynd11/Ep300/Hivep2/Cux1/Ankrd11/Son/Zeb2/Tcf4/Crebbp/Kcng5/Satb1

Sart3/Atrx/lws1/Ep400/Kdm7a/Eny2/Phf2011/Phf20/Ube2b/Atf2/Snw1/Brd8/Prkcb/Jmjd1c/Pax5/0gt/Rtf1/Kmt2c/Paf1/Kat6a/Per1/Ldb1/Ep300/Ctnnb1/Chtop/Mecp2/Usp16/Usp15/Usp7/Prdm2/Epc1/Camk2d/Bcl6/Supt20/

Smgt1

Hspala/Hspailb

Hspala/Hspalb
Hspb1/Jun/KIf4/Rhob/Nrd4a1/Gpx1

Setx/Ep300/Minpp1/Tpp1/Mecp2/Ndufvi/H2-Q7/Fus/Zfyve27/Kras/Zeb2/Atad1/Matr3/Sptbn1/Ppp1r15b/mt-Nd4/Crebbp/mt-Nd3/mt-Atp6/Pgap1/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6

Hspala/Hspalb

Hspala/Hspalb
Med13/Ppp1ri15b/Kmt2e/Ddx6/Cfl2/Setd2/Satb1
Bptf/Chd7/Rere/Ubedb/H2-Q7/Med13/Kmt2e/Ddx6/Ganab/Aff4/Satb1
Ankrd13c/Cblb/Mef2c
Hspala/Hspa1b/Ubb/Hsp90aal/Hsp90ab1/Gpx1
Crebbp/Ikbkb/Syk

Zeb2/Atad1/Crebbp

Ctnnb1/Crebbp/Setd2
Stat4/H2-Q7/Malt1/Foxp1/Tcf4/Birc3
Hspala/Hspal1b/Ubb/Dnaja1/Hsp90aal/Hsp90ab1
H2-Q7/Cd2/Cebpg/Arid5a/Pde4b

KIf2/KlIf4

Hspala/Hspa1b/Ubb/Hsp90ab1/Gpx1

Aff4/Wnk1

Hspala/Hspb1/Hspa8/Hspa1b/Rhob/Csrp1/Traf4/Actg1/Rplp2/Rps17/Rps5/Rps8/Rpl31/Rpl18/Map2k1/Rps4x/Rpl19/Rala/Vapa/Rpl8/Rps7/Bsg/Rpl38/Rpl30/Bcar3/Rpl7a/Rps16/Rps2/Rps13

Hspala/Hspa8/Rhob

Pold4/Sirt1/Pcna

Hspb1/Jun/KIf4/Rhob
Bcl2/H2-Q7/Malt1/Bclé/Foxp1/Birc3
Hspala/Hspa8/Hspalb/Ptges3/Zfp36/Sirt1/Fkbp4

Pten/Prpf8/Apoe/Bptf/Xylt1/Chd7/Ube3b/Stk11/Jmjd1c/Rasa2/Ubr1/Phip/Kat6a/Rere/Tmem127/Ubedb/Stat4/Eif2ak3/Ep300/Bcl2/Ctnnb1/Atp2c1/H2-Q7/Fus/Nfkb1/Bms1/Med13/Ankrd11/Bcl6/Tcirg1/Kras/Sptbn1/Tcf4/Km

Hspala/Jun/Fos/Hsp90ab1/Cited2/Egr1/Sirt1/Ube2d1
Dnajb1/Hspb1/Hspa8/Fos/Ubb/Hsp90aal/Hsp90ab1

Hspala/Hspalb
Med13/Foxp1/Matr3/Sptbn1/Ppp1r15b/Kmt2e/Ddx6/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/Satb1/mt-Nd5/mt-Nd6
Akap13/S1pri1/S1pr4/Pdedb/Adgred
Hspb1/Jun/Ppp1r15a/Klif4/Dnajal/Id3/Nfkbia/Nr4al/Gapdh/Dusp1/Gpx1/Rrad/Zfp36/Rsf1

Smchd1

Smchd1

Bach2

KIf2/KIf4/Nr4dat

mt-Atp6/mt-Atp8

Apoe/Stat4/Bcl2/Ctnnb1/H2-Q7/Fus/Bcl6/Kras
Ubb/Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Bin1

Rere/Tmem127/Ube4b/Eif2ak3/Setx/Daxx/Hps3/Pml/Rnf213/Sh2b3/Ctnnb1/Krit1/Atp2c1/H2-Q7/Nfkb1/Nfkb2/Tcirg1/Kras/Sptbn1/Ppp1r15b/Tcf4/Kmt2e/Ddx6/mt-Nd4/Syk/Setd2/mt-Atp6/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/

Syk/Wnk1
Atp2b1/Trim25
Hspb1/Jun/Fos/KlIf4/Dnaja1/Nfkbia/Nr4a1

Apoe/Ptpn2/Xylt1/Chd7/Ube3b/Rere/Tmem127/Ubedb/Stat4/Ep300/Ctnnb1/Krit1/H2-Q7/Malt1/Foxp1/Kras/Zeb2/Sptbn1/Tcf4/Ddx6/Crebbp/Sf3b1/Smchd1/Birc3

Chd8/lvns1abp/Bdp1/Dhx36/Smarca5/Sf3b1
Pten/Bptf/Xylt1/Kat6a/Ep300/Rnf6/Mecp2/Usp7/Med13/Zeb2/Tcf12/Ppp1r15b/Kmt2e/Ddx6/Crebbp/Satb1
mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Hspala/Pmaip1/Gpx1/Hspd1/Chchd10

Hspa8/Hsp90aa1/Ifi30

Hspala/Jun/Fos/Hsp90ab1

Fth1/Ft1

Fth1/Fti

Hspd1/Ftl1

Hspb1/Nr4a1
Prpf8/Smarce1/Chd7/Rasa2/Polg/Rere/Ubedb/Ctnnb1/Mecp2/Usp7/Kras/mt-Nd4/Smchd1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6
Hspala/Hspalb

Hspb1/Hspa8

Hspala/Hspalb/Rpsa/Bsg
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tags=33%, list=8%, signal=31% Atf3/Ubb/Pmaip1/Myc/Dedd2/Sirt1

tags=100%, list=8%, signal=92%  Ft|1/Chchd10

tags=100%, list=0%, signal=100% | Hspb1

tags=100%, list=0%, signal=100% Hspb1

tags=100%, list=0%, signal=100% Hspb1

tags=100%, list=0%, signal=100% | Hspb1

tags=100%, list=0%, signal=100% | Hspb1

tags=100%, list=0%, signal=100% Hspb1

tags=100%, list=0%, signal=100% | Hspb1

tags=100%, list=0%, signal=100% | Hspb1

tags=88%, list=35%, signal=58%  Hspb1/Chchd10/Ifrd1/Bin1/Gars/Uba1/Nop56

tags=80%, list=14%, signal=69%  Son/Kras/Zeb2/Smchd1

tags=43%, list=8%, signal=40% Ano6/Cab39/Wnk1

tags=30%, list=11%, signal=27%  Hspala/Hspalb/KIf2/Nfkbia/Zfp36/Sirt1/Traf1/Tnfrsf13c

tags=27%, list=11%, signal=25%  Hspala/Hspa8/Hspa1b/Fos/Ptges3/Zfp36/Sirt1/Fkbp4/Tspo

tags=75%, list=13%, signal=65% | Kras/Akap13/P2ry10

tags=24%, list=11%, signal=23%  Hspb1/Jun/KIf2/KIf4/Rhob/Nr4a1/Gpx1/Actg1/Junb/Cited2/Egr1/Sirt1/Map2k1/Nfatc1/Rapia

tags=57%, list=37%, signal=37%  Flii/Nacc1/Clic/Kat6a/Rere/Ubed4b/Zmynd11/Ep300/Chd1/Hivep2/Mecp2/Sars/Cux1/Foxp1/Zeb2/Sptbn1/Tcf4/Ddx6/Crebbp/Mef2c/Keng5/Pgap1/Satb1/Trappc9
tags=100%, list=20%, signal=80% Son/Pgap1

tags=100%, list=20%, signal=80% Polr2a/Satb1

tags=100%, list=20%, signal=80% Foxp1/Sptbn1

tags=100%, list=8%, signal=92%  Cited2/Sirt1

tags=100%, list=8%, signal=92%  Ptges3/Sirt1

tags=100%, list=8%, signal=92%  Cited2/Sirt1

tags=48%, list=22%, signal=38% | Tpp1/Ctnnb1/Birc2/Cd2/Myo1c/S1pr1/Cblb/Inpp5d/Ikbkb/Ahnak/Pag1/Birc3/Atp2b1

tags=57%, list=14%, signal=49%  Malt1/Cd86/Sptbn1/Pdedb

tags=57%, list=13%, signal=50%  Kras/Zeb2/Tcf4/Ddx6

tags=73%, list=26%, signal=55%  Ubb/Pmaip1/Myc/Sirt1/Rps7/Fis1/Rps3/Flcn

tags=30%, list=14%, signal=27%  FbxI20/Tcirg1/Cd84/KIf7/Syk/Mef2c/Irs2/Nsf/Adgre5/Wnk1

tags=82%, list=34%, signal=54%  Ubr1/Kat6a/Ep300/Malt1/Foxp1/Kras/Crebbp/Smchd1/Birc3

tags=73%, list=29%, signal=52%  Tmem127/Ep300/Mecp2/Med13/Kmt2e/Ddx6/Crebbp/Satb1

tags=80%, list=27%, signal=59%  Eif2ak3/Minpp1/Sbno2/Tcirg1/S1pr1/Ano6/Mef2c/Atp2b1

tags=100%, list=2%, signal=98%  P2ry10/Gpr171

tags=42%, list=10%, signal=38%  Ppp1ri15b/Crebbp/Smchd1/Pgap1/Satb1

tags=75%, list=22%, signal=59% | Tpp1/Ctnnb1/Tcirg1/S1pri/Inpp5d/Syk

tags=50%, list=15%, signal=43% | Med13/Tcirg1/Kras/Zeb2/Kmt2e/Ddx6/Satb1

tags=48%, list=36%, signal=33% Chd7/Ube3b/Stk11/Jmjd1c/Rad21/Ubr1/Tbce/Kat6a/Jak1/Polg/Rere/Ubedb/Stat1/Stat4/Ep300/Minpp1/lvns1abp/Ctnnb1/Ptpri/Mecp2/H2-Q7/Son/Kras/Zeb2/Tcf4/Sh3kbp1/mt-Nd4/Crebbp/Syk/Setd2/Bach2/1110ra/Smad7/
tags=100%, list=10%, signal=90% Smad7

tags=100%, list=11%, signal=90% | Satb1

tags=66%, list=27%, signal=49%  Ubb/Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Polr1d/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Tmco1/Arhgap31/Chuk
tags=16%, list=6%, signal=16% Hspb1/Jun/KIf2/KIf4/Rhob/Id3/Nr4a1/Cacybp/Gpx1/Actg1/Junb/Cited2/Egr1

tags=88%, list=27%, signal=65%  Eif2ak3/Minpp1/Sbno2/S1pr1/Ano6/Mef2c/Atp2b1

tags=57%, list=13%, signal=50% | Dhx36/Akap13/Mef2c/Kdm6b

tags=12%, list=2%, signal=12% Dnajb1/Hspa8/Ubb/Hsp90aa1/Hsp90ab1

tags=24%, list=8%, signal=24% Sptbn1/mt-Nd4/Ganab/mt-Nd3/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6

tags=25%, list=13%, signal=22%  Hspala/Jun/Hspa8/Hspalb/Hsp90ab1/Zfp36/Rsf1/Eif3f/Rpsa/Atg12/Vapa/Trim59/Bsg

tags=75%, list=15%, signal=64%  Siglecg/Syk/Pag1

tags=43%, list=2%, signal=42% Ubb/Hsp90aai/Hsp90ab1

tags=29%, list=1%, signal=29% Hspala/Pppiri5a

tags=65%, list=31%, signal=46%  Jmjd1c/Jak1/Stat4/Ep300/Ivnsiabp/ll4ra/Chd1/H2-Q7/Usp7/Nfkb2/Foxp1/Sptbni1/Tcf4/Crebbp/Aff4

tags=9%, list=4%, signal=10% Hspala/Hspb1/Jun/Hspalb/Atf3/Ubb/Dnajal/Hsp90aal/Hsp90ab1/Nfkbia/Gapdh/Dusp1/Pmaip1/Myc/Gpx1

tags=22%, list=11%, signal=22%  Hspala/Hspb1/Hspalb/Fos/KIf4/Hsp90ab1/Rhob/Nfkbid/KIf10/Myc/Zfp36/Junb/Cited2/Jund/Sirt1/Nap111/Map2k1/Rap1a/Tspo/Rala
tags=30%, list=21%, signal=27%  Hivep2/Mecp2/Sars/Polr2a/Ndufv1/Fus/Usp7/Cux1/Med13/Ankrd11/Son/Foxp1/Kras/Sptbn1/Ubtf/Tcf4/Kmt2e/Ddx6/Cfl2/Crebbp/mt-Nd3/Mef2c/Keng5/Setd2/Stt3b/Aff4/Ralgapai/Pgap1/mt-Nd1/mt-Nd2/Satb1/Trappc9/W
tags=48%, list=21%, signal=38%  Ctnnb1/Ptprj/H2-Q7/Myo1c/Sptbn1/Diaph1/Plekho1/Atp2b1/Macf1/Adgre5

tags=55%, list=41%, signal=35%  Pten/Pex7/Dnm2/Taf15/Smarce1/Slc12a6/Chd7/Ube3b/Nacc1/Rasa2/Clic/Tbce/Polg/Ranbp2/Stat4/Eif2ak3/Setx/Minpp1/Pml/Celf2/Mecp2/Sars/Dnajb2/Ndufv1/H2-Q7/Fus/Bms1/Zfyve27/Tcirg1/Fbxo38/Kras/Rfc1/Matr3/P|
tags=24%, list=9%, signal=22% Hspala/Hspaib/KIf2/Nfkbia/Nr4a1/Ptges3/Cited2/Sirt1/Fkbp4

tags=100%, list=9%, signal=91% | Azin1/Dhps

tags=75%, list=5%, signal=72% [fi30/Myc/Fth1

tags=100%, list=9%, signal=91%  Sirt1/Esd

tags=50%, list=1%, signal=49% Dnajb1/Dnaja1l

tags=50%, list=1%, signal=49% Dnajb1/Dnajai

tags=74%, list=18%, signal=61% | Pten/Bptf/Chd7/Rere/Ube4b/H2-Q7/Med13/Sptbn1/Kmt2e/Ddx6/Ganab/Setd2/Aff4/Satb1

tags=100%, list=11%, signal=89%  S1pr4

tags=100%, list=11%, signal=89% = Syk

tags=100%, list=11%, signal=89%  Syk

tags=100%, list=11%, signal=89% = Syk

tags=100%, list=11%, signal=89%  S1pr4

tags=80%, list=31%, signal=55%  Jak1/Stat1/lvns1abp/H2-Q7/Tcf4/Syk/Bach2/1I10ra

tags=60%, list=6%, signal=57% Jun/Nfkbia/Rsf1

tags=67%, list=6%, signal=63% Zbtb10/Smg1

tags=48%, list=23%, signal=38%  ll4ra/Bcl2/Ctnnb1/Mecp2/Kras/Spag9/Akap13/Plekho1/Cfl2/Tmod3/Mef2c/Nfatc3/Kdm6b

tags=55%, list=15%, signal=47%  Med13/Zeb2/Kmt2e/Ddx6/Crebbp/Satb1

tags=50%, list=8%, signal=46% Hspb1/Gpx1/Sirt1

tags=50%, list=8%, signal=46% Hspb1/Gpx1/Sirt1

tags=56%, list=34%, signal=38%  Cltc/Kat6a/Rere/Ubedb/Zmynd11/Wipi2/Ctnnb1/Hivep2/Mecp2/Sars/Cux1/Zeb2/Diaph1/Ppp1r15b/Tcf4/Kcng5/Pgap1/Trappc9
tags=67%, list=3%, signal=65% Cab39/Smad7

tags=52%, list=23%, signal=41%  Rc3h2/ll4ra/H2-Q7/Cd2/Pcid2/Malt1/Bcl6/Cd86/Inpp5d/Syk/Smad7

tags=36%, list=8%, signal=34% Hspala/Ppp1r15a/Pmaip1/Sirt1

tags=34%, list=15%, signal=30%  Med13/Ankrd11/Kras/Ppp1ri15b/Kmt2e/Ddx6/Herc1/Pgap1/Satb1/Trappc9/Kdm6b

tags=100%, list=12%, signal=89%  S1pr4

tags=100%, list=12%, signal=89% | S1pr4

tags=100%, list=12%, signal=89%  S1pr4

tags=44%, list=14%, signal=38%  Son/Sptbn1/Ppp1ri15b/Tcf4/Ddx6/Aff4/Trappc9

tags=43%, list=20%, signal=35%  Mecp2/Polr2a/Fus/Son/Foxp1/Fbxo11/Zeb2/Kmt2e/Crebbp/Pgap1/Satb1/Trappc9

tags=78%, list=41%, signal=47%  Pten/Bptf/Ubr1/Phip/Rere/Tmem127/Ep300/Med13/Kras/Kmt2e/Ddx6/Crebbp/Satb1/Kdm6b

tags=50%, list=17%, signal=42%  Usp7/Med13/Zeb2/Tcf12/Kmt2e/Ddx6/Crebbp/Satb1

tags=21%, list=4%, signal=20% Hspe1/KIf4/Nrd4al/Pmaip1/Myc/Gpx1/Hspd1

tags=40%, list=1%, signal=40% Hspala/Hspaib

tags=100%, list=12%, signal=88%  Tcf4

tags=23%, list=4%, signal=22% Hspb1/KIf4/Rhob/Nrda1/Gpxi

tags=71%, list=19%, signal=58%  Usp16/Usp15/Usp7/Supt20/Usp36

tags=100%, list=41%, signal=60% Apoe/Stat4/Ctnnb1/H2-Q7/Fus/Kras

tags=53%, list=21%, signal=43%  Ptprj/Myo1c/Sptbn1/Diaph1/Plekho1/Atp2b1/Macf1/Adgre5

tags=70%, list=41%, signal=42%  Pten/Bptf/Chd7/Ubr1/Rere/Ube4b/Stat1/H2-Q7/Med13/Sptbn1/Kmt2e/Ddx6/Ganab/Setd2/Aff4/Satb1

tags=67%, list=5%, signal=64% Hspb1/Actg1

tags=88%, list=53%, signal=42%  Rabgef1/Peli1/Ptprc/Itch/Cnr2/H2-M3/Tnfaip8I2/Laptm5/Apoe/Ptpn2/Bank1/Rc3h2/ll4ra/Sh2b3/H2-Q7/Bcl6/Cd86/Cd84/Cblb/Inpp5d/Pag1/Smad7
tags=18%, list=2%, signal=18% Hspaila/Hspa1b/Tubb5

tags=13%, list=7%, signal=14% Dnajb1/Hspaila/Jun/Hspa8/Atf3/KIf2/KlIf4/Rasd1/1d3/Gapdh/KIf10/Myc/Dbi/Zfp36/Rsf1/Cited2/Egri/Foxp4/Jund

tags=26%, list=6%, signal=25% Hspala/Hspa1b/KlIf2/Zfp36/Rps17/Cited2

tags=40%, list=1%, signal=40% Jun/Fos

tags=61%, list=42%, signal=37%  Arid1a/Pten/Pex7/Copb2/Smarce1/Ube3b/Nacc1/Rad21/Cltc/Kat6a/Zmynd11/Wipi2/Hivep2/Mecp2/Sars/Ndufv1/Cux1/Son/Foxp1/Zeb2/Ubtf/Ppp1ri15b/Tcf4/Herc1/Mef2c/Keng5s/Setd2/mt-Atp6/Pgap1/Satb1/Trappc9
tags=100%, list=0%, signal=100% Jun

tags=57%, list=14%, signal=50% | Bcl6/Akap13/Cdc42se2/P2ry10

tags=100%, list=9%, signal=91% | Nr4a1/Fkbp4

tags=18%, list=5%, signal=17% Hspala/Hspa8/Hspalb/Capg/Gpx1/Actg1

tags=33%, list=19%, signal=28%  Ndufv1/Cep83/H2-Q7/Son/Sptbn1/Tcf4/mt-Nd4/Ganab/mt-Nd3/Setd2/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
tags=60%, list=8%, signal=56% Ano6/Mef2c/Atp2b1

tags=14%, list=1%, signal=14% Dnajb1/Hspa8

tags=27%, list=4%, signal=27% Hspala/Hspalb/Gpx1

tags=55%, list=15%, signal=47% | Kif2/Myc/Hnrnpab/Lamtor2/Bcl11a/Pcna

tags=100%, list=12%, signal=88% Pde4b

tags=100%, list=12%, signal=88% | Pde4b

tags=100%, list=12%, signal=88% Pdedb

tags=100%, list=12%, signal=88% Pde4b

tags=13%, list=5%, signal=14% Hspb1/Jun/Atf3/Fos/Hsp90aal/Hsp90ab1/Nfkbia/Nr4al/Gapdh/Cacybp/Tubala/Ms4al/Traf4/Fth1/Dbi/Actg1/P4hat
tags=78%, list=23%, signal=60%  Mrps6/Rps5/Rps4x/Rpl8/Rpl37/Rps13/Rps3

tags=62%, list=19%, signal=51%  Krit1/Ndufv1l/mt-Nd3/mt-Nd1/mt-Nd2

tags=100%, list=22%, signal=78% Zeb2/Mef2c

tags=100%, list=22%, signal=78% Mef2c/Smad7

tags=100%, list=22%, signal=78% Zeb2/Mef2c

tags=53%, list=31%, signal=38%  Polg/Tmem127/Stat4/Daxx/Pml/Bcl2/Mecp2/lfngr1/H2-Q7/Fus/Malt1/Bcl6/Foxp1/Kras/Tcf4/Syk/Birc3

tags=60%, list=8%, signal=55% Hspb1/Gpx1/Sirt1

tags=67%, list=7%, signal=62% Ikbkb/1110ra

tags=50%, list=11%, signal=45% | Hspb1/Actg1/Lamtor2/Rap1a

tags=44%, list=21%, signal=36%  Hivep2/Mecp2/Cux1/Nfkb2/Son/Zeb2/Tcf4/Kcng5/Setd2/Pgap1/Satb1

tags=54%, list=37%, signal=36%  Smarce1/Flii/Bptf/Slc12a6/Xylt1/Ube3b/Rad21/0Ogt/Kmt2c/Tbce/Phip/Kat6a/Rere/Arcn1/Ubedb/Ep300/Ctnnb1/Usp7/Med13/Ankrd11/Son/Foxp1/Kras/Fbxo11/Zeb2/Tcf4/Kmt2e/Ddx6/Crebbp/Herc1/Setd2/Sf3b1/Aff4/Satb1
tags=67%, list=6%, signal=63% Mef2c/ltgas

tags=73%, list=50%, signal=38%  Gns/Ccdc47/Lmnb1/Ppp3ca/Arid1b/Hnrnph2/Arid1a/Smarce1/Ube3b/Nacc1/Tbce/Kat6a/Rere/Ube4b/Ep300/Ccnd2/Hivep2/Mecp2/Usp7/Zeb2/Sptbn1/Ubtf/Tcf4/Crebbp/Herc1/Kengb/Ralgapai/Pgap1/Satb1/Macf1
tags=100%, list=9%, signal=91% | Kif2/Map2k1

tags=100%, list=9%, signal=91%  Nfkbia/Map2k1

tags=39%, list=15%, signal=34% | Ankrd11/Son/Kras/Sptbn1/Ppp1r15b/Tcf4/Kmt2e/Crebbp/Syk/Aff4/Kdm6b

tags=88%, list=57%, signal=38%  Hspe1/Mrps6/Gpx1/Mrpl52/Hspd1/Mrps12/Aldh2/Atp5e/Atp5c1/Prdx3/Rps3/Ndufs8/C1gbp/Gars/Dhx30/Gls/Mrpl15/Clpp/Glud1/Aco2/Atp5al/Hspa9/Tfam/Mrps7/Iscal/Acss1/Hadha/Nr3c1
tags=38%, list=23%, signal=31%  Ktn1/ll4ra/Ptprj/Ifngri/Plaur/H2-Q7/Birc2/Cd2/Tcirg1/Lrrc8c/S1pr1/Cd84/S1pr4/Ikbkb/Kcng5/Itgad/Atp2b1/1110ra/P2ry10/Adgre5
tags=50%, list=1%, signal=50% Atf3/KIf2

tags=100%, list=30%, signal=70% Usp7/Foxp1/Sptbn1/Satb1

tags=20%, list=1%, signal=20% Hspala/Hspaib

tags=75%, list=15%, signal=64% | Pcid2/Inpp5d/Syk

tags=75%, list=15%, signal=64%  Ankrd11/Son/Mef2c

tags=100%, list=31%, signal=70% Egr1/Sirt1/Pcna/Arrb2/Casp2
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tags=40%, list=2%, signal=39%
tags=71%, list=26%, signal=54%
tags=71%, list=23%, signal=55%
tags=83%, list=25%, signal=63%
tags=100%, list=23%, signal=78%
tags=100%, list=23%, signhal=78%
tags=32%, list=14%, signal=29%
tags=80%, list=14%, signal=69%
tags=67%, list=7%, signal=62%
tags=24%, list=4%, signal=23%
tags=100%, list=13%, signal=87%
tags=100%, list=13%, signal=87%
tags=100%, list=13%, signal=87%
tags=11%, list=3%, signal=11%
tags=38%, list=11%, signal=34%
tags=78%, list=30%, signal=55%
tags=94%, list=52%, signal=45%
tags=64%, list=22%, signal=50%
tags=66%, list=37%, signal=42%
tags=50%, list=1%, signal=50%
tags=70%, list=27%, signal=52%
tags=75%, list=14%, signal=65%
tags=22%, list=9%, signal=20%
tags=57%, list=37%, signal=37%
tags=57%, list=19%, signal=47%
tags=100%, list=1%, signal=99%
tags=67%, list=19%, signal=54%
tags=100%, list=23%, signal=77%
tags=90%, list=66%, signal=32%
tags=10%, list=3%, signal=10%
tags=64%, list=37%, signal=41%
tags=56%, list=15%, signal=48%
tags=100%, list=10%, signal=90%
tags=64%, list=30%, signal=46%
tags=64%, list=30%, signal=46%
tags=75%, list=12%, signal=67%
tags=61%, list=23%, signal=48%
tags=50%, list=8%, signal=46%
tags=11%, list=3%, signal=12%
tags=38%, list=8%, signal=35%
tags=44%, list=10%, signal=40%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=67%, list=13%, signal=58%
tags=29%, list=8%, signal=27%
tags=89%, list=38%, signal=55%
tags=40%, list=1%, signal=40%
tags=75%, list=3%, signal=73%
tags=75%, list=3%, signal=73%
tags=100%, list=11%, signal=89%
tags=100%, list=11%, signal=89%
tags=100%, list=11%, signal=89%
tags=100%, list=11%, signal=89%
tags=100%, list=11%, signal=89%
tags=100%, list=11%, signal=89%
tags=100%, list=11%, signal=89%
tags=100%, list=11%, signal=89%
tags=100%, list=24%, signal=76%
tags=100%, list=51%, signal=50%
tags=100%, list=14%, signal=86%
tags=100%, list=11%, signal=89%
tags=21%, list=4%, signal=21%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=83%, list=23%, signal=64%
tags=25%, list=8%, signal=23%
tags=73%, list=27%, signal=55%
tags=27%, list=3%, signal=26%
tags=38%, list=8%, signal=35%
tags=64%, list=16%, signal=54%
tags=70%, list=23%, signal=54%
tags=19%, list=3%, signal=18%
tags=61%, list=37%, signal=39%
tags=12%, list=5%, signal=13%
tags=75%, list=27%, signal=55%
tags=75%, list=12%, signal=66%
tags=33%, list=12%, signal=30%
tags=60%, list=21%, signal=48%
tags=57%, list=15%, signal=49%
tags=57%, list=15%, signal=49%
tags=75%, list=6%, signal=70%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=1%, signal=100%
tags=100%, list=30%, signal=71%
tags=100%, list=12%, signal=88%
tags=58%, list=23%, signal=45%
tags=12%, list=6%, signal=13%
tags=58%, list=22%, signal=46%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=18%, list=5%, signal=18%
tags=8%, list=3%, signal=8%
tags=64%, list=23%, signal=50%
tags=43%, list=6%, signal=41%
tags=15%, list=7%, signal=15%
tags=43%, list=11%, signal=38%
tags=29%, list=1%, signal=29%
tags=100%, list=14%, signal=86%
tags=15%, list=5%, signal=15%
tags=12%, list=4%, signal=12%
tags=16%, list=5%, signal=16%
tags=100%, list=30%, signal=70%
tags=75%, list=18%, signal=62%
tags=57%, list=13%, signal=50%
tags=43%, list=4%, signal=42%
tags=60%, list=4%, signal=58%
tags=100%, list=15%, signal=85%
tags=100%, list=15%, signal=85%
tags=37%, list=14%, signal=32%
tags=29%, list=10%, signal=27%
tags=83%, list=21%, signal=66%
tags=83%, list=21%, signal=66%
tags=70%, list=18%, signal=58%
tags=100%, list=26%, signal=75%
tags=77%, list=37%, signal=49%
tags=16%, list=2%, signal=16%
tags=15%, list=1%, signal=15%
tags=50%, list=0%, signal=50%

Hspa8/Hsp90ab1
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Ficn
Rc3h2/1l4ra/Bcl6/Cblb/Smad7

Ep300/Ctnnb1/Krit1/Crebbp/Setd2

Bcl6/Cd86

Bcl6/Cd86

Camk2d/Tcirg1/Diaph1/Ano6/Ahnak/Mef2c/Keng5/Cab39/Irs2/Pdedb/Wnk1

Myc/Fth1/Ftl1/Cyb561a3

Smarca5/Acin1

Jun/KIf2/Fos/Rhob/Gpx1

Mef2c

Tcf4

Ddx6

Hspala/Jun/Atf3/Ppp1r15a/Pmaip1

Hspala/Pmaip1/Gpx1/Chchd10/Tspo/Rala

Eif4g2/Bcl2/Snrnp70/Usp36/Herc1/1110ra/Smg1
Peli1/ltch/H2-M3/Tnfaip8I2/Laptm5/Ptpn2/Bank1/Rc3h2/l14ra/H2-Q7/Bcl6/Cd86/Cblb/Inpp5d/Pag1/Smad7?
Dnaja1/Hsp90aail/Timm8b/Hspd1/Tspo/Rala/Ube2j2/Fis1/Sae
Bptf/Chd7/Ube3b/Jmjd1c/Kat6a/Rere/Ube4b/Ep300/Ccnd2/Hivep2/Mecp2/Med13/Son/Fbxo11/Ppp1r15b/Kmt2e/Ddx6/Crebbp/Satb1
Jun/Fos

Eif2ak3/Ctnnb1/Pbxip1/Arid5a/Mef2c/Mef2d/Smad7

Son/Kras/Ganab

Dnajb1/Hspa1a/Cited2/Sirt1/Sap18
Slc12a6/Jmjd1c/Tbce/Kat6a/Rere/Ubedb/Ep300/Rnf125/Usp7/Ankrd11/Son/Tcirg1/Kras/Zeb2/Tcf12/Ddx6/Crebbp/Herc1/Setd2/Aff4/WnkA1
Ndufv1/mt-Nd3/mt-Nd1/mt-Nd2

Ndufv1/mt-Nd3/mt-Nd1/mt-Nd2
Sirt1/Pcna/Rps3/Npm1

Kmt2a/Nop56/Glud1/Sec24c/Tnrc6b/Nemf/Gdi1/Csnk2a1/Nipbl/Chd2/Igsec1/Cyfip2/Nsd1/Zfp292/Trip12/Tbl1x/Naal5/Herc2/Gns/Vps13a/Ppp3ca/Ankrd17/Atrx/Arid1b/Hnrnph2/Arid1a/Smarce1/Flii/Bptf/Chd7/Jmjd1c/Rad:

Dnajb1/Hspala/Hspa8/Hsp90ab1/Capg/Fxyd5
Smarce1/Slc12a6/Ube3b/Jmjd1c/Cnot1/Kmt2c/Phip/Phf21a/Hivep2/Son/Fbxo11/Zeb2/Tcf4/Kmt2e/Ddx6/Herc1/Trappc9/Wnk1
Med13/Ankrd11/Kmt2e/Ddx6/Satb1

Gpx1/Rpsa
Eif4g2/Golga4/Adam10/Ist1/Bcl2/Zfyve27/Mul1/Smad7/Macf1
Eif4g2/Golgad/Ist1/Bcl2/Zfyve27/Mul1/Mef2c/Smad7/Macf1
S1pr1/Inpp5d/Syk
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Jun/Nr4ail/Myc/Sirt1
Hspb1/Jun/Fos/KlIf4/Dnaja1/Id3/Nfkbia/Nr4a1/Chchd2/Myc
Hspb1/Gpx1/Sirt1

Kmt2e/Mef2c/Keng5/Nsf

Smchd1

Mef2c

Kras

Kras

Kras

Sptbn1

Ubb/Myc/Sirt1/Rps7

Jun/Fos/KIf10/Myc/Junb/Cited2/Sirt1
Apoe/Smarcel/Bcl2/H2-Q7/Malt1/Bcl6/Foxp1/Birc3
Hspala/Hspalb

Adam10/ltga4/Wnk1

Adam10/Itga4/Wnk1

Cited2/Tspo

Egr1/Tspo

Egr1/Tspo

Egr1/Tspo

Myc/Tspo

Myc/Tspo

Myc/Tspo

Egr1/Tspo

Gapdh/Rpl30/Rps19/Rpl39
Rpsa/Eif3k/C1gbp/Tmco1/Serbp1/Ythdf3/Zc3h12a/Naa15/Naa10/Ccdc47?
Herc1

Traf4/Traf1

Jun/Hsp90ab1/Gapdh/Gpx1

Hspala/Sirt1/Pcna/Rps3/Npm1

Hspa8/Atf3/Pmaip1/KIf10/Zfp36/Sirt1
Nhp2/Wdr74/Rpl38/Rpl35/Rpl7a/Rpl24/Pes1/Rpl14/Rpl35a/Npm1/Dhx30
Hspa8/Hsp90aal/Hsp90ab1/Capg

Hspala/Pmaip1/Sirt1

Ep300/Nfkb2/Son/Kras/Zeb2/Crebbp/Setd2

Rc3h2/ll14ra/Malt1/Bcl6/Cd86/Syk/Smad7

Hspa8/Atf3/Fos/Pmaip1/KIf10
Flii/Bptf/Xylt1/Chd7/Ube3b/Rad21/Rasa2/0Ogt/Ubr1/Rere/Phf21a/Ube4b/Wipi2/Ep300/Mecp2/Usp7/Ankrd11/Kras/Tcf4/Crebbp/Trappc9/Kdm6b
Hspala/Hspe1/Ppp1r15a/Klf4/Hsp90aal/Hsp90ab1/Pmaip1/Myc/Ptges3/Hspd1/Traf4/Dbi
Eif2ak3/Ctnnb1/Arid5a/Mef2c/Mef2d/Smad7

Rab43/Ddx6/Vps37b

S1pr1/Ano6/Syk/Pdedb/Adgre5/Wnk1
Pmaip1/Chchd2/Myc/Cited2/Egr1/Sirt1/Eno1/Nfe212/Pgk1

Med13/Kmt2e/Ddx6/Satb1

Med13/Kmt2e/Ddx6/Satb1

Gpx1/Ptges3/Egri

Hspa8

Hspa8

Hspa8

Hspa8

Hspa8

Hspa8

Hspa8

Ldb1/Ctnnb1/Pgap1

Sla/Syk/Clk1
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Polr1d/Rpl15/Rps10/Rpl35a/Rps19/Rps28

Hspala/Jun/Hspa8/Atf3/KIf2/Fos/Sertad1/Klf4/Hsp90aal1/Hsp90ab1/KIf6/Nfkbia/Nrda1/Chchd2/KIf10/Myc/Dazap1/Ptges3/Zfp36/Rsf1/Junb/Hnrnpab/Cited2/Egr1

Tpp1/Ctnnb1/Tcirg1/S1pr1/Inpp5d/Syk/Mef2c

Kdmba

Kdmba

Pdedb

Hspa8/Atf3/Fos/Pmaip1/KIf10/Gpx1/Zfp36
Dnajb1/Hspaila/Hspa8/Hspalb/Hsp90aai/Capg
Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Setd2/Ralgapal/Satb1
Jun/Atf3/KIf2/Fos/Sertad1/KIf4/KIf6/Nfkbia/Nr4a1/Chchd2/KIf10/Myc/Rsf1/Junb/Cited2/Egr1/Jund
Hspala/Gpx1/Tspo

Hspala/Hspalb

Wnk1
Hspb1/Sertad1/Klf4/Dnajal/Hsp90aai/Hsp90ab1/Dusp1/Myc/Ptges3/Traf4/Dbi/Zfp36
Hspa1a/Jun/Hspa1b/Ubb/Hsp90aal/Hsp90ab1/Gapdh/Pmaip1/Myc/Gpx1/Traf4
Hspala/Hspa8/Hspa1b/Id3/Nfkbia/Myc/Ptges3/Zfp36

Dhx36/Smarca5/Sf3b1

Birc2/Birc6/Birc3

Ubb/Myc/Sirt1/Eif2b2

Atf3/Pmaip1/Gpx1

Mrps6/Mrpl52/Mrps12

Son

Aff4

Bcl6/Kras/Akap13/Cdc42se2/P2ry10/Dennd4a/Cyth1
Hspala/Ppp1r15a/Pmaip1/Sirt1/Dnajb9

Dazap1/Junb/Cited2/Bsg/Prdx3

Dazap1/Junb/Cited2/Bsg/Prdx3

Stat4/Ifngr1/H2-Q7/Malt1/Foxp1/Bach2/Birc3

Tspo/Fis1/Parp1/Flcn
Bptf/Ogt/Ubr1/Ep300/Med13/Foxp1/Kmt2e/Ddx6/Crebbp/Satb1
Hspb1/KIf2/KIf4/Rhob

Jun/Hspa8

Hspaila
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tags=30%, list=5%, signal=29%
tags=75%, list=28%, signal=54%
tags=51%, list=24%, signal=40%
tags=9%, list=2%, signal=10%
tags=13%, list=2%, signal=13%
tags=13%, list=5%, signal=13%
tags=100%, list=1%, signal=99%
tags=67%, list=36%, signal=43%
tags=16%, list=2%, signal=16%
tags=67%, list=37%, signal=43%
tags=16%, list=9%, signal=16%
tags=12%, list=4%, signal=12%
tags=50%, list=0%, signal=50%
tags=40%, list=8%, signal=37%
tags=67%, list=1%, signal=66%
tags=51%, list=23%, signal=41%
tags=65%, list=51%, signal=35%
tags=75%, list=16%, signal=64%
tags=60%, list=23%, signal=47%
tags=67%, list=2%, signal=65%
tags=43%, list=12%, signal=38%
tags=14%, list=5%, signal=14%
tags=38%, list=11%, signal=34%
tags=10%, list=5%, signal=11%
tags=60%, list=12%, signal=53%
tags=80%, list=23%, signal=62%
tags=11%, list=2%, signal=12%
tags=15%, list=4%, signal=15%
tags=17%, list=8%, signal=16%
tags=67%, list=3%, signal=65%
tags=75%, list=18%, signal=62%
tags=35%, list=15%, signal=32%
tags=100%, list=1%, signal=99%
tags=61%, list=23%, signal=48%
tags=100%, list=54%, signal=47%
tags=11%, list=4%, signal=11%
tags=18%, list=3%, signal=18%
tags=58%, list=23%, signal=45%
tags=38%, list=20%, signal=31%
tags=82%, list=40%, signal=50%
tags=14%, list=3%, signal=14%
tags=67%, list=3%, signal=65%
tags=19%, list=4%, signal=19%
tags=23%, list=2%, signal=23%
tags=100%, list=14%, signal=86%
tags=100%, list=1%, signal=99%
tags=43%, list=8%, signal=40%
tags=86%, list=39%, signal=53%
tags=62%, list=24%, signal=48%
tags=45%, list=23%, signal=36%
tags=75%, list=20%, signal=60%
tags=75%, list=20%, signal=60%
tags=33%, list=7%, signal=32%
tags=33%, list=1%, signal=33%
tags=55%, list=37%, signal=36%
tags=28%, list=18%, signal=25%
tags=100%, list=14%, signal=86%
tags=67%, list=15%, signal=57%
tags=89%, list=57%, signal=39%
tags=62%, list=21%, signal=50%
tags=21%, list=8%, signal=20%
tags=45%, list=15%, signal=39%
tags=50%, list=15%, signal=43%
tags=14%, list=7%, signal=14%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=48%, list=23%, signal=38%
tags=10%, list=4%, signal=11%
tags=21%, list=12%, signal=20%
tags=64%, list=37%, signal=41%
tags=42%, list=17%, signal=35%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=21%, list=2%, signal=21%
tags=11%, list=3%, signal=11%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=55%, list=27%, signal=41%
tags=38%, list=8%, signal=35%
tags=15%, list=3%, signal=15%
tags=16%, list=3%, signal=16%
tags=40%, list=24%, signal=32%
tags=30%, list=9%, signal=28%
tags=100%, list=14%, signal=86%
tags=100%, list=14%, signal=86%
tags=80%, list=19%, signal=65%
tags=20%, list=4%, signal=20%
tags=38%, list=8%, signal=35%
tags=50%, list=11%, signal=45%
tags=25%, list=1%, signal=25%
tags=34%, list=15%, signal=30%
tags=62%, list=23%, signal=48%
tags=85%, list=56%, signal=38%
tags=70%, list=32%, signal=48%
tags=60%, list=15%, signal=51%
tags=50%, list=15%, signal=43%
tags=50%, list=15%, signal=43%
tags=80%, list=36%, signal=51%
tags=62%, list=22%, signal=49%
tags=42%, list=12%, signal=37%
tags=78%, list=41%, signal=47%
tags=73%, list=3%, signal=72%
tags=53%, list=23%, signal=41%
tags=67%, list=19%, signal=54%
tags=17%, list=5%, signal=17%
tags=80%, list=23%, signal=62%
tags=80%, list=23%, signal=62%
tags=80%, list=23%, signal=62%
tags=80%, list=23%, signal=62%
tags=12%, list=3%, signal=12%
tags=80%, list=27%, signal=59%
tags=37%, list=21%, signal=30%
tags=12%, list=2%, signal=13%
tags=69%, list=32%, signal=47%
tags=38%, list=11%, signal=34%
tags=29%, list=11%, signal=27%
tags=18%, list=5%, signal=18%
tags=78%, list=44%, signal=44%
tags=9%, list=4%, signal=9%
tags=50%, list=13%, signal=44%
tags=20%, list=4%, signal=20%
tags=18%, list=11%, signal=18%
tags=33%, list=3%, signal=32%
tags=62%, list=26%, signal=47%
tags=100%, list=15%, signal=85%
tags=100%, list=15%, signal=85%
tags=52%, list=25%, signal=40%
tags=100%, list=2%, signal=99%
tags=100%, list=2%, signal=99%
tags=100%, list=2%, signal=99%
tags=100%, list=2%, signal=99%
tags=100%, list=2%, signal=99%
tags=100%, list=2%, signal=99%
tags=100%, list=2%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%
tags=100%, list=1%, signal=99%

Hspala/Hspalb/Zfp36
Stat1/Ilvns1abp/Tcf4/Syk/Bach2/1110ra

Pop7/Fcf1/Rps17/Rps5/Rps8/Rpsa/Rps24/Nhp2/Rps7/Wdr74/Rpl38/Rpl35/Rps27/Rps21/Rpl7a/Rps16/Rpl24/Pes1/Rpl14/Abt1/Rpl35a/Rps19/Rps28/Npm1/C1qgbp

Hspala/Hspb1/Hspalb/KIf2/Klf4/Hsp90aa1/Hsp90ab1/Gapdh
Dnajb1/Hspa8/Hsp90aa1/Hsp90ab1
Hspb1/Ppp1r15a/Kif4/Hsp90aal1/Hsp90ab1/1d3/Gapdh/Myc/Ptges3/Dbi/Zfp36

Chd7/Ube3b/Jmjd1c/Kat6a/Ep300/Kras/Matr3/Sptbn1/Crebbp/Aff4/mt-Cytb/Ralgapat
Hspala/Hspaib/Hsp90ab1
Slc12a6/Cnot1/Kmt2c/Phip/Phf21a/Hivep2/Fbxo11/Tcf4/Kmt2e/Ddx6/Trappc9/Wnk1

Hspala/Jun/Hspa8/Hspalb/KIf2/Fos/Hsp90ab1/Nrd4al/Myc/Ptges3/Zfp36/Hnrnpab/Cited2/Egr1/Sirt1/Lamtor2/Fkbp4/Ube2d1

Hspala/Hspe1/Ppp1r15a/Hsp90ab1/Pmaip1/Myc/Hspd1
Hspb1

Ano6/Kcng5/mt-Atp6/mt-Atp8

KIf2/Klif4

Pop7/Fcf1/Rps17/Rps8/Dedd2/Rps24/Nhp2/Rps7/Wdr74/Rpl35/Rps27/Rps21/Rpl7a/Rps16/Pes1/Rpl14/Abt1/Rpl35a/Rps19/Rps28
Tfam/Ptprc/Lmbrd1/ltch/Gns/Cd55/Ccdc47/Vps13a/Pstpip1/Atrx/Arid1b/Mrps7/Psap/Epb41/Hadha/Cd81/Arid1a/Plekhm1/Dpm1/Pten/Pex7/Apoe/Ptpn2/Smarce1/Xylt1/Chd7/Stk11/Jmjd1c/Rasa2/Cnot1/Ubr1/Jak1/Polg/Re

Pde7a/Neil1/Pdedb

Rc3h2/Il14ra/Bcl2/Malt1/Bcl6/Foxp1/Cd86/Syk/Smad7

Hspb1/Nr4a1

S1pri/ltga4/Wnk1
Hspala/Hspa1b/KIf2/Fos/KIf4/Hsp90ab1/Nfkbia/Gapdh/Cacybp/Dusp1/Myc/Zfp36/Actg1
Dnajb1/Sirt1/Ahsat
Hspala/Hspe1/Hspa8/Hspaib/Dnajal/Rasd1/Hsp90aai/Hsp90ab1/Tubb5/Rhob/Tubala/Hspd1/Rrad/Dbi/Actg1
Akap13/Mef2c/Kdm6b

l14ra/Cd84/Syk/Adgre5

Hspala/Hspa8/Hspal1b/Hsp90ab1
Hspa8/Dnaja1/Hsp90aa1/Hsp90ab1/Nfkbia/Timm8b/Hspd1
Hspala/Hspb1/Hspaib/Hsp90aal1/Gapdh/Hspd1/Egri1/Gpsm3/Sirt1

Ubb/Myc

Nfkb1/Tcirg1/Bach2

Rc3h2/114ra/Bcel2/Ptprj/Cr11/H2-Q7/Cd2/Pcid2/Malt1/Bcl6/Foxp1/Fbxo38/Dhx36/Matr3/Cd86/Cd84/Cblb/Sh3kbp1/Inpp5d/Ano6/Crebbp/Arid5a/Ikbkb/Syk/Mef2c/Acin1/Itgad/Irs2/Pde4b/Adgre5/Wnk1

Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Chd4/Kdm6a/Tox4/Foxo1/Smarce1/Sbno1/Jmjd1c/Per1/Ep300/Sbno2/Bcl6/Crebbp/Kdm5a/Kdm6eb
Hspala/Hspb1/Atf3/Dnajal/Dusp1/Myc/Gpx1

Hspala/Hspaib/Hsp90aal/Capg
Rps17/Rpl31/Rps26/Rpl18/Map2k1/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28
Mecp2/H2-Q7/Usp7/Med13/Ankrd11/Son/Kras/Atad1/Sptbn1/Ubtf/Ppp1r15b/Kmt2e/Ddx6/Cfl2/Herc1/Setd2/Satb1
Dnm2/Apoe/Eif4g2/Golga4d/Ist1/Rnf6é/Zfyve27/Dip2b/Macf1

Hspala/Hspalb/Tubb5/Gapdh/Tubala

Jun/Myc

Hspala/Hspa1b/Nfkbia/Hspd1

Hspala/Hspailb/Nfkbia

Fth1/Cyb561a3

Ppp1ri5a

Hspala/Pmaip1/Chchd10

Inpp5k/Foxo1/Ptpn2/Stk11/0gt/Cltc/Plek/Ranbp2/Ep300/Nfkb1/Usp7/Irs2
Ubb/Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Bin1
Rc3h2/114ra/Cr1l/H2-Q7/Nfkb2/Malt1/Bcl6/Tcirg1/Fbxo38/Inpp5d/Arid5a/Mef2c/Bach2/Smad7
Polg/Mecp2/Ndufv1/mt-Nd3/mt-Nd1/mt-Nd2

Polg/Mecp2/Ndufv1/mt-Nd3/mt-Nd1/mt-Nd2

Ahnak/Mef2c/Cab39/Pde4b/Wnk1

Hspala/Hspalb

Slc12a6/Jmjd1c/Ubr1/Tbce/Kat6a/Rere/Ubedb/Ep300/Rnf125/Usp7/Ankrd11/Son/Tcirg1/Kras/Zeb2/Tcf12/Sptbn1/Ddx6/Crebbp/Herc1/Setd2/Aff4/Wnk1
Ifngr1/H2-Q7/Nfkb1/Nfkb2/Ankrd11/Malt1/Tcirg1/Foxp1/Zeb2/Atad1/Sptbn1/Tcf4/Sh3kbp1/mt-Nd4/Ganab/Crebbp/lkbkb/Syk/Setd2/Bach2/Sf3b1/Aff4/Birc3/1110ra/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

Rps20/Rpl37
Ep300/Med13/Kmt2e/Ddx6/Crebbp/Satb1

Zfp292/Trip12/Zfp148/Chd4/Donson/Ehmt1/Herc2/Lmnb1/Ankrd17/Atrx/Arid1b/Pex7/Copb2/Flii/Bptf/Ube3b/Jmjd1c/Cltc/Phip/Rere/Eif2ak3/Ep300/Minpp1/Mecp2/Ankrd11/Sptbn1/Tcf4/Crebbp/Herc1/Mef2c/Pgap1

Rnf125/Usp15/Birc2/Birc3/Trim25
mt-Nd4/mt-Nd3/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/mt-Nd5/mt-Nd6
Ankrd11/Ppp1r15b/Aff4/Trappc9/Kdm6b

Med13/Kmt2e/Ddx6/Mef2c/Satb1
Hspala/Hspa8/Hspalb/Fos/Nr4al/Myc/Gpx1/Ptges3/Zfp36/Cited2/Egri/Jund

Kif2

Kif2

Kif2
Hspb1/Ppp1r15a/Rps17/Rps5/Eif3f/Eif2b2/Eif3k/Rpl13a/Eif1ax/Eif1/Eif3e/Rps3/Npm1
Hspala/Hspb1/Hspailb/Fos/Klf4/Hsp90aa1/Rhob/Gapdh/Nfkbid/KlIf10/Myc/Hspd1

Hspala/Hspa8/Hspalb/Hsp90aa1/Hsp90ab1/Tubb5/Hspd1/Fth1/Dynll1/Ftl1/Syngr2/Lamtor2/Man2b1/Rap1a/Ostf1/Plekho2/Vapa

Bptf/Stk11/Ubr1/Phip/Rere/Tmem127/Ube4b/Ep300/H2-Q7/Med13/Kras/Kmt2e/Ddx6/Crebbp/Satb1/Kdm6éb
Hspala/Hsp90aa1/Pmaip1/Timm8b/Hspd1/Chchd10/Tspo/Atp5e/Atp5c1/Ube2j2

Hspala/Hspa1b/Nfkbia

Hspala/Hspalb/Hsp90aa1/Capg

Esd/Aldh2

Azin1/Aldh2
Ldb1/1ldr1/Bcl2/Ctnnb1/Ptprj/Mecp2/Myo1c/Ikbkb/Mef2c/Smad7/Macf1
Hspala/Pmaip1/Chchd10

Hspala/Hspalb/Capg

Hspa8/Atf3/Fos/Pmaip1/KIf10

Sbno2/Rc3h2/114ra/Ptpri/Cr1l/Dock2/H2-Q7/Cebpg/Malt1/Bcl6/Tcirg1/Foxp1/Fbxo38/Dhx36/Cd86/Cd84/Kmt2e/Inpp5d/Arid5a/Syk/Smad7/Adgre5

Jun/Nrdail/Myc/Gpx1/Zfp36/Sirt1/Map2k1

Hspa8/Vamp?2

Hspa8/Vamp?2

Usp16/Usp15/Usp7/Supt20

Hspatla/Hspa1b/Gpx1

Ano6/Itga4/Wnk1

Hsp90aa1/Hsp90ab1/Ptges3/Nhp2

Jun/Fos
Med13/Son/Foxp1/Kmt2e/Ddx6/Crebbp/Herc1/Setd2/Satb1/Kdm6b
ll4ra/H2-Q7/Pcid2/Malt1/Bcl6/Cd86/Inpp5d/Syk

Ubr4/Trip12/Arih2/Trim11/Rabgef1/Peli1/Rnf34/Herc2/ltch/Brap/Ube3b/Znrf2/Ubr1/Ranbp2/Ube4b/Rnf6/Rc3h2/Rnf213/Rnf125/Chfr/Mycbp2/Birc2/HItf/Mul1/Arih1/Neurl3/Cblb/Birc3/Trim25

Limd1/Eif4g2/Adam10/Ctnnb1/Tmod3/Smad7/Cyth1
Ep300/Med13/Kmt2e/Ddx6/Crebbp/Satb1

Med13/Kmt2e/Ddx6/Herc1/Satb1

Med13/Ppp1r15b/Kmt2e/Ddx6/Satb1
Chd7/Ube3b/Jmjd1c/Kat6a/Ep300/Crebbp/Aff4/Ralgapai
Tpp1/Mecp2/Zeb2/Sptbn1/Ppp1r15b

Akap13/S1pri1/Mef2c/Smad7/Kdm6éb
Pten/Dnm2/Apoe/Sic12a6/Rb1cc1/Plek/Eif4g2/Golgad/Ist1/Rnf6/Zfyve27/Ano6/Dip2b/Macf1
Inpp5k/Atf2/Prkcb/Stk11/Hipk3/Bcl2/Camk2d/Clk1/Cab39/Smad7/Wnk1
ll4ra/Bcel2/Kras/Spag9/Akap13/Plekho1/Cfl2/Tmod3/Mef2c/Kdm6b

Krit1/H2-Q7/Ano6/ltga4

Hspala/Hspaib/Dusp1/Naa50

Rc3h2/Il14ra/Bclé/Smad7?

Rc3h2/Il14ra/Bclé/Smad7?

Rc3h2/Il14ra/Bcl6/Smad7

Rc3h2/1l14ra/Bclé/Smad7?

Dnajb1/Marcksl1/Ubb/Hsp90aai/Hsp90ab1/1d3/Capg/Myc
Atp6v0ai/Tcirg1/mt-Atp6/mt-Atp8
Ctnnb1/Hivep2/Mecp2/Sars/Cux1/Med13/Foxp1/Tcf4/Kmt2e/Ddx6/Kcng5/Setd2/mt-Atp6/Pgap1/Satb1/Trappc9
Hspala/Hspaib/Hsp90aa1

Tbce/Rere/Ube4b/Ep300/Rnf125/Usp7/Ankrd11/Ddx6/Crebbp

Jun/Map2k1/Rapla

Jun/Atf3/Myc/Map2k1/Rapia

Hspala/Hspa1b/Fos/Nfkbia/Nfkbid/KIf10/Myc/Zfp36
Hadha/Pten/Apoe/Xylt1/Chd7/Ube3b/Rere/Ep300/Ctnnb1/Krit1/H2-Q7/Zeb2/Sptbn1/Crebbp
Hspala/Hspb1/Hspaib/Atf3/Ppp1r15a/Dnajal/Nfkbia/Dusp1/Myc/Gpx1
Ubb/Myc/Sirt1/Eif2b2

Hspa8/Hsp90aa1/Hsp90ab1/Nfkbia/Hspd1

Hspala/Jun/Hspa8/Hspalb/KIf2/Fos/Hsp90ab1/Nrd4al1/Myc/Gpx1/Ptges3/Zfp36/Hnrnpab/Cited2/Egr1/Jund/Sirt1/Lamtor2/Fkbp4/Ube2d1/Rap1a/ler2/Tspo

ltgad/Wnk1
Rps17/Rpl31/Rps26/Rpl18/Map2k1/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Flcn
Egri1/Pcna

Bcl11a/Pcna

Ep300/Celf2/Hivep2/Sars/Fus/Usp7/Sptbn1/Ubtf/Crebbp/Pgap1/Trappc9
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tags=100%, list=1%, signal=99%

tags=24%, list=15%, signal=23%  Med13/Ankrd11/Son/Tcirg1/Foxp1/Kras/Fbxo11/Zeb2/Tcf12/Sptbn1/Ppp1r15b/Kmt2e/Ddx6/mt-Nd4/Crebbp/Herc1/Mef2c/Setd2/Aff4/Smchd1/Ralgapai/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/Trappc9/mt-I
tags=64%, list=51%, signal=35%  Herc2/Itch/Kdm6a/Ccdc47/Lmnb1/Ppp3ca/Ankrd17/Erlin1/Atrx/Arid1b/Hnrnph2/Inpp5k/Sbf1/Mbtps1/Arid1a/Pten/Pex7/Dnm2/Smarce1/Flii/Bptf/Sic12a6/Xylt1/Chd7/Nacc1/Jmjd1c/Rasa2/Cltc/Kmt2c/Tbce/Rere/Ubedb/Zm:;
tags=53%, list=42%, signal=34%  Arid1a/Dpm1/Pten/Tdp2/Dnm2/Bptf/Slc12a6/Ube3b/Nacc1/Cnot1/Ubr1/Clic/Ppp2ca/Kmt2c/Tbce/Phip/Kat6a/Polg/Rere/Phf21a/Ogdh/Ep300/Celf2/Ctnnb1/Rnf125/Chd1/Hivep2/Sars/Polr2a/Ndufv1/Usp7/Cux1/Foxp1/Fbx¢
tags=62%, list=28%, signal=45%  Stat4/Ep300/H2-Q7/Son/Kras/Zeb2/Sptbn1/Crebbp

tags=53%, list=39%, signal=35%  Foxo1/G3bp1/Apoe/Prkcb/SIc12a6/Chd7/Stk11/Rtf1/Ppp2ca/Limd1/Paf1/Chd8/Btbd9/Ldb1/Adam10/Zdhhc3/lldr1/Rnf213/Ctnnb1/Zranb1/Mecp2/Csnk1d/Csnk1g3/Nfkb1/FbxI20/Tcirg1/Kras/Zeb2/Atad1/Pbxip1/Sh3kbp1/k
tags=65%, list=39%, signal=40%  Prpf8/Flii/Bptf/Chd7/Jmjd1c/Rad21/Cnot1/Hax1/Rere/Tmem127/Ube4b/Ep300/H2-Q7/Med13/Ankrd11/Kmt2e/Ddx6/Crebbp/Setd2/Aff4/Smchd1/Satb1

tags=56%, list=19%, signal=45%  Csnk1d/Csnk1g3/Nfkb1/Zeb2/Wnk1

tags=65%, list=23%, signal=51%  Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Eif2b2/Rps7/Ndufs6/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Ndufs8

tags=18%, list=3%, signal=18% Hspa8/Atf3/Pmaip1/KIf10

tags=42%, list=21%, signal=34%  Hivep2/Mecp2/Cux1/Nfkb2/Son/Zeb2/Tcf4/Kcng5/Setd2/Pgap1/Satb1

tags=9%, list=4%, signal=10% Dnajb1/Hspb1/Jun/Ppp1ri5a/Dnajal/Hsp90aal/Hsp90ab1/Id3/Gapdh/Fxyd5/Azin1/Rrad

tags=12%, list=2%, signal=12% Hspala/Hspai1b/KIf4/1d3/Nfkbia

tags=15%, list=6%, signal=15% Hspb1/Jun/KIf2/KIf4/Rhob/Nr4a1/Dusp1/Gpx1/Csrp1/Actg1/Junb/Cited2

tags=67%, list=39%, signal=42%  Taf15/Chd7/Ube3b/Jmjd1c/Kat6a/Ep300/Fus/Kras/Matr3/Sptbn1/Crebbp/Aff4/mt-Cytb/Ralgapai

tags=43%, list=23%, signal=34%  Celf2/Mecp2/Sars/Atad1/Sptbn1/Pgap1/Satb1/Trappc9/Nsf

tags=25%, list=7%, signal=24% Jun/Atf3/Fos/Myc/Junb/Hnrnpab/Jund

tags=56%, list=15%, signal=48%  Bank1/Bcl2/Pcid2/Bcl6/Sh3kbp1/Inpp5d/Syk/Mef2c/Irs2

tags=100%, list=16%, signal=85% Pdedb

tags=100%, list=16%, signal=85% Pde4b

tags=100%, list=16%, signal=85% Pde4b

tags=100%, list=16%, signal=85% Pdedb

tags=73%, list=44%, signal=42%  Hadha/Nr3c1/Tdp2/Chd7/Jmjd1c/Ubr1/Tbce/Tmem127/Eif2ak3/Nfkb2/Tcirg1/Foxp1/Kras/Syk/Setd2/Wnk1

tags=57%, list=26%, signal=43%  Rps17/Umps/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Rpl15/Rps10/Rpl35a/Rps19/Rps28/H2-Ab1

tags=100%, list=15%, signal=85%  Dbi/Mboat7

tags=100%, list=16%, signal=85% Ubb/Polr1d

tags=24%, list=6%, signal=23% Hspala/Hspa1b/KlIf2/Zfp36/Rps17/Cited2

tags=11%, list=3%, signal=11% Hspala/Hspb1/Hspailb/KlIf2/Fos/Klf4/Rhob/Nfkbia/Nfkbid/KIf10/Myc

tags=57%, list=42%, signal=35%  Arid1a/Pten/Dnm2/Prpf8/Smarce1/Bptf/Chd7/Stk11/Jmjd1c/Rad21/Rasa2/0Ogt/Ubr1/Tbce/Phip/Kat6a/Polg/Rere/Ubedb/Stat4/Ep300/Minpp1/Mecp2/H2-Q7/Usp7/Med13/Ankrd11/Kras/Zeb2/Ppp1r15b/Tcf4/Kmt2e/Ddx6/Cr
tags=50%, list=17%, signal=42% | Usp7/Med13/Son/Kmt2e/Ddx6/Satb1

tags=64%, list=42%, signal=38%  Snw1/Arid1a/Brd8/Smarce1/Nucks1/Prkcb/Ets1/Kmt2c/Kat6a/Rere/Cebpz/Ep300/Daxx/Ctnnb1/Usp16/Fus/Birc2/Ncoa2/Med13/Pbxip1/Crebbp/Kdm5a/Trim25
tags=17%, list=6%, signal=17% Jun/KIf2/KlIf4/Tubb5/Rhob/Id3/Myc/Gpx1/Zfp36/Actg1/Cited2

tags=50%, list=15%, signal=43%  Hspa8/Actg1/Vamp2/Micall

tags=100%, list=52%, signal=48% Rps26/Rps28/Sec63/Ubal1/Suco/Zc3h12a/Ccdc47/Arl6ip1

tags=57%, list=20%, signal=46%  Sars/Zeb2/Pgap1/Trappc9

tags=100%, list=1%, signal=99% | Ubb

tags=100%, list=1%, signal=99% | Ubb

tags=100%, list=1%, signal=99%  Ubb

tags=100%, list=1%, signal=99%  Ubb

tags=100%, list=1%, signal=99% | Ubb

tags=100%, list=1%, signal=99%  Ubb

tags=100%, list=1%, signal=99%  Fos

tags=100%, list=1%, signal=99% | Fos

tags=100%, list=1%, signal=99% | Fos

tags=100%, list=1%, signal=99% | Ubb

tags=100%, list=1%, signal=99% | Fos

tags=100%, list=1%, signal=99% | Fos

tags=100%, list=1%, signal=99%  Fos

tags=100%, list=1%, signal=99%  Ubb

tags=14%, list=0%, signal=14% Dnajb1

tags=53%, list=37%, signal=35%  Smarce1/Bptf/Chd7/Jmjd1c/Rad21/Rasa2/0Ogt/Ubr1/Tbce/Phip/Kat6a/Rere/Ube4b/Ep300/Minpp1/Mecp2/Usp7/Med13/Ankrd11/Kras/Zeb2/Ppp1r15b/Tcf4/Kmt2e/Ddx6/Crebbp/Setd2/Stt3b/Aff4/Smchd1/Satb1/Kdm6b
tags=100%, list=16%, signal=84% | Kif21b

tags=14%, list=4%, signal=14% Hspala/Hspa1b/Ubb/Hsp90aa1/Hsp90ab1/Gpx1/Azin1

tags=25%, list=15%), signal=23%  Ankrd11/Son/Tcirg1/Kras/Zeb2/Sptbn1/Crebbp/Setd2/Aff4/mt-Cytb/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/Satb1/mt-Nd5/mt-Nd6

tags=100%, list=23%, signal=77% = Arid5a/Dip2b

tags=100%, list=23%, signal=77% Arid5a/Dip2b

tags=50%, list=6%, signal=47% Ndufv1/mt-Nd3/mt-Nd1/mt-Nd2

tags=88%, list=40%, signal=53%  Dnm2/Apoe/Xylt1/Ranbp2/Ctnnb1/Zeb2/Sf3b1

tags=60%, list=3%, signal=58% Adam10/Itga4/Wnk1

tags=14%, list=1%, signal=14% Hspala/Hspalb

tags=27%, list=18%, signal=24%  H2-Q7/Nfkb1/Nfkb2/Med13/Son/Tcirg1/Kras/Zeb2/Sptbn1/Ppp1ri15b/Tcf4/Kmt2e/Ddx6/mt-Nd4/Ganab/Crebbp/Syk/Setd2/mt-Atp6/Aff4/mt-Cytb/mt-Nd1/mt-Co3/mt-Nd2/Satb1/mt-Nd5/mt-Nd4l/mt-Nd6
tags=78%, list=56%, signal=36%  Ubr4/FbxI3/Trip12/Arih2/Trim11/Rabgef1/Peli1/Rnf34/Herc2/Itch/Cul5/Brap/Ube2g1/Ube2b/Ube3b/Znrf2/Ubr1/Ranbp2/Ube4b/Rnf6/Zfp91/PmI/Rc3h2/Rnf213/Rnf125/Chfr/Mycbp2/Birc2/HItf/Mul1/Malt1/Fbxo11/Arih1/Neurl
tags=38%, list=23%, signal=31%  Celf2/Tpp1/Mecp2/Polr2a/Fus/Fbxo38/Matr3/Ddx6/mt-Nd4/Herc1/mt-Atp6/mt-Cytb/Pgap1/mt-Nd1/mt-Co1/mt-Co3/mt-Co2/mt-Nd5/mt-Nd6

tags=30%, list=6%, signal=28% Syk/Pde4b/Adgre5

tags=50%, list=6%, signal=47% Kcngb5/Pde4db

tags=50%, list=2%, signal=49% Hspa8/Hsp90aa1

tags=22%, list=12%, signal=20%  Hspala/Hspa8/Hspalb/Hsp90aal/Hsp90ab1/Tubb5/Hspd1/Fth1/Dynll1/FtI1/Lamtor2/Man2b1/Rap1a/Ostf1/Plekho2/Vapa

tags=56%, list=19%, signal=45%  Krit1/Ndufv1/mt-Nd3/mt-Nd1/mt-Nd2

tags=100%, list=16%, signal=84% Inpp5d

tags=100%, list=16%, signal=84% = Arnt

tags=100%, list=16%, signal=84% Bcl6

tags=100%, list=16%, signal=84% | Ppp1ri5b

tags=60%, list=40%, signal=37%  Dnm2/Apoe/Rasa2/Ogt/Arhgap26/Ralgps2/Arhgap30/Arhgap15/Arhgap25/Dock2/Bcl6/Kras/Akap13/Cdc42se2/Ralgapal/P2ry10/Dennd4a/Cyth1

tags=42%, list=21%, signal=34%  Hivep2/Mecp2/Sars/Cux1/Ankrd11/Foxp1/Tcf4/Kcng5/Setd2/Pgap1/Trappc9

tags=83%, list=54%, signal=39%  Zbtb20/Naa10/Ehmt1/Herc2/Vps13a/Ppp3ca/Atrx/Hnrnph2/Flii/Cltc/Kmt2c/Rere/Ubedb/Zmynd11/Ep300/Ctnnb1/Hivep2/Usp7/Cux1/Foxp1/Tcf4/Kmt2e/Crebbp/Kcngb
tags=56%, list=17%, signal=47%  Pnpla7/Pde7a/Neil1/Gpcpd1/Pdedb

tags=43%, list=23%, signal=34%  Pml/Bcl2/Ctnnb1/Camk2d/Cd84/Diaph1/Ano6/Ahnak/Cab39/Atp2b1/Pded4b/Wnk1

tags=57%, list=14%, signal=49%  Malt1/Foxp1/Syk/Birc3

tags=100%, list=23%, signal=77% | Hspala/Pcna/Rps3

tags=100%, list=23%, signal=77% Mrps6/Rps13/Rps3

tags=48%, list=23%, signal=38%  Rc3h2/ll4ra/Bcl2/Dock2/H2-Q7/Malt1/Bcl6/Tcirg1/Foxp1/Cd86/Cblb/Syk/Smad7

tags=50%, list=37%, signal=33%  Smarce1/Flii/Bptf/Xylt1/Chd7/Ube3b/Rad21/0Ogt/Kmt2c/Phip/Kat6a/Rere/Ube4b/Ep300/Rnf125/Chd1/Med13/Ankrd11/Son/Kras/Zeb2/Sptbn1/Ppp1r15b/Kmt2e/Ddx6/Crebbp/Herc1/Mef2¢c/Aff4/Smchd1/Ralgapal/Pgap1/Se
tags=88%, list=37%, signal=55%  Bptf/Hes6/Tmed2/Ldb1/Ep300/Ctnnb1/Pgap1

tags=62%, list=23%, signal=49%  1l4ra/Dhx36/Cd84/Syk/Adgre5

tags=75%, list=29%, signal=54%  Tmem127/Stat4/Rnf6/Sh2b3/Ctnnb1/H2-Q7

tags=100%, list=29%, signal=71% | Myc/Tspo/Bin1/1I6st

tags=74%, list=38%, signal=48%  Rps17/Rpl31/Rps26/Rpl18/Rps24/Rps20/Rps7/Rpl35/Rps27/Fam111a/Rpl15/Rps10/Rpl35a/Rps19/Rps28/Tonsl/Flcn/Taldo1/Pik3r1/Cyb5a/Eif2s3x/Gdi1/Ngly1
tags=31%, list=14%, signal=27% | Fbxo38/Rfc1/Cfl2/mt-Nd4/mt-Nd3/mt-Atp6/mt-Nd1/mt-Nd2/mt-Nd5/mt-Nd6/Wnk

tags=100%, list=0%, signal=100% A Wnk1

tags=55%, list=24%, signal=42%  Sbno2/ll4ra/Dock2/Cd84/Syk/Adgre5

tags=75%, list=38%), signal=47%  Apoe/Jmjd1c/Stat4/Ifngr1/H2-Q7/Malt1/Foxp1/Bach2/Birc3

tags=36%, list=14%, signal=32%  Son/Foxp1/Fbxo11/Zeb2/Ppp1ri15b/Tcf4/Mef2c/Aff4/Trappc9

tags=67%, list=23%, signal=52%  ll4ra/Cd84/Syk/Adgre5

tags=100%, list=36%, signal=64% Rad21/Stat1/Minpp1/Rnf6

tags=16%, list=3%, signal=16% Hspala/Hspaib/Hsp90aa1/Capg

tags=53%, list=23%, signal=41%  Rc3h2/Il4ra/H2-Q7/Bcl6/Cd86/Cblb/Pag1/Smad7/Wnk1

tags=12%, list=5%, signal=12% Hspala/Hspa8/Hspalb/Fos/Nrdal1/Myc/Ptges3/Zfp36

tags=15%, list=4%, signal=15% Hspala/Hsp90aa1/Pmaip1/Chchd2/Myc/Gpx1/Timm8b/Hspd1

tags=75%, list=22%, signal=59% | Bcl2/Camk2d/Wnk1

tags=21%, list=11%, signal=20%  Sptbn1/Tcf4/mt-Nd4/Ganab/Crebbp/mt-Nd3/Setd2/mt-Atp6/mt-Nd1/mt-Co1/mt-Co3/mt-Nd2/mt-Co2/Satb1/mt-Nd5/mt-Nd6

tags=53%, list=37%, signal=34%  Prkcb/Stk11/Hipk3/Jak1/Map4k2/Sik2/Pik3r4/Eif2ak3/Csnk1d/Csnk1g3/Riok1/Camk2d/Stk38/lkbkb/Syk/Stk17b/Clk1/Smg1/Wnk1

tags=36%, list=23%, signal=30%  Rc3h2/ll4ra/Bcl2/Ptprj/Rnf125/Cr1l/Usp15/H2-Q7/Birc2/Mul1/Malt1/Bcl6/Foxp1/Fbxo38/Matr3/Cd86/Cd84/Cblb/Inpp5d/Crebbp/Arid5a/lkbkb/Syk/Mef2c/Pik3ap1/Birc3/Smad7/Pde4b/Trim25/Adgre5/Wnk1
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