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144 conserved targets, with a total of 149 conserved sites.

Target

Gene name
gene

EIF5 eukaryotic translation initiation factor 5

HMNREMNPR  heterogeneous nuclear ribonucleoprotein R

SH3TC2 SH3 domain and tetratricopeptide repeats 2

KIAA1553 KIAA1553

ARID1A AT rich interactive domain 1A (SWi-like)

ARID1B AT rich interactive domain 1B (SWI1-like)

C220rf24 chromosome 22 open reading frame 24

C4orf19 chromosome 4 open reading frame 19

Cdorf25 chromosome 5 open reading frame 25

Cborf43 chromosome 5 open reading frame 43

C7orf42 chromosome 7 open reading frame 42

C9orfa7 chromosome 9 open reading frame 97

CAMKKZ2 calcium/calmodulin-dependent protein kinase kinase 2, beta
CANX calnexin

CCDC55 coiled-coil domain containing 55

CIITA class Il, major histocompatibility complex, transactivator
CLCNS chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease)
CLTB clathrin, light chain (Lcb)

CSNK1D casein kinase 1, delta

CTNNEIP1 catenin, beta interacting protein 1

CXorf1 chromosome X open reading frame 1

ERLINZ2 ER lipid raft associated 2

EXOCS5 exocyst complex component 5
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