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Computational and Mathematical Methods in Medicine has
retracted the article titled “Research on Cancer Molecular
Typing Based on High-Throughput Sequencing Technology”
[1] due to concerns that the peer review process has been
compromised.

Following an investigation conducted by the Hindawi
Research Integrity team [2], significant concerns were identified
with the peer reviewers assigned to this article; the investigation
has concluded that the peer review process was compromised.
We therefore can no longer trust the peer review process and
the article is being retracted with the agreement of the Chief
Editor.

The author does not agree to the retraction.
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