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Supplementary 1. Figure S1. Correlation analysis of SLC6A4 in GSE63514
and TCGA-CESC cohorts. (A),(B) Expression levels of SLC6A4 between
tumor and normal cases both in TCGA-CESC and GSE63514 cohorts. (C), (D)
,(E) Overall survivals, disease free survival and progression survival
comparison between high and low SLC6A4 groups in TCGA-CESC database.
(F),(G),(H) The SLC24A3 expression in pathological cervical tissues
and healthy cervical tissues from the Human Protein Atlas database.



