Supplementary Table S7. The prediction of the transcription factors of AC090825.1.

sou feat sta en .
segname attributes
rce ure rt d
TF=ZNF354C; class=C2H
AC090825. 1|N  TFB 57 2 zinc finger
TFBS 565
R 135737 S 0 factors;sequence=ATC
CAC
TF=ZNF354C; class=C2H
AC090825. 1|N TFB TFBS 202 20 2 zinc finger
R 135737 S 1 26 factors;sequence=ATC
CAC
TF=NFATCZ;class=Rel
AC090825. 1|N TFB TFBS 158 15 homology region (RHR)
R 135737 S 8 94 factors;sequence=TTT
TCCA
TF=KLF5; class=C2H2
AC090825. 1|N TFB TFBS 194 19 zinc finger
R 135737 S 7 56 factors; sequence=GCC
cceeeee
TF=KLF5; class=C2H2
AC090825. 1|N TFB TFBS 195 19 zinc finger
R 135737 S 2 61 factors; sequence=GCC
cceeeee
TF=LBX1; class=Homeo
AC090825. 1|N  TFB TFBS 226 22 domain
R 135737 S 1 68 factors;sequence=TTA
ATTAG
TF=ALX3; class=Homeo
AC090825. 1|N TFB TFBS 226 22 domain
R 135737 S 0 69 factors;sequence=TCT
AATTAAA
TF=ISX; class=Homeo
AC090825. 1|N TFB TFBS 226 22 domain
R 135737 S 1 68 factors;sequence=CTA
ATTAA
TF=NKX6-2; class=Home
AC090825. 1|N  TFB TFBS 226 22 o domain
R 135737 S 1 68 factors; sequence=CTA
ATTAA
TF=PITX3;class=Homeo
AC090825. 1|N  TFB 30 domain
R 135737 S 1FBS 292 0 factors;sequence=CTT
AATCCC
AC090825.1|N TFB TFBS 226 22 TF=PRRX1; class=Homeo
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domain

factors; sequence=CTA
ATTAA

TF=UNCX; class=Homeo
domain

factors; sequence=CTA
ATTAA
TF=MEIS1;class=Homeo
domain
factors;sequence=TTG
ACAG
TF=MEIS3;class=Homeo
domain
factors;sequence=TTG
ACAGG
TF=RBP]J:class=Rel
homology region (RHR)
factors; sequence=CCT
GGGAAAG

TF=ZNF384; class=C2H2
zinc finger
factors;sequence=TTT
AAAAAAAAA
TF=VDR;class=Nuclear
receptors with C4
zinc
fingers;sequence=TGA
GTTCA
TF=VDR;class=Nuclear
receptors with C4
zinc
fingers;sequence=TGA
GTTCA

TF=ARGFX; class=Homeo
domain

factors; sequence=TCT
AATTAAA
TF=KLF15;class=C2H2
zinc finger

factors; sequence=GCC
cceeeece

TF=ZNF460; class=C2H2
zinc finger

factors; sequence=GCC
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27731

0. 9990
94201

0. 9988
97959

0. 9987
98659
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12673

TCAGCCTCCCGAG
TF=LHX9; class=Homeo
domain

factors; sequence=CTA
ATTAA

TF=PRRX2; class=Homeo
domain

factors; sequence=CTA
ATTAA

TF=RHOXF1; class=Home
o domain
factors;sequence=TTA
ATCCC

TF=SHOX; class=Homeo
domain
factors;sequence=TTA
ATTAG
TF=MEIS1;class=Homeo
domain

factors; sequence=ATG
ACAG
TF=MEIS1;class=Homeo
domain

factors; sequence=ATG
ACAG
TF=MEIS1;class=Homeo
domain

factors; sequence=ATG
ACAG

TF=RAX2; class=Homeo
domain

factors; sequence=CTA
ATTAA

TF=NKX6-1; class=Home
o domain

factors; sequence=CTA
ATTAA

TF=RHOXF1; class=Home
o domain
factors;sequence=TTA
ATCCA

TF=LHX5; class=Homeo
domain

factors; sequence=CTA
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70475
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14257
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ATTAA

TF=TLX2; class=Homeo
domain
factors;sequence=TTA
ATTAG
TF=MIXL1;class=Homeo
domain

factors; sequence=TCT
AATTAAA
TF=MEIS2;class=Homeo
domain
factors;sequence=TTG
ACAGG
TF=PITX2;class=Homeo
domain
factors;sequence=TTA
ATCCC
TF=MYB:;class=Tryptop
han cluster

factors; sequence=ACC
AACTGTA
TF=NR2C2 (var. 2) ;clas
s=Nuclear receptors
with C4 zinc
fingers; sequence=GAG
GTCAG
TF=NR2C2 (var. 2) ;clas
s=Nuclear receptors
with C4 zinc
fingers; sequence=GAG
GTCAG
TF=MEIS1;class=Homeo
domain

factors; sequence=CTG
ACAG
TF=MEIS1;class=Homeo
domain

factors; sequence=CTG
ACAG

TF=ZNF384; class=C2H2
zinc finger
factors;sequence=TTA
AAAAAAAAA
TF=NR2C1;class=Nucle
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32864
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78353
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48003
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95438
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04332

0. 9936
95647

0.9934
80683
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30986
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30986

ar receptors with C4
zinc

fingers; sequence=CGA
GGTCAG
TF=NR2C1;class=Nucle
ar receptors with C4
zinc

fingers; sequence=CGA
GGTCAG

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=TAA
AAAAAAAAA
TF=PITX1;class=Homeo
domain
factors;sequence=TTA
ATCCC

TF=ZNF354C; class=C2H
2 zinc finger
factors; sequence=CTC
CAC
TF=TEAD3;class=TEA
domain

factors; sequence=ACA
TTCCT

TF=H0XC4; class=Homeo
domain

factors; sequence=CTC
ATTAA

TF=DRGX; class=Homeo
domain
factors;sequence=TTA
ATTAG

TF=PDX1; class=Homeo
domain

factors; sequence=CTA
ATTAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
AAAAAAAAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
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AAAAAAAAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
AAAAAAAAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
AAAAAAAAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
AAAAAAAAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
AAAAAAAAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
AAAAAAAAA

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=AAA
AAAAAAAAA
TF=KLF15;class=C2H2
zinc finger

factors; sequence=GCC
CCGCCCCG
TF=MIXL1;class=Homeo
domain
factors;sequence=TTT
AATTAGA

TF=DRGX; class=Homeo
domain

factors; sequence=CTA
ATTAA

TF=GSX2; class=Homeo
domain

factors; sequence=CTA
ATTAA

TF=TLX2; class=Homeo
domain

factors; sequence=CTA
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26324
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78233
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62411

ATTAA

TF=DLX6; class=Homeo
domain

factors; sequence=CTA
ATTAA
TF=NFATC4;class=Rel
homology region (RHR)
factors; sequence=GAT
GGAAAAT
TF=HOXD4 ; class=Homeo
domain

factors; sequence=CTC
ATTAA

TF=MNX1; class=Homeo
domain

factors; sequence=TCT
AATTAAA

TF=0TX1; class=Homeo
domain
factors;sequence=TTA
ATCCC

TF=ZNF384; class=C2H2
zinc finger

factors; sequence=TCA
AAAAAAAAA

TF=EMX1; class=Homeo
domain
factors;sequence=TTA
ATTAG
TF=MEIS1;class=Homeo
domain
factors;sequence=TTG
ACAA




