
Supplementary Table S7. The prediction of the transcription factors of AC090825.1.
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AC090825.1|N

R_135737

TFB

S
TFBS 565

57

0
1 - .

TF=ZNF354C;class=C2H

2 zinc finger

factors;sequence=ATC

CAC

AC090825.1|N

R_135737

TFB

S
TFBS

202

1

20

26
1 - .

TF=ZNF354C;class=C2H

2 zinc finger

factors;sequence=ATC

CAC

AC090825.1|N

R_135737

TFB

S
TFBS
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8

15

94
1 + .

TF=NFATC2;class=Rel

homology region (RHR)

factors;sequence=TTT

TCCA

AC090825.1|N

R_135737

TFB

S
TFBS

194

7

19

56
1 + .

TF=KLF5;class=C2H2

zinc finger

factors;sequence=GCC

CCGCCCC

AC090825.1|N

R_135737

TFB

S
TFBS

195

2

19

61
1 + .

TF=KLF5;class=C2H2

zinc finger

factors;sequence=GCC

CCGCCCC

AC090825.1|N

R_135737

TFB

S
TFBS
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1

22

68
1 - .

TF=LBX1;class=Homeo

domain

factors;sequence=TTA

ATTAG

AC090825.1|N

R_135737

TFB

S
TFBS

226

0

22

69
1 + .

TF=ALX3;class=Homeo

domain

factors;sequence=TCT

AATTAAA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1

22

68
1 + .

TF=ISX;class=Homeo

domain

factors;sequence=CTA

ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1

22

68
1 + .

TF=NKX6-2;class=Home

o domain

factors;sequence=CTA

ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS 292
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0
1 - .

TF=PITX3;class=Homeo

domain

factors;sequence=CTT

AATCCC

AC090825.1|N TFB TFBS 226 22 1 + . TF=PRRX1;class=Homeo



R_135737 S 1 68 domain

factors;sequence=CTA

ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1
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68
1 + .

TF=UNCX;class=Homeo

domain

factors;sequence=CTA

ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS

148

7
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1 + .

TF=MEIS1;class=Homeo

domain

factors;sequence=TTG

ACAG
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R_135737

TFB

S
TFBS

148

7
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1 + .
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factors;sequence=TTG

ACAGG
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R_135737

TFB

S
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0
1 - .

TF=RBPJ;class=Rel

homology region (RHR)

factors;sequence=CCT

GGGAAAG
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R_135737
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S
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2
1 + .
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AAAAAAAAA
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S
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8
1 - .
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TFB
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TFBS
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9

23

96
1 - .

TF=VDR;class=Nuclear

receptors with C4

zinc

fingers;sequence=TGA
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AC090825.1|N
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TFB

S
TFBS

226

0
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69
1 + .
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domain
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TFB
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1
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TFBS
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TF=MEIS1;class=Homeo

domain

factors;sequence=ATG

ACAG
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TFB

S
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1
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94201
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domain

factors;sequence=CTA

ATTAA
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TFB

S
TFBS
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1
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68
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97959
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TF=NKX6-1;class=Home

o domain
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ATTAA
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TFB

S
TFBS
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1
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TFB

S
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1
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68
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+ .
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ATTAA
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TFB

S
TFBS
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1
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68
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TFB

S
TFBS

139

1
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TF=NR2C2(var.2);clas
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with C4 zinc
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GTCAG
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R_135737

TFB

S
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9
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TF=MEIS1;class=Homeo
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ACAG

AC090825.1|N
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TFB

S
TFBS
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4
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AAAAAAAAA
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AC090825.1|N

R_135737

TFB

S
TFBS 303
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4

0.9948

32864
+ .

TF=ZNF384;class=C2H2

zinc finger

factors;sequence=TAA

AAAAAAAAA

AC090825.1|N

R_135737

TFB

S
TFBS 292

29

9

0.9947

78353
- .

TF=PITX1;class=Homeo
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factors;sequence=TTA

ATCCC

AC090825.1|N
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TFB

S
TFBS
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1
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0.9940

48003
+ .

TF=ZNF354C;class=C2H
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TFB

S
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95438
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TF=TEAD3;class=TEA

domain
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TFB

S
TFBS 121
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8
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04332
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TFB

S
TFBS
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1
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0.9936

95647
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TF=DRGX;class=Homeo

domain

factors;sequence=TTA

ATTAG
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R_135737

TFB

S
TFBS

226

1
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68

0.9934

80683
+ .

TF=PDX1;class=Homeo

domain

factors;sequence=CTA

ATTAA
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TFB

S
TFBS 304
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5

0.9932

30986
+ .

TF=ZNF384;class=C2H2

zinc finger

factors;sequence=AAA

AAAAAAAAA

AC090825.1|N

R_135737

TFB

S
TFBS 305
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6

0.9932

30986
+ .

TF=ZNF384;class=C2H2

zinc finger

factors;sequence=AAA



AAAAAAAAA

AC090825.1|N

R_135737

TFB

S
TFBS 306
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7

0.9932

30986
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TF=ZNF384;class=C2H2

zinc finger

factors;sequence=AAA

AAAAAAAAA

AC090825.1|N

R_135737

TFB

S
TFBS
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2
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0.9932

30986
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TF=ZNF384;class=C2H2

zinc finger

factors;sequence=AAA

AAAAAAAAA

AC090825.1|N

R_135737

TFB

S
TFBS
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3
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44

0.9932

30986
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zinc finger

factors;sequence=AAA

AAAAAAAAA
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TFB

S
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4
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30986
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AAAAAAAAA
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TFB

S
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5
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0.9932

30986
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zinc finger
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AAAAAAAAA
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TFB

S
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6
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47

0.9932

30986
- .

TF=ZNF384;class=C2H2

zinc finger

factors;sequence=AAA

AAAAAAAAA

AC090825.1|N

R_135737

TFB

S
TFBS

194

7

19

57

0.9931

84677
+ .

TF=KLF15;class=C2H2

zinc finger

factors;sequence=GCC

CCGCCCCG

AC090825.1|N

R_135737

TFB

S
TFBS

226

0

22

69

0.9929

52069
- .

TF=MIXL1;class=Homeo

domain

factors;sequence=TTT

AATTAGA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1

22

68

0.9928

6404
+ .

TF=DRGX;class=Homeo

domain

factors;sequence=CTA

ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1

22

68

0.9922

69432
+ .

TF=GSX2;class=Homeo

domain

factors;sequence=CTA

ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1

22

68

0.9920

6191
+ .

TF=TLX2;class=Homeo

domain

factors;sequence=CTA



ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1

22

68

0.9915

4001
+ .

TF=DLX6;class=Homeo

domain

factors;sequence=CTA

ATTAA

AC090825.1|N

R_135737

TFB

S
TFBS
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7

15

96

0.9909

14365
- .

TF=NFATC4;class=Rel

homology region (RHR)

factors;sequence=GAT

GGAAAAT

AC090825.1|N

R_135737

TFB

S
TFBS 121
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8

0.9906

38987
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TF=HOXD4;class=Homeo

domain

factors;sequence=CTC

ATTAA
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R_135737

TFB

S
TFBS

226

0

22

69

0.9905

91174
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TF=MNX1;class=Homeo

domain

factors;sequence=TCT

AATTAAA

AC090825.1|N

R_135737

TFB

S
TFBS 292

29

9

0.9905

31244
- .

TF=OTX1;class=Homeo

domain

factors;sequence=TTA

ATCCC

AC090825.1|N

R_135737

TFB

S
TFBS

103

8

10
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0.9903

26324
- .

TF=ZNF384;class=C2H2

zinc finger

factors;sequence=TCA

AAAAAAAAA

AC090825.1|N

R_135737

TFB

S
TFBS

226

1

22

68

0.9901

78233
- .

TF=EMX1;class=Homeo

domain

factors;sequence=TTA

ATTAG

AC090825.1|N

R_135737

TFB

S
TFBS

224

7
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0.9901

62411
+ .

TF=MEIS1;class=Homeo

domain

factors;sequence=TTG

ACAA


