Supplementary Table S6. GSVA results of different risk subgroups based on frincRNA
signature.

AveE P.Val adj.P
id logic O abad-top
T ue .Val
0. 005
0.0751 0.0101 3.6959 0.000 0. 0097
MODULE. 540 74079
97249 93773 94365 2496 , 58712
0.000  0.009
GO 4 TRON 4 SULFUR CLUSTE  -0.058 -0.041 -3.543 0.516
44196 72327
R _BINDING 588567 018879 247002 i . 820374
0.000  0.009
GO TRON SULFUR CLUSTER AS  -0.076 -0.044 -3.541 -0.521
44414 72327
SEMBLY 9270067 337002 911235 ) . 333478
0.001  0.021
GO _SEQUESTERING OF TRON T  0.0934 0.0380 3.2914 ~1.339
08532 70642
ON 02211 53515 65394 1 o L77oal
0.001 0.021
~0.065 -0.022 -3.278 ~1.380
GO HEME_TRANSPORT 13588 70642
357992 27842 284755 i ;650903
0.001 0.024
GO CELLULAR TRON TON HOME  0.0368 -0.011 3.2213 ~1.558
38061 85104
0STASTS 07403 087988 10645 \ , 11053
0.002  0.037
GOMULTICELLULAR ORGANISV ~ 0.0660 0.0119 3.0813 .0 . 1981
AL TRON TON HOMEOSTASTS 63519 21837 60939 . ;169623
0. 055
0.0642 —0.002 2.9396 0.003 ~9.39]
GO TRON IMPORT INTO CELL 62815
46779 682862 50568 47676 , 883631
0. 004
0.0312 -0.011 2.8858 0.061 -2.542
GO TRON TON HOMEOSTASIS 11490
61069 953805 89515 . 7236 748144
0. 070
0.0365 —-0.004 2.8200 0.005 9.723
GO _RESPONSE_TO TRON TON 56280
78172 878373 98674 0402 o 737518
0.024 0.315
0.0192 0.0052 2.2611 4,098
GO TRON TON BINDING 98439 69717
91184 0826 97476 X o 1465607
0. 432
~0.026 -0.019 -2.103 0.036 4. 432
GO _HEME METABOLIC PROCESS 39887
58728 157496 657558 03324 , 808852
0.049 0. 545
~0.036 -0.022 —1.969 4. 698
HEME BIOSYNTHETIC PROCESS 55627 11899
701962 044884 762915 ; , 409857

GO_IRON_ION_TRANSMEMBRANE  0.0422 -0.033 1.9657 0.050 0.545 —4.706
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