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Supplementary figure 2
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‘ Phylum Genus
B Firmicutes M Faecalibacterium EF404137_g B AB626922_g EF445272_g
B Bacteroidetes Oscillibacter B AM406061_g M Fl966226 g F1673883_g
B Actinobacteria B Blautia B Lachnospira B Eubacterium_gB B EuB44239 g
. Tenericutes . Clostridium_g4 EU381725 g | | AMBIET16 g | | EU381820 g
M rProtecbacteria Megamaonas W Pseudoflavonifractor [ ] Bacteroides_gl n GU174150_g
! Verrucomicrobia W Roseburia B cClostridium_g9 B EFa04752 g I HQ716526_g
| | Cyanobacteria B Dialister Phascolarctobacterium | | Eubacterium_g21 W Escherichia
Synergistetes n Anaerostipes | | Clostridium_g21 Weissella Sutterella
| | Bacteria_uc Clostridium EUB42723 g M Bacteroides Klebsiela
Chloroflexi B Dores | | Butyricicoccus B Prevotella [ | Haemophilus
n Planctomycetes [ Eubacterium_g5s | Streptococcus [ ] Alistipes B ikkermansia
o M7 H Ruminococcaceae_uc | | Eubacterium_g4 Parabacteroides ETC
] Lentisphaerae ] Catenibacterium EF403870_g EUB45084_g
| | Nitrospirae ] Subdoligranulum B veillonella [ | Bacteroidaceae_uc
Gemmatimonadetes M Gu3z4404_g AB1B5816_g M Barnesiella
B Acidobacteria B AmM277340_g B GQi75418_g B odoribacter
M pgo71484 g W coprococcus_gl DQ824928_g
M Ruminococcus_g4 Coprococcus Alloprevotella
n Ruminococcus_g2 | | AM500B02_g | Paraprevotella
B Lactobacillus B AB239481 g EUB45084_f_uc
B Lachnospiraceae_uc B Ruminococcus_g3 M Prevotellaceae_uc
Ruminococcus Enterococcus | | Butyricimonas
B Goa97es4 g B DQ394658_g Bacteroidales_uc_g
I Turicibacter B Eubacterium_g7 EF406806_g
B Eubacterium_g2 W Anserofilum W Bifidobacterium
| Clostridiales_uc_g | | Coprobacillus_f_uc B collinsella
HQ716403 g AY442825 g Adlercreutzia
GQB71709 g | | Peptostreptococcaceae_uc | ] DQo05324 g
AM183112_g ACTP_g W HEG11021 g
W AB626898_g W AM275436_g
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Actinobacteria
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Cyanobacteria
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Bacteria_uc
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TM?
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Gemmatimonadetes
Acidobacteria

Genus

Faecalibacterium
Oscillibacter
Blautia
Clostridium_g4
Megamonas
Roseburia
Dialister
Anaerostipes
Clostridium

Dorea
Eubacterium_g5
Ruminococcaceas_uc
Catenibacterium
Subdoligranulum
GU324404_g
AM277340_g
DQO071484_g
Ruminococcus_g4
Ruminococcus_g2
Lactobacillus
Lachnospiraceae_uc
Ruminococcus
GQB97654_g
Turicibacter
Eubacterium_g2
Clostridiales_uc_g
HQ716403_g
GQB71700_g
AM183112_g

EF404137_q
AM406061_g
Lachnospira
EU381725_g
Pseudoflavonifractor
Clostridium_g9
Phascolarctobacterium
Clostridium_g21
EUB42723_g
Butyricicoccus
Streptococcus
Eubacterium_g4
EF403870_q
Veillonella
AB1B5B16_g
GQ175418_g
Coprococcus_gl
Coprococcus
AMS00802_a
AB239481_g
Ruminococcus_g3
Enterococcus
DQ394658_g
Eubacterium_g7
Anaerofilum
Coprobacillus_f_uc
AY442825_g
Peptostreptococcaceas_uc
ACTP_g

ABG26898_g
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AB626922_g
FI1966226_g
Eubacterium_g8
AMB96716_g
Bacteroides_gl
EF404752_g
Eubacterium_g21
Weissella
Bacteroides
Prevotella
Alistipes
Parabacteroides
EUB45084_g
Bacteroidaceae_uc
Barnesiella
Odoribacter
DQB24928_g
Alloprevotella
Paraprevotella
EUB45084_f uc
Prevotellaceae_uc
Butyricimonas
Bacteroidales_uc_g
EF406806_g
Bifidobacterium
Collinsella
Adlercreutzia
DQO05324 g
HE611021_g
AM275436_g

EF445272_g
FI1673883_g
EUB44239_g
EU3B1820_g
GU174150_g
HQ716526_g
Escherichia
Sutterella
Klebsiella
Haemophilus
Aldcermansia
ETC
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