—_ ID Description
G0:0033613 activating transcription factor binding
G0:0046982 protein heterodimerization activity
G0:0042805 actinin binding
G0:0004879 nuclear receptor activity
G0:0098531  transcription factor activity, direct ligand regulated sequence-specific DNA binding
G0O:0003707 steroid hormone receptor activity
G0:0001228 DNA-binding transcription activator activity, RNA polymerase Il-specific
G0O:0000978 RNA polymerase Il proximal promoter sequence-specific DNA binding
G0:0003682 chromatin binding
G0:0000987 proximal promoter sequence-specific DNA binding
G0:0005126 cytokine receptor binding
G0O:0005172 vascular endothelial growth factor receptor binding
G0:0016004 phospholipase activator activity
G0:0004861 cyclin-dependent protein serine/threonine kinase inhibitor activity
G0:0004953 icosanoid receptor activity
G0:0042301 phosphate ion binding
G0:0060229 lipase activator activity
G0:0005161 platelet-derived growth factor receptor binding
G0:0036041 long-chain fatty acid binding
G0:0046965 retinoid X receptor binding
G0:0005123 death receptor binding
G0:0016538 cyclin-dependent protein serine/threonine kinase regulator activity
G0:0004190 aspartic-type endopeptidase activity
G0:0000979 RNA polymerase Il core promoter sequence-specific DNA binding
G0:0001223 transcription coactivator binding
G0:0051393 alpha-actinin binding
G0O:0070001 aspartic-type peptidase activity
G0O:0070412 R-SMAD binding
G0:1901567 fatty acid derivative binding
G0:0001968 fibronectin binding
G0:0042974 retinoic acid receptor binding
G0:0005504 fatty acid binding
G0:0042056 chemoattractant activity
G0:0051059 NF-kappaB binding
G0:0030291 protein serine/threonine kinase inhibitor activity
G0:0001046 core promoter sequence-specific DNA binding
G0:0001102 RNA polymerase Il activating transcription factor binding
G0:0001221 transcription cofactor binding
G0:0030331 estrogen receptor binding
G0:0001047 core promoter binding
G0:0050840 extracellular matrix binding
G0:0030374 nuclear receptor transcription coactivator activity
G0:0032813 tumor necrosis factor receptor superfamily binding
G0:0004722 protein serine/threonine phosphatase activity
GO:0070888 E-box binding
G0:0004197 cysteine-type endopeptidase activity
G0:0043621 protein self-association
G0:0033293 monocarboxylic acid binding
GO:0070491 repressing transcription factor binding
G0O:0004860 protein kinase inhibitor activity
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