Supplementary Material

1 Supplementary Table

Supplementary Table 1. Gene targets of Fuzi

ID Name Target Symbol
MOL002211 11,14-eicosadienoic acid  Nuclear receptor coactivator 2 NCOA2
MOL002388 Delphin_qgt Prostaglandin G/H synthase 1 PTGS1
MOL002388 Delphin_qt Prostaglandin G/H synthase 2 PTGS2
MOL002388 Delphin_qt Nuclear receptor coactivator 2 NCOA2
MOL002392 Deltoin Prostaglandin G/H synthase 1 PTGS1
MOL002392 Deltoin ?ffu'ﬁf? ;2?}2”6' protein type 5 SCN5A
MOL002392 Deltoin Prostaglandin G/H synthase 2 PTGS2
MOL002392 Deltoin Acetylcholinesterase ACHE
MOL002392 Deltoin Alpha-1B adrenergic receptor ADRA1B
MOL002392 Deltoin Beta-2 adrenergic receptor ADRB?2
MOL002392 Deltoin Trypsin-1 PRSS1
MOL002395 Deoxyandrographolide Prostaglandin G/H synthase 2 PTGS2
MOL002395 Deoxyandrographolide Progesterone receptor PGR
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MOL002395 Deoxyandrographolide Nuclear receptor coactivator 2 NCOA2
MOL002395 Deoxyandrographolide Nuclear receptor coactivator 1 NCOAl
MOL002398 Karanjin Prostaglandin G/H synthase 1 PTGS1
MOL002398 Karanjin Estrogen receptor ESR1
MOL002398 Karanjin Prostaglandin G/H synthase 2 PTGS2
MOL002398 Karanjin Serine/threonine-protein kinase Chk1l CHEK1
MOLO000359 sitosterol Progesterone receptor PGR
MOLO000359 sitosterol Nuclear receptor coactivator 2 NCOA2
MOLO000359 sitosterol Mineralocorticoid receptor NR3C2
Supplementary Table 2. Gene targets of Banxia

ID Name Target Symbol
MOL000358 beta-sitosterol Serum paraoxonase/arylesterase 1 PON1
MOL000519 coniferin Estrogen receptor ESR1
MOL002714 baicalein Androgen receptor AR
MOL000519 coniferin Androgen receptor AR



(3S,6S)-3-(benzyl)-6-(4-

MOLO006957 hydroxybenzyl)piperazine-2,5- Androgen receptor AR
quinone
MOL002714 baicalein Cytochrome ¢ CYCS

Vascular endothelial growth factor

MOL002714 baicalein A VEGFA
MOL002670 cavidine Prostaglandin G/H synthase 1 PTGS1
MOL002714 baicalein Prostaglandin G/H synthase 1 PTGS1
MOL000358 beta-sitosterol Prostaglandin G/H synthase 1 PTGS1
MOL000449 stigmasterol Prostaglandin G/H synthase 1 PTGS1
MOL005030 gondoic acid Prostaglandin G/H synthase 1 PTGS1
MOL006936 10,13-eicosadienoic Prostaglandin G/H synthase 1 PTGS1
MOL000519 coniferin feeg;’;igfg‘aemp;‘:iferator activated b\
MOL002714 baicalein Apoptosis regulator Bcl-2 BCL2
MOL000358 beta-sitosterol Apoptosis regulator Bcl-2 BCL2
MOL 002670 cavidine m;scarinic acetylcholine receptor CHRMS
MOL002714 baicalein Trypsin-1 PRSS1

MOL002670 cavidine 5-hydroxytryptamine receptor 3A° HTR3A
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baicalein Apolipoprotein D APOD
beta-sitosterol Caspase-9 CASP9
beta-sitosterol Caspase-3 CASP3
beta-sitosterol Caspase-8 CASP8
beta-sitosterol Protein kinase C alpha type PRKCA

Supplementary Table 3. Number of targets corresponding to different components

Source MolName count
Banxia baicalein 19
Banxia beta-sitosterol 15
Banxia Stigmasterol 11
Banxia Cavidine 9
Banxia coniferin 6
Banxia gondoic acid 2
Banxia 10,13-eicosadienoic 2
Banxia 24-Ethylcholest-4-en-3-one 2
Banxia (3S,6S)-3-(benzyl)-6-(4- 1

hydroxybenzyl)piperazine-2,5-
quinone
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Banxia Cycloartenol 1
Fuzi Deltoin 7
Fuzi Deoxyandrographolide 4
Fuzi Karanjin 4
Fuzi Delphin_gt 3
Fuzi sitosterol 3
Fuzi 11,14-eicosadienoic acid 1
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Supplementary Table 5. The data of KEGG enrichment analysis
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