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. 36E-13
. 60E-13 —2.
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. 84E-13 -1.
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. 86E-16 —3.
. 13E-16 —1.
. 33E-16 —2.
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. 26E-15

599154 SLC26A8
467432 MTF1
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581387 CKAP4
031115 GPR84
571025 APOBR
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. 13E-15 2.
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. 65E-15 3.
. 55E-15 2.
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502876 KIF1B
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-1. 83006 KIF1B
. 13E-14 1. 6236873 KLRB1
.57E-14 -1.
. 26E-14 —1.
. 28E-14 -1.
-1. 81391 AIM2
.49E-14 -1. 405556 HIST2H2AA<histone c]
—2. 4067 TCN2

322112 USB1
034845 ASAP1
270428 SLC2A3

337643 ECE1
808405 DYSF
153249 SMA4

solute cat
metal regt
H2A histor
cytoskelet
G protein-
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NLR family
toll like
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kinesin fe
zinc finge
mast cell
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vanin 1

insulin 1i
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5-oxoproli
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solute cai1
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transcobal
endothelir
dysferlin
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390704 HIST2H2AAhistone c]

635941 ADM
341305 PHTF1
126808 MAPK14

—-1. 73545 GYG1

537783 ANXA3
429878 PLBD1
009572 ERO1A

116297 LILRA6
029502 LRPAP1
006458 BAZ1A
224538 SRPK1
835697 LIMK2
309474 FCGR1A
176361 KREMEN1

adrenomedt
putative
mitogen—ac
glycogenir
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phospholig
endoplasmi
TBC1 domai
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LDL recept
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SRSF prote
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Gene. symbcGene. titleGene. ID

116369
4520
55766
10970
53831
55911
4671
7100
8338
692084
23095
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199675
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3640
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3240
26873
23095
3820
79650
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79887
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79168
4043
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3985
2209
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TLMN_2394:
TLMN_2266¢
TLMN 1767
TLMN_2144-
TLMN_1685¢
TLMN_1672¢
TLMN 16671
TLMN 1737
TLMN_17811
TLMN_1664(
TLMN_ 17027
TLMN_1766(
TLMN_1685(
TLMN_2364]
TLMN_1787¢
TLMN_1717¢
TLMN_1654:
TLMN 1651¢
TLMN_1701¢
TLMN_1766(
TLMN_1755]
TLMN 1747¢
TLMN_1813¢
TLMN_1772¢
TLMN_ 1812
TLMN_2092¢
TLMN_2050¢
TLMN 2261¢
TLMN_1730¢
TLMN_1726¢
TLMN_1669:¢
TLMN 1733<
TLMN_1747:
TLMN_2268:
TLMN_2113¢
TLMN_1670:¢
TLMN 18117
TLMN_1766¢
TLMN_1781(
ILMN_1760]
TLMN_1679]
TLMN 1770
TLMN_1796:¢
TLMN_1737¢
TLMN_ 1764«
TLMN_2367¢
TLMN_1727¢
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19E-10
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.61E-10
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. 02E-09
. 02E-09
. 02E-09
. 02E-09
. 15E-09
. 34E-09
. 69E-09
. T7E-09
. 99E-09
. 45E-09
. 50E-09

59E-09

. 74E-09
. 84E-09
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.67E-12
.67E-12
. 95E-12
. 34E-12
.98E-12
. 16E-12
. 58E-12
.53E-12
.73E-12
. 05E-12
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.T9E-12
. 09E-12
. 32E-12
. 66E-12
.67E-12
. 03E-12
. 09E-12
. 22E-12
. 50E-12
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L 17E-11
. 19E-11
. 22E-11
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.44E-11
.61E-11
. 7T9E-11
. 78E-11
.81E-11
. 10E-11

-2.
-1.
-1.
-1.
-1.
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428279 SLC26A8
149937 LILRAS
151234 RRP12

360103 B4GALT5
209115 SLC26A8
-1. 044267 SQRDL
-1. 431564 BCL6
-1. 682174 MYBPC3
—2. 888601 CACNALE
—1. 263758 SEMA4A
-1. 141134 SH3GLB1
—-1. 774673 SLC22A4
-1. 044413 GBA
—-1. 83754 C3AR1
-1. 443859 AP5B1
-1. 171532 HMGB2
-1. 289139 BASP1
-1. 865663 ALPL
-1. 242041 ABCA1
-1. 102962 GBA
-2. 4516 HIST2H2AB
-1. 218017 TRIM25
—-2. 449319 KREMEN1
-3. 204693 ARG1
—-1. 713841 HPSE
—-1. 653 SLC22A4
-2. 055988 FCGR1B
-2.1165 FOLR3
-1. 770289 LILRAS
-1. 367961 DRAM1
-1. 604839 SULT1B1
-1. 467789 LTB4R
-1.091741 RRBP1
-1. 30799 TOR1AIP2
-1. 67222 HK3
. 021398 GRN
. 149228 STOM
. 129556 SOCS3
. 296929 NAIP
. 263622 SERPINB1
. 240628 DDAH2
. 367294 MMP9
. 022588 N4BP2L.2
. 940829 TECPR2
-1. 52613 LIMK2
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leukocyte
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tectonin I
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116369
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T
64218
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317772
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TLMN 2123
TLMN 1733¢
TLMN_ 2357«
TLMN_1798:
TLMN_1766¢
TLMN_1687¢
TLMN 1785’
TLMN_2364(
TLMN_1728"
TLMN_2391(
TLMN_2367¢
TLMN_1743(
TLMN 1861¢
TLMN_1769¢
TLMN_1802<
TLMN_1796¢
TLMN 17901
TLMN 3251¢
TLMN_2319(
TLMN_1756¢
TLMN_1805"
TLMN_1779¢
TLMN_1737¢
TLMN_1693¢t
TLMN_1774¢
TLMN_1748¢
TLMN 17501
TLMN_1659]
TLMN_2169«
TLMN 18111
TLMN_2307¢
TLMN_3234(
TLMN_3215¢
TLMN_1690¢t
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329184 CAMKK2
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439401 HPSE
511638 MAPK14
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354369 LOC146880
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383898 TDRDY
004052 AGTRAP
019261 N4BP2L2
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355335 CREB5
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693514 SIGLECS
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interferor
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tudor dome
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353514
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131540
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4582
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5729
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TLMN_1739¢
TLMN_1771(
TLMN_2202¢
TLMN_1666+
TLMN_1808¢
TLMN_1766]
TLMN 3243¢
TLMN_ 1717¢
TLMN_1711¢
TLMN 17211
TLMN_1722]
TLMN 1663«
TLMN 1748:¢
TLMN_1733:
TLMN_1709:
TLMN_1763:¢
TLMN 3245
TLMN 1724:
TLMN_2075(
TLMN_1738¢
TLMN 1684
TLMN 1688«
TLMN_1726¢
TLMN_1655¢
TLMN_2309]
TLMN_1714¢
TLMN_1659¢
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TLMN_1715(
TLMN_1790¢
TLMN_3244:
TLMN 1752<
TLMN_1765¢
TLMN_2409:
TLMN_2117¢
TLMN_1774(
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TLMN_2186(
TLMN_2204¢
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TLMN_1685(
TLMN_1732¢
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TLMN_1750¢
TLMN_1699¢
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. 15E-07
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. 22E-07
. 24E-07
. 24E-07
. 25E-07
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. 67E-07
. 67E-07
. 13E-07
. 18E-07
. 87E-07
. 90E-07
. 98E-07
. 98E-07
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. 06E-07
. 06E-07
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. 54E-07
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. 25E-07
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. 3TE-07
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49E-07
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34E-07
65E-07

. T1E-07
. 18E-07
. 9TE-07

. 37E-09
. 38E-09 2.
. 39E-09 -1
.43E-09 -1
.58E-09 -1
. 78E-09 -1
. 80E-09
.89E-09 -1
.90E-09 -1
.43E-09 -1
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.57E-09 1.
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.57E-09 -1
.T2E-09 -1
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. 75E-10 1.
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. 11E-10

. 74E-10 -1
. 94E-10 —2. 584718 CASP5
. 00E-09 -1
.07E-09 -1
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. 21E-09 2.
. 28E-09 1.
. 28E-09 -1
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1199044 TNRC6A

. 139016 HAUS4

. 233154 FARZ

. 127019 STK3

. 074859 SBNO2
.410012 BCAT1

. 169617 DDX60L

. 170781 RNF24
-1. 2462 ARHGAP26
. 528827 HIST1H3D

. 304441 RGL4

. 161133 CXCL14
. 003312 C1IRL
.611178 FF5
3398288 CCR3
0023624 SNORA61
. 030392 GRN

-1. 33067 PGS1
. 36E-09 -2. 139902 SLC1A3
—-1. 00425 PXN

6079194 FCER1A

. 037821 CARD16

. 390759 CDK5RAP2
. 344023 SMARCD3
. 922748 MGAM

-1. 03602 DNAJC3

. 145532 PGD
. 082083 AQP9
. 236944 CRISPLD2

1277846 DHRS3
. 743429 ADGRG3
. 372606 CCPG1
. 228621 PLXNC1

. 311588 PYGL

-1. 51095 PFKFB3

374639 ST3GAL4
006018 LILRB3
014528 C5AR1
267853 SORT1
121893 ITGAM
520165 SIPA1L2
859966 CYP1B1
119496 MKNK1

trinucleot
HAUS augmi
fatty acy]
serine/thi
strawberrsy
branched ¢
DEAD-box
ring finge
Rho GTPas¢
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caspase b
ral guanir
C-X-C moti
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coagulatic
C—C motif
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granulin

phosphatic
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paxillin

Fc fragmer
caspase re¢
CDK5 regul
SWI/SNF re
maltase—g]
DnaJ heat
phosphoglt
aguaporin
cysteine 1
ASAP1 int:
dehydroger
adhesion (
cell cycle
plexin C1
CD177 mole
phosphory]
6—phosphot
ST3 beta—¢
leukocyte
complement
sortilin |
integrin ¢
signal inc
cytochrome
MAP kinase

27327
54930
55711
6788
22904
586
91351
11237
23092
8351
838
266747
9547
51279
2153
1232
677838
2896
9489
6507
5829
2205
114769
55755
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TLMN_1656:¢
TLMN_1658:¢
TLMN_1651¢
TLMN_1668¢
TLMN_1794:
TLMN_1780¢
TLMN 1762¢
TLMN_2044+
TLMN_2397¢
TLMN_1776¢
TLMN_2321¢
TLMN 1684
TLMN_1794¢
TLMN_2055"
TLMN 1651«
TLMN_2249(
TLMN 1687
TLMN 1717
TLMN_2404]
TLMN_1815(
TLMN_1725¢
TLMN 23717
TLMN 17411
TLMN_ 17774
TLMN_1776¢
TLMN_1654:
TLMN 1659«
TLMN_2078¢t
TLMN_17671
TLMN_2169:
TLMN_1788(
TLMN_1694¢
TLMN 1671:
TLMN_1675¢
TLMN_1664:
TLMN_1742¢
TLMN 17891
TLMN_1806:
TLMN_1913¢
TLMN_1796¢
TLMN_1709:
TLMN_1669¢
TLMN_1691¢
TLMN_2301(
TLMN_1741¢
TLMN_1656(
TLMN_2066¢
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. 08E-07
. 21E-07
. 23E-07
. 38E-07
. 63E-07
. 19E-07
. 35E-07
. 09E-07
. 17E-07
. 67E-07
. 91E-07
. 50E-07
. 13E-07
. 00E-06
. 00E-06
. 05E-06
. 04E-06
. 10E-06
. 11E-06
. 12E-06
. 12E-06
. 12E-06
. 13E-06
. 25E-06
. 32E-06
. 39E-06
.41E-06
. 47E-06
. 56E-06
. 56E-06
. 62E-06
. 63E-06
. 68E-06
. 69E-06
. T6E-06
. 81E-06
. 81E-06
. 83E-06
. 83E-06
. 84E-06
. 89E-06
. 92E-06
. 95E-06
. 94E-06
. 95E-06
. 96E-06
. 00E-06
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.46E-09 —1. 274343 GLT1D1
. 60E-09 1. 2981605 KLRG1

. 64E-09 —2. 448379 COL17A1
. T9E-09 1. 755679 SLC2A14
. 05E-09 1. 3225137 CTSW

. 65E-09 —1. 863952 CLEC5A
. 86E-09 —1. 043427 C9orf72
.64E-09 1. 6611351 NCR3

. 74E-09 —1. 088589 KDM6B

. 32E-09
.62E-09 1. 3059317 P2RY10

. 35E-09 —1. 431438 ACSL1
.60E-09 —1. 161327 GPAT3

. 97E-09 1. 6350089 KLRF1

. 01E-08 —-1. 297736 HIST1H2BD
. 07E-08 2. 4357673 LRRC26

. 05E-08 —1. 166121 VCAN

. 13E-08 —1. 078415 C9orf66

. 14E-08 —1. 030716 SERPINA1
. 15E-08 —1. 709705 ADGRG3

. 16E-08 1. 3705781 NELL2

. 17E-08 —1. 605292 CEACAM1
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