
Table S3  Enrichment Analysis of Resveratrol-OA PPI Network

Category Term Description Count % PValue Genes

GO:0001501 skeletal system development32 12.4031 7.28E-28 COL11A2, TNFRSF11B, AEBP1, PHEX, HAPLN1, COMP, ADAMTS4, ACAN, ANKH, FRZB, BGLAP, COL10A1, SOX9, TRAPPC2, TGFB2, VDR, IGF1, MMP9, TGFBR1, BMP5, EXT1, COL1A1, COL3A1, BMP2, COL2A1, COL1A2, COL5A2, COL9A2, FGFR3, MATN3, FGFR1, FBN1

GO:0043401 steroid hormone mediated signaling pathway21 8.139535 1.33E-22 RARG, THRB, THRA, VDR, NR1H2, NR1I2, HNF4G, NR1H4, NR1H3, RORA, ESRRG, ESR1, NR3C2, RXRB, RXRA, RARA, RARB, PGR, PPARG, PPARA, PPARD

GO:0030574 collagen catabolic process20 7.751938 6.08E-20 MMP1, COL11A1, MMP2, COL11A2, MMP3, MMP8, MMP9, CTSS, MMP12, COL1A1, COL3A1, ADAMTS14, COL2A1, MMP13, COL1A2, COL5A1, CTSK, COL5A2, COL10A1, CTSB

GO:0006367 transcription initiation from RNA polymerase II promoter24 9.302326 8.37E-17 RARG, THRB, THRA, VDR, NR1H2, NR1I2, HNF4G, NR1H4, NR1H3, RORA, ESRRG, NR3C1, ESR1, ESR2, NR3C2, RXRB, AR, RXRA, RARA, RARB, PGR, PPARG, PPARA, PPARD

GO:0030198 extracellular matrix organization26 10.07752 2.32E-16 COL11A1, TNFRSF11B, ITGAL, TNF, HAPLN1, COMP, ACAN, TTR, KDR, SPP1, COL10A1, SOX9, DCN, COL1A1, COL3A1, COL2A1, COL1A2, COL5A1, COL5A2, COL9A1, MATN1, COL9A3, COL9A2, MATN3, FBN1, DDR2

GO:0022617 extracellular matrix disassembly18 6.976744 1.09E-15 MMP1, MMP2, MMP3, ADAM10, MMP8, MMP9, DCN, CTSS, MMP12, ADAMTS4, ACAN, ADAMTS5, MMP13, CTSK, SPP1, TIMP1, ELANE, FBN1

GO:0030199 collagen fibril organization13 5.03876 3.01E-13 TGFB2, COL11A1, COL11A2, TGFBR1, COL1A1, ACAN, COL3A1, ADAMTS14, COL2A1, COL1A2, COL5A1, COL5A2, DDR2

GO:0045893 positive regulation of transcription, DNA-templated35 13.56589 4.54E-13 SRC, NR1I2, RORA, TNF, SEC14L2, ERBB4, MAPK1, SOX9, IL10, SMAD2, MAP2K1, SMAD4, TGFB1, SMAD3, TGFB3, NR1H2, INSR, NR1H3, ESRRG, IGF1, ESR1, TGFBR1, RUNX2, ESR2, CCNA2, COL1A1, AR, BMP2, IL6, IL1B, CDK2, RARA, PPARG, PPARA, PPARD

GO:0043066 negative regulation of apoptotic process32 12.4031 2.36E-12 GSK3B, RARG, SRC, GSTP1, XIAP, PIK3R1, EGFR, AURKA, COMP, ERBB4, KDR, PIM1, SOX9, TIMP1, IL10, NQO1, SMAD3, NR1H4, BRAF, IGF1, SMAD6, MMP9, IL2, IL6, ALB, RARA, MDM2, DPEP1, RARB, BIRC7, TEK, PPARD

GO:0043627 response to estrogen 14 5.426357 1.30E-11 DTYMK, HSP90AA1, TGFB3, APOA2, TNFRSF11B, SMAD6, ESR1, TGFBR2, BGLAP, CA2, CTNNA1, MAPK1, PPARG, TEK

GO:0001503 ossification 15 5.813953 1.42E-11 SLC26A2, THRA, COL11A1, COL11A2, MMP9, EGFR, RUNX2, BMP5, EXT1, MGP, COL5A2, SPP1, TNFSF11, SOX9, DDR2

GO:0008284 positive regulation of cell proliferation31 12.0155 2.27E-11 RARG, EGFR, DPP4, ERBB4, KDR, MAPK1, SOX9, TIMP1, TGFB2, TGFB1, INSR, AKR1C3, ADAM10, AKR1C2, IGF1, F2, TGFBR1, RUNX2, IL2, PGF, TGFBR2, AR, ADAM17, IL6, KIT, CDK2, RARA, MDM2, RARB, FGFR3, FGFR1

GO:0007179 transforming growth factor beta receptor signaling pathway15 5.813953 1.01E-10 SMAD2, TGFB2, SMAD4, TGFB1, SMAD3, TGFB3, SRC, SMAD6, GDF5, TGFBR1, TGFBR2, FKBP1A, COL3A1, COL1A2, FNTA

GO:0006954 inflammatory response 27 10.46512 1.34E-10 CRP, CXCL8, TNFAIP6, TNFRSF11B, ITGAL, PTGS2, MEFV, TNF, PIK3CG, PTGS1, SPP1, IL10, TGFB1, SYK, NR1H4, IL1A, ZAP70, BMP2, IL6, IL1B, KIT, MAPKAPK2, CHI3L1, PRKCQ, S100A9, TLR4, IL17A

GO:0070374 positive regulation of ERK1 and ERK2 cascade19 7.364341 1.70E-10 MAP2K1, TGFB1, SRC, PLA2G2A, BRAF, PTPN11, HMGCR, TNF, EGFR, BMP2, IL6, ERBB4, TRPV4, KDR, ABL1, CHI3L1, TEK, FGFR3, TLR4

GO:0000187 activation of MAPK activity15 5.813953 7.99E-10 MAP2K1, TGFB3, INSR, PTPN11, IGF1, MAPK14, TNF, DUSP6, MAPK10, BMP2, IL1B, KIT, MAPKAPK2, MAPK1, TLR4

GO:0010718 positive regulation of epithelial to mesenchymal transition10 3.875969 1.01E-09 SMAD2, COL1A1, TGFB2, SMAD4, BMP2, TGFB1, SMAD3, TGFB3, TGFBR1, TGFBR2

GO:0008285 negative regulation of cell proliferation26 10.07752 1.75E-09 RARG, CXCL8, PTGS2, ERBB4, FRZB, IL10, SMAD2, BCHE, TGFB2, MAP2K1, SMAD4, TGFB1, TGFB3, VDR, SMAD6, BMP5, IL1A, AR, BMP2, IL6, FABP3, FABP6, IL1B, FABP7, RARA, RARB

GO:0030335 positive regulation of cell migration18 6.976744 2.92E-09 TGFB1, SMAD3, F10, TNFAIP6, INSR, ADAM10, PIK3R1, IGF1, EGFR, TGFBR1, MYLK, COL1A1, BMP2, ADAM17, AKT2, KIT, KDR, MAPK1

GO:0030522 intracellular receptor signaling pathway10 3.875969 4.00E-09 AR, THRB, THRA, NR1I2, NR1H4, HNF4G, NR1H3, RORA, PPARA, PPARD

GO:0030168 platelet activation 14 5.426357 1.98E-08 SYK, PDPK1, SRC, PTPN11, PIK3R1, F2, PIK3CG, COL1A1, COL3A1, IL6, COL1A2, LCK, MAPK1, PRKCQ

GO:0050728 negative regulation of inflammatory response12 4.651163 2.79E-08 SMAD3, TNFAIP6, NR1H4, ACP5, NR1H3, RORA, TEK, MEFV, PPARA, IL2, ELANE, PPARD

GO:0014068 positive regulation of phosphatidylinositol 3-kinase signaling11 4.263566 4.53E-08 TGFB2, ERBB4, KIT, KDR, TEK, SOX9, IGF1, F2, DCN, FGFR1, PPARD

GO:0002062 chondrocyte differentiation9 3.488372 1.01E-07 BMP2, COL2A1, TGFB1, COL11A2, MAPK14, FGFR3, GDF5, RUNX2, FGFR1

GO:0007165 signal transduction 43 16.66667 1.10E-07 ITK, CXCL8, TNFAIP6, CRABP2, SRC, NR1I2, TNFRSF11B, PIK3R1, NR3C1, ITGAL, EGFR, NR3C2, HPGDS, ERBB4, AKT2, CASP1, PDE4B, MAPK1, SOX9, MAP2K1, HSP90AA1, VDR, PDE4D, NR1H4, IGF1, MAPK14, ESR1, TGFBR1, PGF, ESR2, EXT1, MAPK10, AR, IL1B, KIT, RARA, RARB, PPARG, PGR, TEK, S100A9, MET, DDR2

GO:0048384 retinoic acid receptor signaling pathway7 2.713178 1.80E-07 RXRB, RARG, RXRA, NR1H2, RARA, RARB, ESRRG

GO:0050900 leukocyte migration 13 5.03876 3.30E-07 MMP1, SRC, PTPN11, PIK3R1, ITGAL, F2, MMP9, COL1A1, PROCR, COL1A2, LCK, PDE4B, TEK

GO:0042593 glucose homeostasis 12 4.651163 3.66E-07 IL6, RBP4, INSR, TRPV4, NR1H4, PTPN11, PPARG, PYGL, PCK1, GCK, PDK2, FBN1

GO:0018105 peptidyl-serine phosphorylation13 5.03876 4.30E-07 GSK3B, SYK, PDPK1, SRC, MAPK14, TGFBR1, TGFBR2, AKT2, MAPKAPK2, CDK2, MAPK1, PRKCQ, PRKACA

GO:0030512 negative regulation of transforming growth factor beta receptor signaling pathway10 3.875969 4.80E-07 SMAD2, ADAM17, TGFB1, SMAD3, PDPK1, TGFB3, SMAD6, TGFBR1, ASPN, TGFBR2

GO:0007173 epidermal growth factor receptor signaling pathway9 3.488372 1.86E-06 ADAM17, TGFB1, PDPK1, SRC, ABL1, PTPN11, SOX9, PIK3R1, EGFR

GO:0007169 transmembrane receptor protein tyrosine kinase signaling pathway11 4.263566 1.89E-06 ITK, ZAP70, SYK, ERBB4, LCK, INSR, KIT, KDR, TEK, MET, EGFR

GO:0001958 endochondral ossification7 2.713178 2.02E-06 COL1A1, COL2A1, MMP13, COL10A1, TEK, FGFR3, RUNX2

GO:0001666 response to hypoxia 14 5.426357 2.20E-06 TGFB2, SMAD4, TGFB1, SMAD3, TGFB3, MMP2, PGF, TGFBR2, DPP4, BMP2, ADAM17, CASP1, TEK, PPARA

GO:0000165 MAPK cascade 17 6.589147 2.52E-06 MAP2K1, TGFB1, BRAF, TNF, EGFR, IL2, DUSP6, PPP5C, ERBB4, IL1B, KIT, MAPKAPK2, MAPK1, TEK, JAK3, FGFR3, FGFR1

GO:0008202 steroid metabolic process 8 3.100775 3.38E-06 SULT2B1, CYP2C9, CYP2C8, SULT1E1, NR1I2, AKR1C3, AKR1C2, SULT2A1

GO:0007183 SMAD protein complex assembly5 1.937984 3.41E-06 SMAD2, FKBP1A, SMAD4, TGFB1, SMAD3

GO:0043410 positive regulation of MAPK cascade10 3.875969 3.63E-06 AR, IL6, BMP2, INSR, KIT, KDR, TNFRSF11B, IGF1, FGFR3, FGFR1

GO:0060395 SMAD protein signal transduction9 3.488372 4.10E-06 SMAD2, TGFB2, SMAD4, BMP2, TGFB1, SMAD3, TGFB3, GDF5, BMP5

GO:0048015 phosphatidylinositol-mediated signaling11 4.263566 4.68E-06 ERBB4, PDPK1, LCK, KIT, PTPN11, IGF1, PIK3R1, FGFR3, EGFR, PIK3CG, FGFR1

GO:0051384 response to glucocorticoid9 3.488372 5.88E-06 IL10, BCHE, IL6, IL1RN, BGLAP, APOA2, HNMT, PTGS2, TNF

GO:0010862 positive regulation of pathway-restricted SMAD protein phosphorylation8 3.100775 7.24E-06 TGFB2, SMAD4, BMP2, TGFB1, TGFB3, GDF5, TGFBR1, BMP5

GO:0032496 response to lipopolysaccharide13 5.03876 7.57E-06 MAOB, TNFRSF11B, PTGS2, ADH5, DCN, ADAM17, MAPKAPK2, CASP1, ACP5, REN, PCK1, TLR4, ELANE

GO:0030282 bone mineralization 7 2.713178 1.06E-05 BMP2, MMP13, BGLAP, PTGS2, FGFR3, PHEX, ASPN

GO:0032869 cellular response to insulin stimulus9 3.488372 2.10E-05 PDPK1, SRC, AKT2, GSTP1, INSR, PPARG, PIK3R1, PCK1, GCK

GO:0014066 regulation of phosphatidylinositol 3-kinase signaling9 3.488372 2.31E-05 ERBB4, LCK, KIT, MAPK1, PTPN11, PIK3R1, FGFR3, EGFR, FGFR1
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GO:0006955 immune response 20 7.751938 2.34E-05 IL10, IL1RN, SMAD3, CXCL8, IL1R1, HLA-B, WAS, PRG4, TNFRSF11B, SMAD6, TNF, IL2, CTSS, IL1A, ZAP70, IL6, IL1B, TNFSF11, TLR4, IL17A

GO:0045780 positive regulation of bone resorption5 1.937984 3.28E-05 SYK, CA2, SPP1, TNFSF11, EGFR

GO:0010745 negative regulation of macrophage derived foam cell differentiation5 1.937984 3.28E-05 CRP, NR1H2, NR1H3, PPARG, PPARA

GO:0060389 pathway-restricted SMAD protein phosphorylation5 1.937984 3.28E-05 TGFB2, BMP2, TGFB1, TGFBR1, TGFBR2

GO:0003417 growth plate cartilage development4 1.550388 3.34E-05 COMP, MMP13, RARA, RARB

GO:0030593 neutrophil chemotaxis 8 3.100775 6.07E-05 TGFB2, CXCL8, SYK, IL1B, PDE4D, PDE4B, S100A9, PIK3CG

GO:0010887 negative regulation of cholesterol storage4 1.550388 6.61E-05 NR1H2, NR1H3, PPARG, PPARA

GO:0042110 T cell activation 7 2.713178 7.21E-05 FKBP1A, DPP4, ITK, ZAP70, SMAD3, WAS, PIK3CG

GO:0071560 cellular response to transforming growth factor beta stimulus7 2.713178 9.16E-05 COL1A1, TGFB1, ARG1, ABL1, SOX9, TGFBR1, FBN1

GO:0043552 positive regulation of phosphatidylinositol 3-kinase activity6 2.325581 9.38E-05 TGFB1, ERBB4, SRC, KIT, TEK, FGFR3

GO:0000122 negative regulation of transcription from RNA polymerase II promoter26 10.07752 9.86E-05 RARG, THRB, AEBP1, HDAC8, TNF, RXRA, ELANE, SMAD2, SMAD4, TGFB1, SMAD3, VDR, NR1H2, NR1H4, NR1H3, ESR1, ESR2, BMP2, TRPV4, RARA, MDM2, RARB, PPARG, PPARA, FGFR1, PPARD

GO:0032331 negative regulation of chondrocyte differentiation5 1.937984 1.04E-04 RARG, RARB, SOX9, GDF5, TGFBR1

GO:0030500 regulation of bone mineralization5 1.937984 1.32E-04 ANKH, BGLAP, MGP, MATN1, DDR2

GO:0001837 epithelial to mesenchymal transition6 2.325581 1.48E-04 GSK3B, TGFB2, BMP2, TGFB1, SOX9, TGFBR1

GO:0060021 palate development 8 3.100775 1.50E-04 SMAD2, TGFB2, SMAD4, COL2A1, TGFB3, COL11A2, TGFBR1, TGFBR2

GO:0048146 positive regulation of fibroblast proliferation7 2.713178 1.59E-04 CCNA2, TGFB1, ABL1, IGF1, ESR1, EGFR, DDR2

GO:0045416 positive regulation of interleukin-8 biosynthetic process4 1.550388 1.81E-04 APOA2, TNF, TLR4, ELANE

GO:0070723 response to cholesterol 4 1.550388 1.81E-04 SMAD2, TGFB1, TGFBR1, TGFBR2

GO:0043065 positive regulation of apoptotic process15 5.813953 1.99E-04 RARG, TGFB1, TGFB3, SRC, PTGS2, TNF, DUSP6, DHODH, BMP2, IL6, ERBB4, FRZB, MCF2L, ABL1, RARB

GO:0007184 SMAD protein import into nucleus4 1.550388 2.69E-04 TGFB2, TGFB1, TGFB3, GDF5

GO:0050852 T cell receptor signaling pathway10 3.875969 4.25E-04 ITK, ZAP70, PDPK1, LCK, PDE4D, PDE4B, WAS, MAPK1, PRKCQ, PIK3R1

GO:0070371 ERK1 and ERK2 cascade5 1.937984 4.28E-04 MAP2K1, TNFSF11, MAPK1, SOX9, IGF1

GO:0010575 positive regulation of vascular endothelial growth factor production5 1.937984 6.82E-04 IL1A, TGFB1, IL1B, RORA, PTGS2

GO:0002224 toll-like receptor signaling pathway5 1.937984 6.82E-04 CTSK, MAPKAPK2, TLR4, CTSS, CTSB

GO:0071347 cellular response to interleukin-17 2.713178 7.11E-04 IL6, CXCL8, CHI3L1, RORA, SOX9, PCK1, IL17A

GO:0048010 vascular endothelial growth factor receptor signaling pathway7 2.713178 7.66E-04 HSP90AA1, SRC, MAPKAPK2, KDR, PIK3R1, MAPK14, PGF

GO:2000352 negative regulation of endothelial cell apoptotic process5 1.937984 7.87E-04 IL10, ABL1, KDR, BRAF, TEK

GO:2001275 positive regulation of glucose import in response to insulin stimulus4 1.550388 8.74E-04 AKT2, NR1H4, PTPN11, PIK3R1

GO:0060391 positive regulation of SMAD protein import into nucleus4 1.550388 8.74E-04 SMAD4, TGFB1, TGFB3, TGFBR1

GO:0006693 prostaglandin metabolic process4 1.550388 8.74E-04 HPGDS, AKR1C3, AKR1C2, PTGS2

GO:0051092 positive regulation of NF-kappaB transcription factor activity9 3.488372 9.47E-04 AR, IL6, TGFB1, IL1B, TNFSF11, PRKCQ, TNF, S100A9, TLR4

GO:0030217 T cell differentiation 5 1.937984 0.001028 ZAP70, LCK, KIT, IL2, RUNX2

GO:0071732 cellular response to nitric oxide4 1.550388 0.0011 CCNA2, CDK2, MMP3, DPEP1

GO:0048701 embryonic cranial skeleton morphogenesis5 1.937984 0.001167 SMAD2, SMAD3, TGFBR1, RUNX2, TGFBR2

GO:0071392 cellular response to estradiol stimulus5 1.937984 0.001167 IL10, CCNA2, IL6, ESR1, EGFR

GO:0016477 cell migration 10 3.875969 0.00124 GSK3B, TGFB2, TGFB1, COL5A1, ERBB4, PDPK1, ABL1, KCTD13, JAK3, FGFR1

GO:0035556 intracellular signal transduction16 6.20155 0.001274 SMAD2, GSK3B, ITK, SMAD4, CXCL8, SYK, PDPK1, SRC, MAPK14, TGFBR1, ZAP70, AKT2, MCF2L, KIT, PRKCQ, JAK3

GO:0032909 regulation of transforming growth factor beta2 production3 1.162791 0.00134 TGFB2, SMAD4, SMAD3

GO:0071364 cellular response to epidermal growth factor stimulus5 1.937984 0.001482 COL1A1, PDPK1, GSTP1, SOX9, EGFR

GO:0043491 protein kinase B signaling5 1.937984 0.001482 TGFB1, IL1B, SOX9, IGF1, TNF

GO:0070373 negative regulation of ERK1 and ERK2 cascade6 2.325581 0.001815 PTPN1, SMAD4, GSTP1, ABL1, TLR4, DUSP6

GO:0032722 positive regulation of chemokine production4 1.550388 0.001988 IL6, ADAM17, TNF, TLR4

GO:0042523 positive regulation of tyrosine phosphorylation of Stat5 protein4 1.550388 0.001988 ERBB4, KIT, IGF1, IL2

GO:0060749 mammary gland alveolus development4 1.550388 0.001988 AR, ERBB4, TNFSF11, ESR1

GO:0050714 positive regulation of protein secretion5 1.937984 0.002059 IL1A, TGFB2, TGFB1, TGFB3, IGF1

GO:0050679 positive regulation of epithelial cell proliferation6 2.325581 0.002111 IL6, TGFB1, SOX9, IGF1, EGFR, BMP5

GO:0031622 positive regulation of fever generation3 1.162791 0.002212 IL1B, PTGS2, TNF

GO:1990314 cellular response to insulin-like growth factor stimulus3 1.162791 0.002212 CCNA2, TGFB1, FBN1
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GO:0010936 negative regulation of macrophage cytokine production3 1.162791 0.002212 TGFB2, TGFB1, TGFB3

GO:1905007 positive regulation of epithelial to mesenchymal transition involved in endocardial cushion formation3 1.162791 0.002212 TGFB2, TGFBR1, TGFBR2

GO:0060336 negative regulation of interferon-gamma-mediated signaling pathway3 1.162791 0.002212 NR1H2, NR1H3, PPARG

GO:0006950 response to stress 6 2.325581 0.002272 HSP90AA1, HSP90AB1, MAPKAPK2, AKR1B1, MAPK1, EGFR

GO:0001523 retinoid metabolic process6 2.325581 0.002272 RBP4, TTR, AKR1C1, APOA2, AKR1C3, ADH5

GO:2001240 negative regulation of extrinsic apoptotic signaling pathway in absence of ligand5 1.937984 0.002281 IL1A, COL2A1, IL1B, CTNNA1, TNF

GO:0033189 response to vitamin A 4 1.550388 0.002359 ARG1, RARA, PPARG, PPARD

GO:0007597 blood coagulation, intrinsic pathway4 1.550388 0.002359 F9, F10, F11, F2

GO:0033280 response to vitamin D 4 1.550388 0.002359 TGFB1, BGLAP, SPP1, PTGS2

GO:0032720 negative regulation of tumor necrosis factor production5 1.937984 0.00252 IL10, GSTP1, RARA, ACP5, TLR4

GO:0001568 blood vessel development5 1.937984 0.00252 COL1A1, COL1A2, COL5A1, MDM2, TGFBR2

GO:2001237 negative regulation of extrinsic apoptotic signaling pathway5 1.937984 0.00252 AR, SRC, GSTP1, IGF1, TGFBR1

GO:0038128 ERBB2 signaling pathway5 1.937984 0.00252 HSP90AA1, ERBB4, SRC, PIK3R1, EGFR

GO:0032332 positive regulation of chondrocyte differentiation4 1.550388 0.00277 SMAD3, SOX9, GDF5, RUNX2

GO:0045672 positive regulation of osteoclast differentiation4 1.550388 0.00277 CA2, TNFSF11, TNF, IL17A

GO:0043124 negative regulation of I-kappaB kinase/NF-kappaB signaling5 1.937984 0.003047 GSTP1, NR1H4, ABL1, RORA, ESR1

GO:0038096 Fc-gamma receptor signaling pathway involved in phagocytosis8 3.100775 0.003201 HSP90AA1, HSP90AB1, SYK, SRC, ABL1, WAS, MAPK1, PIK3R1

GO:0017015 regulation of transforming growth factor beta receptor signaling pathway4 1.550388 0.003223 SMAD2, SMAD4, TGFB1, SMAD3

GO:0061037 negative regulation of cartilage development3 1.162791 0.003284 TGFB2, FRZB, RARA

GO:0032964 collagen biosynthetic process3 1.162791 0.003284 COL1A1, COL5A1, ARG1

GO:0002740 negative regulation of cytokine secretion involved in immune response3 1.162791 0.003284 IL10, APOA2, TNF

GO:0007182 common-partner SMAD protein phosphorylation3 1.162791 0.003284 SMAD2, TGFB1, TGFBR2

GO:0001957 intramembranous ossification3 1.162791 0.003284 COL1A1, MMP2, CTSK

GO:0045599 negative regulation of fat cell differentiation5 1.937984 0.003645 IL6, TGFB1, SMAD3, RORA, TNF

GO:0042346 positive regulation of NF-kappaB import into nucleus4 1.550388 0.003719 IL1B, PTGS2, TNF, TLR4

GO:0046427 positive regulation of JAK-STAT cascade4 1.550388 0.004258 IL10, IL6, KIT, AKR1B1

GO:0045453 bone resorption 4 1.550388 0.004258 SRC, CTSK, ACP5, TNFSF11

GO:0071639 positive regulation of monocyte chemotactic protein-1 production3 1.162791 0.004552 IL1A, IL1B, TRPV4

GO:0032755 positive regulation of interleukin-6 production5 1.937984 0.004683 IL1A, IL6, IL1B, TNF, TLR4

GO:0005576 extracellular region 87 33.72093 4.29E-29 SERPINA1, CXCL8, XYLT1, TNF, CTSS, HAPLN1, COMP, ADAMTS4, ADAMTS5, EFEMP2, TMSB4X, CTSK, CASP1, KDR, COL10A1, TNFSF11, TIMP1, CTSB, IL10, HSP90AA1, MMP1, IL1R1, MMP2, MMP3, APOA2, MMP8, F2, MMP9, DCN, PGF, MMP12, PROCR, IL1A, RBP4, COL2A1, MMP13, F9, IL1B, MATN1, S100A9, MET, MATN3, CFD, CRP, COL11A1, COL11A2, TNFRSF11B, ABO, ACAN, ADAMTS14, TTR, ERBB4, FRZB, SPP1, GC, ELANE, BCHE, TGFB2, TGFB1, F10, TGFB3, PLA2G2A, F11, PRG4, IGF1, GDF5, ESR2, IL2, BMP5, COL1A1, COL3A1, BMP2, IL6, COL1A2, COL5A1, COL5A2, ALB, COL9A1, COL9A3, REN, COL9A2, TEK, SHBG, FGFR3, IL17A, FBN1, FGFR1

GO:0005615 extracellular space 74 28.68217 1.01E-24 IL1RN, SERPINA1, CXCL8, TNFAIP6, UCMA, AKR1B1, TNF, CTSS, COMP, ADAMTS4, ADAMTS5, CA2, MCF2L, CTSK, CHEK1, TNFSF11, TIMP1, CTSB, IL10, AMY1A, ARG1, AMY1B, MMP2, AMY1C, MMP3, MMP8, F2, MMP9, DCN, PGF, ACTA2, IL1A, RBP4, COL2A1, MMP13, F9, IL1B, KIT, DPEP1, CHI3L1, S100A9, CES1, CFD, CRP, GSTP1, TNFRSF11B, AEBP1, EGFR, TTR, FRZB, BGLAP, SPP1, GC, ELANE, TGFB2, TGFB1, TGFB3, PLA2G2A, F11, IGF1, GDF5, IL2, BMP5, COL1A1, COL3A1, BMP2, IL6, FABP3, COL1A2, CILP, ALB, REN, IL17A, FBN1

GO:0005578 proteinaceous extracellular matrix34 13.17829 9.49E-22 SERPINA1, UCMA, COL11A1, COL11A2, TNFRSF11B, HAPLN1, COMP, ADAMTS4, ADAMTS5, ACAN, ADAMTS14, COL10A1, TIMP1, TGFB1, MMP1, MMP2, MMP3, MMP8, MMP9, ASPN, MMP12, MMP13, COL1A2, COL5A1, CILP, COL5A2, MGP, COL9A1, MATN1, CHI3L1, COL9A3, COL9A2, MATN3, FBN1

GO:0005829 cytosol 101 39.14729 2.64E-15 PNMT, HNMT, MYLK, PPP1CC, HPGDS, FNTA, AKT2, CHEK1, PRKACA, SULT2A1, MAP2K1, HGD, SULT2B1, AR, RBP4, MTAP, MAPKAPK2, PRKCQ, PADI4, S100A9, CES1, CRABP2, SHMT1, PIK3R1, MEFV, ADH5, ABL1, MYH11, LTA4H, PCK1, SMAD2, TRAPPC2, TRAPPC3, SMAD4, SMAD3, BRAF, SMAD6, BHMT, PPP5C, CDK2, MDM2, FGFR1, GSK3B, ITK, HSP90AB1, THRA, ADK, AKR1B1, PYGL, KIF11, PIK3CG, CA2, MCF2L, PDE4B, CASP1, ACP5, JAK3, HSP90AA1, SYK, PDPK1, ARG1, PDE4D, APOA2, KIF22, DCK, DUSP6, TGFBR2, ACTA2, ZAP70, IL1A, LCK, IL1B, PPARG, DTYMK, ADH1C, SRC, GSTP1, WAS, XIAP, HDAC8, AURKA, SULT1E1, ERBB4, HSD17B1, CTNNA1, MAPK1, GC, PTPN1, NQO1, AKR1C1, AKR1C3, PTPN11, MAPK14, GCK, MAPK10, FKBP1A, FABP3, FABP6, FABP7, GSTA1, METAP2

GO:0005788 endoplasmic reticulum lumen24 9.302326 3.61E-15 BCHE, SERPINA1, F10, COL11A1, COL11A2, APOA2, F2, PTGS2, BACE1, COL1A1, ADAMTS5, COL3A1, COL2A1, F9, STS, COL1A2, COL5A1, BGLAP, COL5A2, COL9A1, COL10A1, COL9A3, COL9A2, CES1

GO:0031012 extracellular matrix 26 10.07752 7.22E-13 AEBP1, HAPLN1, COMP, ADAMTS4, ACAN, TGFB2, HSP90AA1, TGFB1, TGFB3, MMP1, MMP2, MMP8, DCN, ASPN, FKBP1A, COL1A1, COL3A1, COL2A1, MMP13, COL1A2, COL5A1, CILP, COL5A2, MGP, S100A9, FBN1

GO:0070062 extracellular exosome 84 32.55814 6.79E-12 IL1RN, SERPINA1, THRB, HSP90AB1, AKR1B1, PYGL, ITGAL, HNMT, MYLK, COMP, EFEMP2, CA2, ACP5, TIMP1, PRKACA, TGM3, CTSB, MAP2K1, HSP90AA1, HGD, MME, AMY1A, ARG1, AMY1B, AMY1C, HLA-B, APOA2, ADAM10, F2, MMP9, SULT2B1, ACTA2, PROCR, MTAP, RBP4, F9, LCK, IL1B, MAPKAPK2, UFC1, DPEP1, CHI3L1, S100A9, DDR2, CFD, CRP, SLC26A2, MAOB, CRABP2, SRC, GSTP1, SHMT1, WAS, AEBP1, ADH5, PTGS1, DPP4, SEC14L2, TTR, SPP1, MAPK1, MYH11, LTA4H, GC, PCK1, ELANE, NQO1, INSR, AKR1C1, PLA2G2A, F11, AKR1C3, MAPK14, FKBP1A, FABP3, BHMT, COL1A2, COL5A1, CILP, MGP, ALB, GSTA1, SHBG, FBN1

GO:0005581 collagen trimer 15 5.813953 3.88E-11 MMP1, COL11A1, COL11A2, MMP8, RXRB, COL1A1, COL3A1, COL2A1, MMP13, COL1A2, COL5A1, COL5A2, COL10A1, TIMP1, COL9A2

GO:0031093 platelet alpha granule lumen9 3.488372 9.36E-07 CFD, TGFB2, TGFB1, SERPINA1, TGFB3, TMSB4X, ALB, TIMP1, IGF1

GO:0031234 extrinsic component of cytoplasmic side of plasma membrane9 3.488372 4.85E-06 ITK, ZAP70, SYK, SRC, LCK, MCF2L, ABL1, JAK3, TGM3

GO:0009986 cell surface 23 8.914729 8.88E-06 HSP90AA1, TGFB1, HSP90AB1, IL1R1, TGFB3, HLA-B, ADAM10, ITGAL, TNF, EGFR, TGFBR1, BACE1, DPP4, PROCR, BMP2, ADAM17, TRPV4, RARA, TEK, MET, FGFR3, TLR4, ELANE

GO:0043235 receptor complex 11 4.263566 1.24E-05 RXRA, SMAD3, ERBB4, VDR, INSR, NR1H3, EGFR, TGFBR1, NR3C2, FGFR1, TGFBR2

GO:0000790 nuclear chromatin 12 4.651163 9.28E-05 SMAD2, AR, SMAD4, RARG, RXRA, SMAD3, THRB, RARA, NR1H3, ESR1, RUNX2, PPARD

GO:0005737 cytoplasm 100 38.75969 3.23E-04 IL1RN, NR3C1, HNMT, MYLK, PPP1CC, HPGDS, FNTA, PIM1, TNFSF11, PDK2, TGM3, SULT2A1, MAP2K1, ADAM10, RUNX2, SULT2B1, AR, MTAP, ADAM17, MAPKAPK2, PADI4, CRABP2, SHMT1, AEBP1, PIK3R1, MEFV, SEC14L2, ABL1, LTA4H, PCK1, ELANE, SMAD2, TRAPPC2, TRAPPC3, SMAD4, TGFB1, SMAD3, BRAF, SMAD6, ESR1, BHMT, PPP5C, IL6, CDK2, MDM2, GSK3B, HSP90AB1, ADK, AKR1B1, UFSP2, PYGL, KIF11, PIK3CG, CA2, TMSB4X, MCF2L, IL10, HSP90AA1, SYK, MME, PDPK1, ARG1, SLC2A10, KIF22, ASPN, DUSP6, DCN, ACTA2, CCNA2, ZAP70, RARA, UFC1, RARB, CHI3L1, BIRC7, TLR4, SRC, GSTP1, XIAP, HDAC8, PTGS2, EGFR, PTGS1, TTR, BGLAP, HSD17B1, MAPK1, NQO1, NR1H2, AKR1C3, AKR1C2, PTPN11, MAPK14, DHODH, MAPK10, FKBP1A, FABP6, FABP7, TEK, METAP2

GO:0005654 nucleoplasm 61 23.64341 3.61E-04 RARG, THRB, HSP90AB1, THRA, ADK, HNF4G, AKR1B1, RORA, NR3C1, HNMT, NR3C2, AKT2, CHEK1, SOX9, PRKACA, PDK2, HSP90AA1, PDPK1, DUSP6, RUNX2, CCNA2, AR, MAPKAPK2, RARA, KCTD13, RARB, PPARG, PGR, PADI4, PPARA, PPARD, CRABP2, NR1I2, XIAP, HDAC8, AURKA, RXRB, RXRA, ERBB4, HSD17B1, ABL1, MAPK1, LTA4H, SMAD2, SMAD4, SMAD3, VDR, NR1H2, NR1H4, NR1H3, ESRRG, MAPK14, ESR1, ESR2, GCK, DHODH, MAPK10, PPP5C, FABP7, CDK2, MDM2

GO:0005925 focal adhesion 16 6.20155 4.43E-04 MAP2K1, MME, PDPK1, ADAM10, KIF22, EGFR, DPP4, PROCR, PPP1CC, ADAM17, TRPV4, CTNNA1, MAPK1, TEK, FGFR3, DDR2

GO:0005594 collagen type IX trimer 3 1.162791 5.84E-04 COL9A1, COL9A3, COL9A2

GO:0045121 membrane raft 11 4.263566 6.88E-04 BACE1, DPP4, ZAP70, ADAM17, LCK, KDR, TEK, TNF, EGFR, TGFBR1, TGFBR2
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GO:0043234 protein complex 16 6.20155 7.59E-04 HSP90AA1, SYK, PTPN11, PTGS2, SMAD6, NR3C1, ACTA2, AR, PPP1CC, PPP5C, RBP4, TTR, ALB, MDM2, MAPK1, SOX9

GO:0090575 RNA polymerase II transcription factor complex5 1.937984 0.00113 SMAD4, RXRA, VDR, NR1H3, PPARG

GO:0036021 endolysosome lumen 3 1.162791 0.001158 CTSK, CTSS, CTSB

GO:0005796 Golgi lumen 7 2.713178 0.002341 ACAN, TGFB1, F9, F10, BGLAP, F2, DCN

GO:0005911 cell-cell junction 9 3.488372 0.003033 ITK, ZAP70, ADAM17, FABP7, KIT, CTNNA1, WAS, TEK, PIK3R1

GO:0005886 plasma membrane 77 29.84496 0.004931 GSK3B, IL1RN, PYGL, ITGAL, TNF, PHEX, PIK3CG, STS, FNTA, CA2, AKT2, MCF2L, PIM1, KDR, TNFSF11, PRKACA, MAP2K1, HSP90AA1, SYK, MME, SLC2A10, PDPK1, IL1R1, MMP2, HLA-B, ADAM10, F2, TGFBR1, TGFBR2, BACE1, PROCR, AR, ZAP70, ADAM17, F9, LCK, KIT, DPEP1, PRKCQ, S100A9, MET, TLR4, DDR2, SLC26A2, SRC, GSTP1, TNFRSF11B, PIK3R1, HDAC8, EGFR, DPP4, ANKH, ERBB4, CTNNA1, LTA4H, PTPN1, KCNJ5, TGFB1, SMAD3, F10, TGFB3, INSR, PLA2G2A, F11, BRAF, IGF1, GDF5, ESR1, MAPK10, PPP5C, TRPV4, MDM2, REN, TEK, FGFR3, FGFR1, METAP2

GO:0003707 steroid hormone receptor activity24 9.302326 1.06E-27 RARG, THRB, THRA, VDR, NR1H2, NR1I2, HNF4G, NR1H4, NR1H3, RORA, ESRRG, NR3C1, ESR1, ESR2, NR3C2, RXRB, AR, RXRA, RARA, RARB, PGR, PPARG, PPARA, PPARD

GO:0005201 extracellular matrix structural constituent17 6.589147 2.75E-15 COL11A1, COL11A2, HAPLN1, COL1A1, COMP, ACAN, COL3A1, EFEMP2, COL2A1, COL1A2, COL5A1, MGP, COL5A2, MATN1, CHI3L1, MATN3, FBN1

GO:0004879 RNA polymerase II transcription factor activity, ligand-activated sequence-specific DNA binding14 5.426357 2.85E-15 NR1H2, NR1I2, HNF4G, NR1H4, NR1H3, RORA, ESR1, ESR2, RXRB, AR, RXRA, PPARG, PPARA, PPARD

GO:0008270 zinc ion binding 51 19.76744 1.76E-11 RARG, THRB, THRA, HNF4G, RORA, NR3C1, PHEX, NR3C2, ADAMTS4, ADAMTS5, CA2, MME, MMP1, MMP2, MMP3, MMP8, MMP9, MMP12, AR, MMP13, RARA, DPEP1, RARB, PPARG, PGR, BIRC7, PPARA, S100A9, PPARD, ADH1C, NR1I2, XIAP, AEBP1, MEFV, ADH5, RXRB, ADAMTS14, RXRA, LTA4H, PTPN1, SMAD3, VDR, NR1H2, ADAM33, NR1H4, NR1H3, ESRRG, ESR1, ESR2, BHMT, MDM2

GO:0008144 drug binding 14 5.426357 1.08E-10 HSP90AB1, GSTP1, PDE4D, NR1I2, PYGL, DCK, DHODH, CYP2C9, ALB, RARA, RARB, PPARG, PPARA, PPARD

GO:0004713 protein tyrosine kinase activity17 6.589147 1.80E-10 MAP2K1, HSP90AA1, SYK, SRC, INSR, EGFR, ZAP70, ERBB4, LCK, KIT, KDR, ABL1, TEK, JAK3, MET, FGFR3, FGFR1

GO:0005125 cytokine activity 18 6.976744 1.54E-09 IL10, TGFB2, IL1RN, TGFB1, TGFB3, TNFRSF11B, GDF5, TNF, IL2, BMP5, IL1A, BMP2, IL6, IL1B, SPP1, TNFSF11, TIMP1, IL17A

GO:0004222 metalloendopeptidase activity15 5.813953 1.72E-09 MME, MMP1, MMP2, MMP3, ADAM33, ADAM10, MMP8, MMP9, PHEX, MMP12, ADAMTS4, ADAMTS5, ADAM17, ADAMTS14, MMP13

GO:0005496 steroid binding 9 3.488372 4.34E-09 AR, SULT1E1, ESRRG, PGR, NR3C1, SHBG, ESR1, ESR2, NR3C2

GO:0005518 collagen binding 11 4.263566 2.09E-08 COMP, SMAD4, MMP13, SMAD3, CTSK, MMP9, CTSS, DCN, ASPN, CTSB, DDR2

GO:0005524 ATP binding 52 20.15504 2.75E-08 GSK3B, ITK, HSP90AB1, ADK, PYGL, KIF11, PIK3CG, MYLK, AKT2, CHEK1, PIM1, KDR, PRKACA, JAK3, PDK2, MAP2K1, HSP90AA1, SYK, PDPK1, KIF22, DCK, TGFBR1, RUNX2, TGFBR2, ACTA2, ZAP70, LCK, MAPKAPK2, KIT, PRKCQ, MET, DDR2, DTYMK, SRC, EGFR, AURKA, ERBB4, ABL1, MAPK1, MYH11, INSR, BRAF, MAPK14, GCK, CLCN7, MAPK10, PPP5C, TRPV4, CDK2, TEK, FGFR3, FGFR1

GO:0005515 protein binding 176 68.21705 6.78E-08 IL1RN, RORA, NR3C1, TNF, MYLK, NR3C2, COMP, PPP1CC, EFEMP2, HPGDS, FNTA, CREB3L1, AKT2, CHEK1, PIM1, KDR, SOX9, PRKACA, SULT2A1, MAP2K1, HGD, AMY1A, IL1R1, AMY1B, AMY1C, ADAM10, RUNX2, PGF, SULT2B1, PROCR, AR, RBP4, MTAP, ADAM17, MAPKAPK2, KCTD13, DPEP1, PGR, PRKCQ, PADI4, S100A9, FKBP3, CRABP2, SHMT1, PIK3R1, MEFV, DPP4, ABL1, MYH11, LTA4H, ELANE, SMAD2, TRAPPC2, TRAPPC3, TGFB2, SMAD4, TGFB1, SMAD3, TGFB3, VDR, INSR, ESRRG, BRAF, IGF1, SMAD6, GDF5, ESR1, ESR2, COL1A1, BMP2, PPP5C, IL6, LRCH1, COL1A2, TRPV4, ALB, CDK2, MDM2, FGFR3, FBN1, FGFR1, GSK3B, ITK, RARG, SERPINA1, THRB, CXCL8, HSP90AB1, THRA, TNFAIP6, UFSP2, PYGL, ITGAL, PIK3CG, ADAMTS4, ADAMTS5, CA2, TMSB4X, CTSK, CASP1, COL10A1, TIMP1, JAK3, CTSB, IL10, HSP90AA1, SYK, MME, PDPK1, PDE4D, MMP2, MMP3, APOA2, KIF22, F2, MMP9, DCN, TGFBR1, TGFBR2, BACE1, CCNA2, ZAP70, IL1A, LCK, KIT, RARA, MATN1, UFC1, PPARG, BIRC7, PPARA, MET, TLR4, MATN3, DDR2, PPARD, CRP, SRC, GSTP1, COL11A2, NR1I2, WAS, XIAP, HMGCR, HDAC8, PTGS2, EGFR, AURKA, RXRB, ACAN, TTR, RXRA, S

GO:0034713 type I transforming growth factor beta receptor binding6 2.325581 9.25E-08 SMAD2, FKBP1A, TGFB1, TGFB3, SMAD6, TGFBR2

GO:0043565 sequence-specific DNA binding27 10.46512 9.51E-08 RARG, THRB, THRA, NR1I2, HNF4G, RORA, NR3C1, NR3C2, RXRB, RXRA, CREB3L1, SMAD4, SMAD3, VDR, NR1H2, NR1H4, NR1H3, ESRRG, ESR1, ESR2, AR, RARA, RARB, PPARG, PGR, PPARA, PPARD

GO:0004672 protein kinase activity 22 8.527132 1.42E-07 GSK3B, MAP2K1, SYK, PDPK1, SRC, BRAF, MAPK14, EGFR, TGFBR1, PIK3CG, AURKA, MAPK10, AKT2, MAPKAPK2, CHEK1, CDK2, ABL1, PRKCQ, TEK, SOX9, MET, PDK2

GO:0004716 receptor signaling protein tyrosine kinase activity6 2.325581 1.83E-07 SYK, ERBB4, INSR, KIT, KDR, EGFR

GO:0046332 SMAD binding 9 3.488372 2.30E-07 SMAD2, FKBP1A, COL3A1, BMP2, COL1A2, CREB3L1, COL5A2, TGFBR1, TGFBR2

GO:0003708 retinoic acid receptor activity5 1.937984 2.55E-07 RARG, RXRA, RARA, RARB, ESRRG

GO:0008237 metallopeptidase activity11 4.263566 3.94E-07 ADAMTS4, ADAMTS5, ADAM17, MME, MMP2, MMP3, ADAM33, ADAM10, DPEP1, LTA4H, MMP9

GO:0030020 extracellular matrix structural constituent conferring tensile strength5 1.937984 7.57E-07 COL2A1, COL11A2, COL9A1, COL9A3, COL9A2

hsa04151 PI3K-Akt signaling pathway39 15.11628 2.72E-13 GSK3B, HSP90AB1, COL11A1, COL11A2, PIK3R1, EGFR, PIK3CG, COMP, RXRA, AKT2, CREB3L1, KDR, SPP1, MAPK1, PCK1, JAK3, MAP2K1, HSP90AA1, SYK, PDPK1, INSR, IGF1, IL2, PGF, COL1A1, COL3A1, IL6, COL2A1, COL1A2, COL5A1, COL5A2, KIT, CDK2, MDM2, TEK, MET, FGFR3, TLR4, FGFR1

hsa04068 FoxO signaling pathway25 9.689922 3E-13 PIK3R1, EGFR, PIK3CG, AKT2, MAPK1, PCK1, IL10, SMAD2, TGFB2, MAP2K1, SMAD4, TGFB1, SMAD3, TGFB3, PDPK1, INSR, BRAF, IGF1, MAPK14, TGFBR1, TGFBR2, MAPK10, IL6, CDK2, MDM2

hsa04380 Osteoclast differentiation22 8.527132 9.07E-11 TGFB2, MAP2K1, TGFB1, SYK, IL1R1, TNFRSF11B, PIK3R1, MAPK14, TNF, TGFBR1, PIK3CG, TGFBR2, MAPK10, IL1A, LCK, IL1B, CTSK, AKT2, ACP5, TNFSF11, MAPK1, PPARG

hsa05323 Rheumatoid arthritis 17 6.589147 2.63E-09 TGFB2, TGFB1, CXCL8, TGFB3, MMP1, MMP3, ITGAL, TNF, IL1A, IL6, IL1B, CTSK, ACP5, TNFSF11, TEK, TLR4, IL17A

hsa04350 TGF-beta signaling pathway15 5.813953 8.57E-08 SMAD2, TGFB2, SMAD4, TGFB1, SMAD3, TGFB3, SMAD6, GDF5, TNF, DCN, TGFBR1, TGFBR2, BMP5, BMP2, MAPK1

hsa03320 PPAR signaling pathway13 5.03876 3.28E-07 PDPK1, MMP1, APOA2, NR1H3, RXRB, FABP3, RXRA, FABP6, FABP7, PPARG, PCK1, PPARA, PPARD

hsa04660 T cell receptor signaling pathway15 5.813953 7.97E-07 IL10, GSK3B, ITK, MAP2K1, PDPK1, PIK3R1, MAPK14, TNF, IL2, PIK3CG, ZAP70, LCK, AKT2, MAPK1, PRKCQ

hsa04620 Toll-like receptor signaling pathway14 5.426357 8.99E-06 MAP2K1, CXCL8, PIK3R1, MAPK14, TNF, PIK3CG, MAPK10, IL6, IL1B, CTSK, AKT2, SPP1, MAPK1, TLR4

hsa04010 MAPK signaling pathway22 8.527132 9.86E-06 TGFB2, MAP2K1, TGFB1, IL1R1, TGFB3, BRAF, MAPK14, TNF, EGFR, TGFBR1, DUSP6, TGFBR2, MAPK10, IL1A, PPP5C, IL1B, AKT2, MAPKAPK2, MAPK1, PRKACA, FGFR3, FGFR1

hsa04668 TNF signaling pathway 14 5.426357 9.98E-06 MAP2K1, MMP3, PIK3R1, PTGS2, MAPK14, TNF, MMP9, PIK3CG, MAPK10, IL6, IL1B, AKT2, CREB3L1, MAPK1

hsa04064 NF-kappa B signaling pathway12 4.651163 3.36E-05 ZAP70, CXCL8, SYK, IL1R1, LCK, IL1B, TNFSF11, XIAP, PRKCQ, PTGS2, TNF, TLR4

hsa04370 VEGF signaling pathway10 3.875969 5.15E-05 MAP2K1, SRC, AKT2, MAPKAPK2, KDR, MAPK1, PIK3R1, MAPK14, PTGS2, PIK3CG

hsa04066 HIF-1 signaling pathway12 4.651163 8.44E-05 IL6, MAP2K1, AKT2, INSR, MAPK1, TEK, TIMP1, IGF1, PIK3R1, TLR4, EGFR, PIK3CG

hsa04060 Cytokine-cytokine receptor interaction18 6.976744 0.000561 IL10, TGFB2, TGFB1, CXCL8, IL1R1, TGFB3, TNFRSF11B, GDF5, TNF, TGFBR1, IL2, TGFBR2, IL1A, BMP2, IL6, IL1B, TNFSF11, IL17A

hsa04920 Adipocytokine signaling pathway9 3.488372 0.000808 RXRB, MAPK10, RXRA, AKT2, PRKCQ, PTPN11, PCK1, PPARA, TNF

hsa04150 mTOR signaling pathway8 3.100775 0.001238 PDPK1, AKT2, MAPK1, BRAF, IGF1, PIK3R1, TNF, PIK3CG

hsa04152 AMPK signaling pathway11 4.263566 0.002665 CCNA2, PDPK1, AKT2, CREB3L1, INSR, PPARG, HMGCR, IGF1, PIK3R1, PCK1, PIK3CG

hsa04062 Chemokine signaling pathway13 5.03876 0.006948 GSK3B, ITK, MAP2K1, CXCL8, SRC, WAS, BRAF, PIK3R1, PIK3CG, AKT2, MAPK1, PRKACA, JAK3

hsa04662 B cell receptor signaling pathway7 2.713178 0.013722 GSK3B, MAP2K1, SYK, AKT2, MAPK1, PIK3R1, PIK3CG

hsa04640 Hematopoietic cell lineage7 2.713178 0.038027 IL1A, IL6, MME, IL1R1, IL1B, KIT, TNF
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