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Figure S1: RPKM distribution and RPKM density distribution of different genes in the DS and
CK hemp. A: box-plot of RPKM. x-axis means sample names, y-axis means logo(RPKM). B: RPKM
distribution. x-axis represent logio(RPKM), y-axis represent gene density. E1, E2, E3 and E4
represent DS1, DS2, CK1 and CK2, respectively.
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FIGURE S2: Correlations between two repeats of the CK and DS samples. E1 and E2 represent
DS1 and DS2, and E3 and E4 represent CK1 and CK2, respectively. The logarithmic values of

(FPKM) for each gene in the two replicates were assigned as coordinate values of the two axes.



