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JFH1  192    AQVKNTSSSYMVTNDCSNDSITWQLEAAVLHVPGCVPCERVGNTSRCWVPVSPNMAVRQPG  252
+*+* *  * ******* ** ++    ++* ****** *  *+***** ++* +* *   

Con1  192    YEVRNVSGVYHVTNDCSNASIVYEAADMIMHTPGCVPCVRENNSSRCWVALTPTLAARNAS  252

JFH1  253    ALTQGLRTHIDMVVMSATFCSALYVGDLCGGVMLAAQVFIVSPQYHWFVQECNCSIYPGT  312
*  +* *+*++* +*  ***+******* * * **+*  **+ *  **+******** 

Con1  253    VPTTTIRRHVDLLVGAAALCSAMYVGDLCGSVFLVAQLFTFSPRRHETVQDCNCSIYPGH  312

JFH1  313    ITGHRMAWDMMMNWSPTATMILAYVMRVPEVIIDIVSGAHWGVMFGLAYFSMQGAWAKVI 372
+***************** ++++ ++*+*+ ++*+*+******+ ****+** * ****+ 

Con1  313    VTGHRMAWDMMMNWSPTAALVVSQLLRIPQAVVDMVAGAHWGVLAGLAYYSMVGNWAKVL 372

JFH1  373    VILLLAAGVDA  383
+++** ****   

Con1  373    IVMLLFAGVDG  383

JFH1  384  GTTTVGGAVARSTNVIAGVFSHGPQQNIQLINTNGSWHINRTALNCNDSLNTGFLAALFY  443
**   ** +*++*  *  +** *  * ***+*****************************

Con1..384  GTYVTGGTMAKNTLGITSLFSPGSSQKIQLVNTNGSWHINRTALNCNDSLNTGFLAALFY  443

JFH1  444  TNRFNSSGCPGRLSACRNIEAFRIGWGTLQYEDNVTNPEDMRPYCWHYPPKPCGVVPARS  503
++******* *+++*  *+**  *** + *  * ++  * ******* *+***+***  

Con1  444  VHKFNSSGCPERMASCSPIDAFAQGWGPITY--NESHSSDQRPYCWHYAPRPCGIVPAAQ  501

JFH1  504  VCGPVYCFTPSPVVVGTTDRRGVPTYTWGENETDVFLLNSTRPPQGSWFGCTWMNSTGFT  563
******************** *****+******** ***+******+*************

Con1  502  VCGPVYCFTPSPVVVGTTDRFGVPTYSWGENETDVLLLNNTRPPQGNWFGCTWMNSTGFT  561

JFH1  564  KTCGAPPCRTRADFNASTDLLCPTDCFRKHPDATYIKCGSGPWLTPKCLVHYPYRLWHYP  623
**** ***      * +  * **********+*** **********+*************

Con1  562  KTCGGPPCNIGGIGNKT--LTCPTDCFRKHPEATYTKCGSGPWLTPRCLVHYPYRLWHYP  619

JFH1  624  CTVNFTIFKIRMYVGGVEHRLTAACNFTRGDRCDLEDRDRSQLSPLLHSTTEWAILPCTY 683
*********+*********** ****+***+**+*******+***** ***** +***++

Con1  620  CTVNFTIFKVRMYVGGVEHRLEAACNWTRGERCNLEDRDRSELSPLLLSTTEWQVLPCSF 679

JFH1  684  SDLPALSTGLLHLHQNIVDVQYMYGLSPAITKYVVRWEWVVLLFLLLADARVCACLWMLI 743
+********+*****+*****+**+  *+  + ++**+*+*****************++

Con1  680  TTLPALSTGLIHLHQNVVDVQYLYGIGSAVVSFAIKWEYVLLLFLLLADARVCACLWMML 739

JFH1  744  LLGQAEA 750
*+ ****

Con1  740  LIAQAEA 746


