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Potato dry rot, caused by Fusarium species, is a devastating fungal decay that seriously impacts the yield and quality of potato
tubers worldwide. Fusarium sulphureum is a major causal agent causing potato tuber dry rot that leads to trichothecene
accumulation in Gansu Province of China. Ozone (O3), a strong oxidant, is widely applied to prevent postharvest disease in
fruits and vegetables. In this study, F. sulphureum was first treated with 2mg L-1 ozone for 0, 30 s, 1min, and 2min, then
inoculated with the potato tubers. The impact of ozone application on dry rot development and diacetoxyscirpenol (DIA)
accumulation and the possible mechanisms involved were analyzed. The results showed that ozone treatment significantly
inhibited the development of potato tuber dry rot by activating reactive oxygen species (ROS) metabolism and increased the
activities of antioxidant enzymes NADPH oxidase (NOX), superoxide dismutase (SOD), catalase (CAT), and peroxidase (POD)
by 24.2%, 13.1%, 45.4%, and 15.8%, respectively, compared with their corresponding control. The activities of key enzymes
involved in ascorbate-glutathione cycle (AsA-GSH) of ascorbic peroxidase (APX), dehydroascorbate reductase (DHAR),
monodehydroascorbate reductase (MDHAR), and glutathione reductase (GR) also increased by 26.6%, 41.5%, 56%, and 24.1%,
respectively, compared with the control group, and their corresponding gene expressions. In addition, ozone treatment
markedly suppressed DIA accumulation in potato tubers by downregulating the expression of genes associated with DIA
biosynthesis pathway. These results suggest that ozone treatment inhibited the occurrence of potato dry rot and the
accumulation of DIA in potato tubers inoculated with F. sulphureum by promoting ROS metabolism and modulating DIA
biosynthesis pathway.

1. Introduction

Potato (Solanum tuberosum) is listed as one of the world’s
major food crops, and China ranks number one, accounting
for more than a quarter of world total potato production [1].
Despite their high yield, potato tubers often suffer a variety
of disease due to pathogenic microorganism infection during
postharvest storage. Potato dry rot caused by Fusarium species
is a devastating fungal decay that impacts the yield and quality
of potato tubers worldwide [2, 3]. Among them, Fusarium

sulphureum is the main pathogen causing potato tuber dry
rot in Gansu Province of China [4, 5], which not only results
in economic losses but also accumulates trichothecenes that
could be detrimental to human health [6]. Dry rot of potato
is currently managed mainly through the application of chem-
ical synthesis fungicides such as thiabendazole, carbendazim,
and flusilazole [4, 7–9]. However, these drugs have a variety
of problems such as chemical residues, environmental pollu-
tion, and pathogen resistance. Therefore, effective, green, and
eco-friendly strategies are warranted.
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Ozone (O3) has a high oxidizing activity and has been
approved by the Food and Drug Administration (FDA) for
its excellent antimicrobial properties [10]. It is widely used to
control postharvest diseases in fruits and vegetables. Matłok
et al. [11] found that O3 treatment effectively controlled the
growth of microorganisms on saskatoon berry surface to
reduce disease during storage. What is more, García-Martín
et al. [12] reported that O3 treatment effectively reduced the
occurrence of postharvest diseases of citrus varieties caused
by Penicillium digitatum and P. italicum. Ozone management
in postharvest disease is attributed to two aspects; on the one
hand, ozone can act directly on the fungi by inhibiting their
growth and reducing plant decay; on the other hand, ozone
application can stimulate reactive oxygen species (ROS)metab-
olism to generate ROS, which can act as a signal molecule to
induce resistance against disease by responding to biotic and
abiotic stresses. It is certain that ROS concentration plays a cru-
cial role in postharvest disease. Also, high concentrations of
ROS can destroy the cell membrane lipid structure of the host
and result in oxidative damage by causing membrane lipid
peroxidation, which leads to cell membrane integrity disrup-
tion and pathogen invasion [13]. Low concentrations of ROS
act as signal molecules to regulate host defense responses
[14]. Interestingly, plants have evolved a set of antioxidation
system to mitigate excessive ROS accumulation and conse-
quence oxidative damage. The antioxidant system mainly
includes antioxidant enzymes and ascorbate glutathione
(AsA-GSH) cycle. Previous report revealed that ozone
application can control postharvest disease of kiwifruit by
increasing the activity of host resistance-related enzymes, such
as peroxidase (POD), and enhancing the activities of defense-
related enzymes Luo et al. [15]. Nevertheless, how ozone treat-
ment activates ROS metabolism in inoculated potato tubers to
control dry rot development is not well understood.

In addition, it was reported that ozone treatment reduced
mycotoxin accumulation; for instance, ozone application
reduced neosolaniol (NEO) content in F. sulphureum infected
muskmelon fruit [16]. The possible mechanism involved could
be attributed to two aspects; first, ozone, as a strong oxidant, can
directly destroy the chemical structure of mycotoxins. Xue et al.
[16] found that ozone could react with double bond in the
chemical structure of NEO, which led to the reduction of
NEO accumulation. Meanwhile, ozone can influence myco-
toxin biosynthesis by disturbing the expression of genes
involved in mycotoxin biosynthesis pathway. For diacetoxyscir-
penol (DIA) (a kind of trichothecenes) biosynthesis, the biosyn-
thesis pathway of trichothecenes has been established, and
almost all the Tri genes involved have been confirmed in F.
sporotrichioides and F. graminearum [17]. The Tri gene located
in one genomic locus is referred to as the “FgTri5 cluster” [18].
In the clustered genes,Tri5,Tri4, Tri6,Tri10, andTri101 encode
key factors in trichothecene synthesis [19, 20]. Nevertheless,
information on how ozone influences DIA biosynthesis by reg-
ulating gene expression is limited.

In this study, we treated the pathogen of F. sulphureum
with gaseous ozone (2mgL-1) and then inoculated with
potato tuber; we found that potato dry rot caused by
ozone-treated F. sulphureum was markedly suppressed.
Therefore, the aim of this study was to evaluate the effects

of ozone treatment on the inhibition of potato dry rot and
the accumulation of diacetoxyscirpenol (DIA). The detailed
mechanism of action was analyzed.

2. Materials and Methods

2.1. Fungal Pathogen and O3 Treatment Method. The Fusar-
ium sulphureum pathogen was provided by the Institute of
Plant Protection, Gansu Academy of Agricultural Sciences,
Lanzhou, China. The pathogen was grown on potato dex-
trose agar (PDA) for 7 days for further use. The spore sus-
pension was prepared and adjusted to a concentration of
1 × 106 CFUmL−1 according to the method of Li et al. [21].

Ozone treatment was based on the method of Li et al. [21].
Ozone generator (OSAN, Aoshan Huanbao Technology Indus-
try Co. Ltd., Dalian, China) was used to produce gaseous ozone.

2.2. Potato Tuber and Treatment. Potato tuber (Solanum
tuberosum) of the original seed “Longshu No. 3” was harvested
commercially from Dingxi, Gansu Province, China, in October
2020. The tubers were pretreated as described by Xing-dong
and Hua-li [22], then kept at -80°C for further experiments.

2.3. Determination of Lesion Area and Disease Incidence. The
sterilized potato tubers were inoculated with ozone-treated
F. sulphureum spore suspension (20μL, 1 × 106 spores
mL−1), then incubated in darkness (24°C, 90% RH). After-
wards, the lesion diameter was measured by the crossover
method after 0, 1, 2, 3, 5, and 7 days calculated based
on πr2. At the same time, the disease incidence rate was
statistically recorded and calculated according to the fol-
lowing formula (1). Each treatment in the experiment
was performed in three replicates of 30 potato tubers.

Disease incidence %ð Þ = number of diseased tubers
number of total tubers × 100%:

ð1Þ

2.4. Analysis of DIA Accumulation in Inoculated Potato
Tuber. The determination of DIA content was based on the
method of Xue et al. [23] with slight modifications. Firstly, F.
sulphureum was treated with ozone (2mgL-1) for 0, 1min,
and 2min, respectively, according to the method of Section
2.1, and the ozone-treated pathogens were centrally inoculated
into potato tubers. After 0, 2, 3, 5, and 7 days of incubation, the
lesion part of the inoculated potato tubers was cut with a ster-
ile knife. Subsequently, DIA was extracted with acetonitrile/
water (84 : 16, v/v) from the lesion part, then purified with a
PriboFast MFC270 column, and finally analyzed by using
UPLC-MS/MS (Waters Acquity Ultra Performance LC Sys-
tem, Waters, Milford, MA) based on our previous publication
[23]. Each treatment in the experiment was performed in three
replicates of 30 potato tubers.

2.5. Malondialdehyde (MDA) Content and Cell Membrane
Integrity Assay. Malondialdehyde (MDA) content and cell
membrane permeability are important indexes that reflect cell
membrane integrity. The determination was based on the
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method of Yang et al. [24], and the MDA content in the fresh
potato tuber was expressed as μmol g-1 FW (fresh weight).

2.6. The Generation Rate of O2·
- and H2O2 Content Assays.

The production rate of O2·- and H2O2 contents was deter-
mined by referring to the method of Bao et al. [25]. The
O2·- production rate was expressed as μmol min-1 g-1 FW,
and H2O2 content was expressed as mmol g−1 FW.

2.7. Enzymatic Activity Assay

2.7.1. Determination of the Activities of Enzymes Involved in
ROS Generation. The activities of NADPH oxidase (NOX)
and superoxide dismutase (SOD) were assayed based on
the kits (Nanjing Jiancheng Bioengineering Institute, A116-
1-1 and A001-4-1). The NOX and SOD activities were
indicated as U mg−1 protein.

2.7.2. Assay of the Activities of Enzymes Involved in ROS
Scavenging. The activities of POD and catalase (CAT) were
assayed based on the kits (Nanjing Jiancheng Bioengineering
Institute, A084-3-1 and A007-1-1). The POD and CAT
activities were indicated as U mg−1 protein.

2.7.3. Assay of the Activities of the Key Enzymes Involved in
AsA-GSH Cycle. The activities of ascorbic peroxidase
(APX) and glutathione reductase (GR) were determined
using the kits (Nanjing Jiancheng Bioengineering Institute,
A123-1-1 and A062-1-1). The APX and GR activities were
indicated as U mg−1 protein.

The activity of dehydroascorbate reductase (DHAR) was
determined using the kit (Suzhou Keming Co., Ltd., Suzhou,
China); DHAR activity was indicated as U mg−1 protein.
Based on the reaction of catalytic reduction of NADH to
ASA and NAD+, the activity of monodehydroascorbate
reductase (MDHAR) was determined according to the kit
(Suzhou Keming Co., Ltd., Suzhou, China). The MDHAR
activity was indicated as U mg−1 protein.

2.8. Gene Expression Analysis. Real-time quantitative PCR
(RT-qPCR) was employed to evaluate the expression level of
the related genes involved in ROSmetabolism and DIA biosyn-
thesis pathway. Total RNA was extracted by RNAiso Plus kit
(B511321, Sangon Biotech) according to the manufacturer’s
instructions. Then, the first strand of complementary DNA
was synthesized by gDNA Eraser Reverse Transcription Kit
(TaKaRa, RR047A). Real-time PCR uses SYBR Premix Ex
Taq™ II kit (TaKaRa Biotechnology). RT-qPCR primers were
designed with Primer Premier 5.0 (Tables 1 and 2). The relative
expression abundance of gene was calculated by the 2-ΔΔCt

method [26]. The experiments were repeated three times.

2.9. Statistical Analysis. Each treatment in the experiment
was repeated three times. Excel 2019 was adopted to cal-
culate the average value and standard deviation of all the
data, and SPSS 21.0 was used to analyze the difference sig-
nificance (p < 0:05). The figures were made with Origin 8.5
(Northampton, MA, USA).

3. Results

3.1. Ozone Treatment Inhibited Potato Tuber Dry Rot
Development and DIA Accumulation. Ozone treatment sig-
nificantly reduced the incidence of dry rot in potato tubers
inoculated with F. sulphureum in a time-dependent manner.
The inhibition effect became more obvious with the exten-
sion of treatment time, and 2min treatment showed the best
inhibition effect. For example, when compared with the con-
trol, the lesion area of tubers treated with ozone for 30 s,
1min, and 2min decreased by 33.5%, 58.9%, and 89.3%,
respectively, on the 7 d after inoculation (Figure 1(a)). The
incidence of dry rot potato decreased by 26.9%, 62.5%, and
87.8% after 30 s, 1min, and 2min of ozone treatment,
respectively, on the 7d after inoculation (Figure 1(b)). Similarly,
ozone treatment reduced DIA accumulation in potato tuber
inoculated with F. sulphureum, and the longer the treatment
time, the more obvious the inhibitory effect. For example, on
the 7th day after inoculation, compared with the control, the

Table 1: Primers for ROS metabolic pathway genes for RT-qPCR
analysis.

Gene Sequence forwards (5′-3′)

GADPH
F: AACGGCAACACCAACTCCTC

R: TAAAACACACGACCGACTGGAA

SOD
F: CCAGTCAACCCTCACAACAA

R: TGACAGAGCCCTTAGCATTTC

NOX
F: ATTGTTACGACGAAGGATCAGG

R: GGCAGCCTTTCCGTTAAGATA

CAT
F: CCATCACCGATAAGGACTTTGA

R: CGCTCAGCGTTGGAAGAATA

POD
F: CTCAAGACAGAACAGCAGGAA

R: CAATCGTAGCGAGACTCTTATGG

APX
F: CAGTTCCCGCTGGCTTAATA

R: CTGGTGAGGACTGTTGTGTT

GR
F: CAGAAGGGACCAACAAACTACA

R: GCATCTCACCACTACCCAATC

Table 2: Primers for DIA synthesis pathway gene RT-qPCR
analysis.

Gene Sequence forwards (5′-3′)

Β-Tubulin
F: GGTAACCAAATCGGTGCTGCTTTC

R: GATTGACCGAAAACGAAGTTG

Tri 4
F: TAAACGCCCGCGAAGTTCACA

R: TGGTGATGGTTCGCTTCGAG

Tri 5
F: TGCAAGTTCTTTGAGCAGGC

R: CTCCACTAGCTCAATTGAACTTAG

Tri 6
F: FAGCGCCTTGCCCCTCTTTG

R: RAGCCTTTGGTGCCGACTTCTTG

Tri 10
F: FTCTGAACAGGCGATGGTATGGA

R: RCTGCGGCGAGTGAGTTTGACA

Tri 101
F: TTGGGTTTGGACTGGGTAAG

R: TTGCGTACTTTGTCCACTCCT
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content of DIA decreased by 17.4% and 38.2% after ozone treat-
ment for 1 and 2min, respectively (Figure 1(c)).

3.2. Ozone Treatment Decreased Cell Membrane Permeability
and MDA Content in Inoculated Potato Tubers. Cell mem-
brane permeability and MDA content are two important indi-
cators to evaluate cell membrane integrity. It can be seen from
Figure 2 that the cell membrane permeability and MDA con-
tent of potato tubers inoculated with ozone-treated F. sulphur-
eum were significantly lower than those of the control group.
For example, after 7 d of inoculation, compared with the con-
trol, the cell membrane permeability of tubers treated with
ozone for 30 s, 1min, and 2min decreased by 4.5%, 8.4%,
and 11.5%, respectively (Figure 2(a)). Similarly, the content
of MDA in potato tubers inoculated with ozone-treated F.
sulphureum decreased by 7.3%, 14.7%, and 10.7% after ozone
treatment for 30 s, 1min, and 2min, respectively (Figure 2(b)).

3.3. Ozone Treatment Increased O2·
- Production Rate and

H2O2 Content in Inoculated Potato Tubers. The O2·- pro-
duction rate and H2O2 content of potato tubers inoculated
with ozone-treated F. sulphureum were significantly higher

(p < 0:05) than those in the control group. For instance,
after 7 days of inoculation, when compared with control,
O2·- production rate in potato tubers inoculated with
ozone-treated F. sulphureum increased by 22.4%, 53.0%,
and 56.3% after treatment for 30 s, 1min, and 2min,
respectively (Figure 3(a)). The content of H2O2 in inocu-
lated potato tubers increased significantly (p < 0:05) after
ozone treatment. After ozone treatment for 30 s, 1min,
and 2min, the content of H2O2 in potato tubers increased
by 7.7%, 45.2%, and 45.4%, respectively, when compared
with the control (Figure 3(b)).

3.4. Effects of Ozone Treatment on ROS Production-Related
Enzyme Activities and Gene Expressions. ROS is a stress
response of host plants under unfavorable environmental
stress. The excessive accumulation of ROS will lead to oxi-
dative stress in organisms, resulting in oxidative damage
and inactivation or even death of biological cells. NOX
and SOD are two important enzymes that produce O2·-
and H2O2, and NOX is the main producer of O2·-, which
acts as an electron donor to convert extramembrane O2 to
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Figure 1: The effect of ozone treatment on the potato lesion area (a), disease incidence (b), and accumulation of DIA (c). Bars indicate
standard errors (±SE). Different letters represent as significant difference of same day (p < 0:05).
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O2·-. It can be seen from Figure 4 that the NOX activity
and gene expression increased first and then decreased
with the extension of incubation time. After ozone treat-
ment for 2min, NOX activity and gene expression peaked
at 3 d, increasing by 24.2% and 12.5%, respectively, com-
pared with the control (Figures 4(a) and 4(b)). To avoid
oxidative stress caused by excessive ROS and keep redox
homeostasis, plants have evolved an adaptive mechanism
to regulate the metabolic balance of ROS in organisms.
SOD catalyzes O2·- disproportionation to produce H2O2
and O2, which is the first line of defense for oxidative
stress. After 5 d of inoculation, the SOD activity and its
gene expression were increased by 13.1% and 11.5%,
respectively, after 2min of ozone treatment (Figures 4(c)
and 4(d)). These results suggested that ozone treatment
increased ROS production-related enzyme activities and
gene expressions.

3.5. Effects of Ozone Treatment on ROS Scavenging-Related
Enzyme Activities and Gene Expressions. POD and CAT are
two key enzymes in scavenging H2O2; POD and CAT can con-
vert H2O2 into H2O and O2. The results indicate that the activ-
ities of POD, CAT, and their corresponding gene expressions in
tubers inoculated with ozone-treated F. sulphureum signifi-
cantly increased compared with their corresponding control.
POD enzyme activity and its gene expression increased by
15.8% and 14.1% on the 7th day, respectively, compared with
the control group (Figures 5(a) and 5(b)). The CAT enzyme
activity and gene expression were enhanced by 45.4% and
12.3% on the 7th day after ozone treatment for 2min, compared
with the control group (Figures 5(c) and 5(d)). These results
suggest that ozone treatment increased ROS scavenging-
related enzyme activities and gene expressions, thereby activat-
ing the ROS metabolism and avoiding the oxidative damage to
cell membrane due to excessive ROS accumulation in tubers.
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Figure 2: Effects of ozone treatment on cell membrane permeability (a) and MDA content (b) of potato tubers. Bars indicate standard errors
(±SE). Different letters represent as significant difference of same day (p < 0:05).
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Different letters represent as significant difference of same day (p < 0:05).
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3.6. Ozone Treatment Improved Enzyme Activities and Gene
Expressions Involved in AsA-GSH Cycle. APX and GR are
key enzymes involved in AsA-GSH cycle and play crucial
roles in maintaining ascorbic acid (AsA) and glutathione
(GSH) levels; APX is the first enzyme that converts H2O2
to H2O catalyzed AsA. DHAR catalyzed dehydroascorbic
acid (DHA) to AsA under the electron-donating condition
of GSH and oxidized GSH to oxidized glutathione (GSSG).
Under the action of GR, GSSG is then reduced to GSH.
APX, MDHAR, DHAR, and GR are involved in AsA-GSH
cycle. As a regulator of redox balance in plants, they play
crucial roles in maintaining AsA and GSH levels. In this
study, the APX activity gradually increased with prolonged
ozone treatment time, and the activities of MDHAR, DHAR,
and GR increased first and then decreased with the exten-
sion of ozone treatment time. After ozone treatment for

2min, APX activity increased by 26.6% on 7d, compared
with the control group (Figure 6(a)). Gene expression of
APX increased by 28.0% on the 5th day, compared with
the control (Figure 6(e)). After ozone treatment for 2min,
MDHAR activity increased by 41.5% on the 5 d, and the
activity of DHAR increased by 56% on 3d (Figures 6(b)
and 6(c)). GR activity peaked on 5d after 2min of ozone
treatment; the enzyme activity and gene expression of GR
increased by 24.1% and 43.5% compared with the control
groups (Figures 6(d) and 6(f)).

3.7. Effect of Ozone Treatment on Gene Expressions Involved
in DIA Biosynthesis Pathway in Inoculated Potato Tuber.
The biosynthesis of DIA begins with farnesyl pyrophosphate
(FPP) which is regulated by key genes Tri4 and Tri5 and
major regulatory genes Tri6, Tri10, and Tri101. Under a
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Figure 4: The effect of ozone treatment on the activities of NOX (a) and SOD (c) and gene expressions of NOX (b) and SOD (d) in potato
tubers. Bars indicate standard errors (±SE). Different letters represent as significant difference of same day (p < 0:05).
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series of enzymatic reactions, FPP is synthesized through a
series of chemical reactions such as oxidation and esterifica-
tion. Ozone treatment downregulated the expression of
genes related to DIA biosynthesis pathway. On 7d after
inoculation, Tri4, Tri5, Tri6, and Tri10 genes were downreg-
ulated by 70.7%, 74.18%, 7.6%, and 51.75%, respectively
(Figures 7(a)–7(d)). Tri101 gene downregulated 50.0% on
3d after inoculation (Figure 7(e)).

4. Discussion

Ozone, a strong oxidant, can effectively manage the posthar-
vest decay of fruits and vegetables [27]. In this study, we
found that ozone treatment inhibited the development of
dry rot and accumulation of DIA in potato tubers inoculated
with F. sulphureum (Figure 1). This result is consistent with
Ong’s report [28], who suggested that ozone fumigation sig-
nificantly inhibited anthracnose disease incidence of papaya
caused by Colletotrichum gloeosporioides. Xue et al. [16] also
proved that ozone treatment not only controlled Fusarium

rot of muskmelon but also reduced NEO accumulation.
The possible action mechanism of ozone application can
be attributed to the activation of ROS metabolism and the
modulation of DIA biosynthesis pathway.

4.1. Ozone Treatment Maintained Cell Membrane Integrity
by Activating ROS Metabolism. Cell membrane is a biomem-
brane with phospholipid bilayer structure, which is the pro-
tective barrier of organism cells and plays a significant role
in maintaining the balance of intracellular and extracellular
environment, protecting the function of cell membrane such
as energy supply, material exchange, and information trans-
mission, to orderly coordinate cell life activities [29]. In this
study, cell membrane permeability of potato tubers inocu-
lated with ozone-treated F. sulphureum was lower than that
of untreated group (Figure 2(a)). MDA content is a momen-
tous indicator to evaluate the degree of membrane lipid per-
oxidation. MDA content was significantly lower than that of
the control group after ozone treatment (Figure 2(b)). The
above results pointed out that ozone treatment significantly

0.0

0.5

1.0

1.5

2.0

2.5

3.0

Time after inoculation (d)
0 1 2 3 5 7

 0
 30 s

 1 min
 2 min

AAAA AB DC A
BA A

B
ABB

A
BCC

A

B A
B

PO
D

 ac
tiv

ity
 (U

 m
g–1

 F
W

)

(a)

0.0

0.5

1.0

1.5

2.0

2.5

3.0

PO
D

 g
en

e e
xp

re
ss

io
n 

Time after inoculation (d)
0 1 2 3 5 7

0
1 min
2 min

A A A
A B C A

B AA B

A B
C

A B

A

A

(b)

 0
 30 s

 1 min
 2 min

0.0

0.1

0.2

0.3

0.4

0.5

AA AA A
BC

D

A B

CD

AB

D
C A

B

D

C
A

B

C
D

Time after inoculation (d)
0 1 2 3 5 7

CA
T 

ac
tiv

ity
 (U

 m
g–1

 F
W

)

(c)

CA
T 

ge
ne

 ex
pr

es
sio

n 

0
1 min
2 min

0.0

0.5

1.0

1.5

2.0

A A A
A A B C A B

C
A

C
B

C
A

B
A A

Time after inoculation (d)
0 1 2 3 5 7

(d)

Figure 5: The effect of ozone treatment on the activities of POD (a) and CAT (c) and gene expressions of POD (b) and CAT (d) in potato
tubers. Bars indicate standard errors (±SE). Different letters represent as significant difference of same day (p < 0:05).

7Journal of Food Processing and Preservation



inhibited the oxidative damage of cell membrane, reduced
membrane lipid peroxidation, and maintained the cell mem-
brane integrity of the inoculated potato tubers. This result
was in accordance with the report by Liu et al. [30].

ROS has a variety of forms and mainly includes the
single-electron state of O2·- and the double electron reduc-
tion state of H2O2. High concentrations of ROS can attack
the host plasma membrane and react with the unsaturated
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fatty acids of phospholipid bilayer structure to cause oxi-
dative damage through lipid peroxidation, resulting in cell
membrane damage and pathogen invasion [13]. Low con-
centrations of ROS act as signaling molecules regulating
the host defense responses. ROS concentration is a crucial
factor to maintain physiological activities in organisms and
plays a significant role in cell signal transduction and
homeostasis [14]. In this study, we found that O2·- pro-
duction rate in potato tubers inoculated with ozone-
treated F. sulphureum was higher than that of the control
group, and a similar trend was found in H2O2 content
(Figure 3), indicating that ozone treatment activated ROS
metabolism through increasing O2·- production rate and
H2O2 accumulation. These findings are consistent with
the report of Zhao et al. [31], who suggested that ozone-
treated soybean roots led to higher O2·- production rate
and H2O2 content than the control group, which was
ascribed to ozone-induced oxidative stress. O2·- mainly
comes from NOX that can reduce oxygen molecules into
superoxide anion through NADPH-dependent single elec-
tron reduction, thereby regulating the production of super-
oxide anion, which is the main source of ROS in the cell
and the only enzyme that directly produces ROS in the
cell [18]. This study showed that the activity and gene
expression level of NOX in tubers inoculated with ozone-
treated F. sulphureum significantly increased compared
with the control group (Figures 4(a) and 4(b)), which
was in accordance with Kangasjarvi et al. [32], who sug-
gested that the ozone treatment activated NOX activity.
SOD is a metal-containing enzyme that catalyzes the dis-
proportionation reaction of O2·- to produce H2O2 and
O2, which is the first line of defense for organisms to
respond to oxidative stress. In this experiment, we
observed that the activity and gene expression level of
SOD in tuber inoculated with ozone-treated F. sulphureum
significantly enhanced compared with the control group
(Figures 4(c) and 4(d)). A similar study by Piechowiak
and Balawejder [33] pointed out that ozone treatment
increases SOD activity in fruit.

To avoid the excessive accumulation of ROS and the
aggravation of membrane lipid peroxidation, the plant
stimulates its own antioxidant enzyme system to remove
ROS and maintain the homeostasis of oxidation. CAT
and POD can further decompose H2O2 into H2O and O2,
so that cells are protected from ROS damage. CAT exists
in the peroxisome of cells and is a marker enzyme of per-
oxisome and can catalyze the decomposition of hydrogen
peroxide into H2O and O2 [34]. POD can catalyze many
reactions, with the elimination of hydrogen peroxide and
phenols, amines, and aldehydes toxicity of the dual roles.
In this experiment, we observed that the activities and gene
expressions of POD and CAT were markedly higher than
those in the control groups (Figures 5(a)–5(d)). The result
was in accordance with the research report by Zhang
et al. [34], who proved that low concentrations of ozone
treatment stimulated the activities of CAT and POD, main-
tained the cell membrane integrity, and reduced disease in
strawberries during storage. Moreover, Ong and Ali [28]
also indicated that ozone treatment enhanced the activity

of ROS metabolic enzymes in fruit and improved the stress
response of the host, thereby inhibiting the decay of fruits.
Therefore, ozone treatment promoted the accumulation of
ROS, activated ROS metabolism, promoted enzyme activity
and gene expression, and inhibited oxidative stress caused
by the accumulation of ROS.

4.2. Ozone Treatment Activated AsA-GSH Cycle in
Inoculated Potato Tubers. APX, MDHAR, DHAR, and GR
are important enzymes in AsA-GSH cycle, which can be
used as regulators of redox balance in plants and play
important roles in maintaining AsA and GSH levels. APX,
MDHAR, DHAR, and GR are also ROS scavenging enzymes
that play an indispensable role in protecting cells from H2O2
damage. APX and GR are key enzymes. APX exists in chlo-
roplast matrix and is the main enzyme of ROS scavenging
enzymes and reduces H2O2 to H2O through ASA-GSH cycle
reaction under the action of ascorbic acid salt, thereby allevi-
ating the toxicity of ROS to plants [35]. At the same time,
APX is the first enzyme in AsA-GSH cycle that specifically
catalyzes the reaction of AsA with H2O2 to produce MDHA.
DHAR uses the electrons produced by GSH to reduce dehy-
droascorbic acid (DHA) and supply it to AsA. GSH can be
oxidized by DHAR to GSSG. Under the action of GR, GSSG
was subsequently reduced to GSH [35]. The results of this
study showed that the activities of APX, MDHAR, DHAR,
and GR in potato tuber inoculated ozone-treated F. sulphur-
eum were significantly higher than those in the control
group (Figure 6), indicating that APX and GR were involved
in H2O2 removal in early tuber treatment.

4.3. Ozone Treatment Modulation DIA Biosynthesis in
Inoculated Potato Tubers. The occurrence of potato dry rot
is accompanied by DIA accumulation. DIA is a kind of
trichothecene, and the mevalonate pathway supplies a sub-
strate for FPP during the DIA synthesis pathway. For the
synthetic pathway, Tri5 gene encodes trichothecene synthase
which catalyzes the cyclization of FPP to form trichothecene,
which is the first precursor for the synthesis of trichothecene
compounds [36]. After that, under the catalysis of multi-
functional P450 monooxygenase encoded by Tri4 gene,
isotriol is synthesized by four-step oxygenation reaction.
The Tri101 gene encodes isotriol to form isotrichodermin
(ITD) [37, 38]. The results of this study indicate that ozone
treatment downregulated the expressions of Tri4, Tri5,
Tri10, Tri6, and Tri101 genes, which led to lower DIA
biosynthesis. In addition, some studies showed that H2O2
can oxidize the HMGR protein located in membrane. The
HMGR protein is involved in the mevalonate pathway,
which led to downregulating the mevalonate pathway, thus
reducing FPP accumulation [39–41]. FPP is the first sub-
strate for DIA biosynthesis pathway, and lower FPP accu-
mulation will lead to a reduction in the supply of DIA
synthesis substrate, thus reducing DIA biosynthesis [42, 43].

5. Conclusion

The current results demonstrated that 2mgL-1 ozone treat-
ment significantly increased the activities of NOX, SOD,
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POD, and CAT, activated AsA-GSH cycle, and upregulated
the gene relative expression abundance of NOX, SOD,
POD, CAT, APX, and GR in potato tubers inoculated with
F. sulphureum, which maintained the cell membrane integ-
rity of the inoculated tuber, thus inhibiting the occurrence
of potato dry rot. In addition, ozone treatment significantly
inhibited the DIA accumulation by downregulating the rela-
tive expressions of Tri4, Tri5, Tri10, Tri6, and Tri101 genes
involved in DIA biosynthesis pathway. Further studies are
needed to reveal the correlation mechanism between ozone
treatment and DIA accumulation in F. sulphureum.
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in DIA biosynthesis pathway.

Conflicts of Interest

The authors declare no conflict of interest.

Authors’ Contributions

Zhiguang Liu was responsible for writing the original draft
and wrote, reviewed, and edited the manuscript. Huali Xue
was responsible for the data curation and funding acquisi-
tion. Yang Bi was responsible for the project administration
and supervision. Xi Yang was responsible for the methodol-
ogy. Qianqian Zhang was responsible for the conceptualiza-
tion. Qili Liu was responsible for the software. Jiangyang
Chen was responsible for the validation. Mina Nan was
responsible for the formal analysis. Dov Prusky was respon-
sible for the visualization.

Acknowledgments

This work was funded by the Natural Science Foundation of
China (32060566 and 31560475) and the Youth Supervisor
Supporting Fund (GAU-QDFC-2021-09).

References

[1] The Potato Genome Sequencing Consortium, “Genome
sequence and analysis of the tuber crop potato,” Nature,
vol. 475, no. 7355, pp. 189–195, 2011.

[2] O. Lastochkina, A. Baymiev, A. Shayahmetova et al., “Effects of
endophytic Bacillus subtilis and salicylic acid on postharvest
diseases (Phytophthora infestans, Fusarium oxysporum) devel-
opment in stored potato tubers,” Plants, vol. 9, no. 1, p. 76,
2020.

[3] J. Liu, Z. Sun, Y. Zou et al., “Pre- and postharvest measures
used to control decay and mycotoxigenic fungi in potato (Sola-
num tuberosum L.) during storage,” Critical Reviews in Food
Science and Nutrition, vol. 62, no. 2, pp. 415–428, 2022.

[4] W. Z. Wang, F. X. Min, S. Yang et al., “Research progress on
potato dry rot disease in China and its control measures,”
China Vegetables, vol. 4, pp. 22–29, 2020, (in Chinese).
https://kns.cnki.net/kns8/defaultresult/index.

[5] R. Zhang, L. Li, H. Xue et al., “Ca2+ applications affect the phe-
nylpropanoid metabolism in potato tubers induced by T-2
toxin,” Postharvest Biology and Technology, vol. 180, article
111616, 2021.

[6] J. C. Frisvad, U. Thrane, R. A. Samson, and J. I. Pitt, “Impor-
tant mycotoxins and the fungi which produce them,” Advances
in Food Mycology, vol. 571, pp. 3–31, 2006.

[7] G. Q. He, D. C. Liu, and H. Ma, “Screening test of fungicides
against potato Fusarium wilt and dry rot,” Modern Agricul-
tural Science and Technology, vol. 17, pp. 94–98, 2021, (in
Chinese). https://kns.cnki.net/kns8/defaultresult/index.

[8] N. N. Ning, Q. Liu, W. R. Xian, Y. Q. Ma, and Q. Y. Guo,
“Indoor toxicity test of 5 fungicides to dry rot fungi of potato,”
Journal of Qinghai University, vol. 39, no. 1, pp. 31–37, 2021,
(in Chinese).

[9] Q. H. Song, X. Y. Ren, Z. W. Feng, M. R. Du, and R. F. Zhang,
“Screening and safety evaluation of fungicides against potato
dry rot during storage,” Chinese Potato, vol. 33, no. 6,
pp. 364–371, 2019, (in Chinese). https://kns.cnki.net/kns8/
defaultresult/index.

[10] A. Ali, M. K. Ong, and C. F. Forney, “Effect of ozone pre-
conditioning on quality and antioxidant capacity of papaya
fruit during ambient storage,” Food Chemistry, vol. 142,
pp. 19–26, 2014.

[11] N. Matłok, T. Piechowiak, M. Zardzewiały, and M. Balawejder,
“Effects of post-harvest ozone treatment on some molecular
stability markers of Amelanchier alnifolia Nutt. fruit during
cold storage,” International Journal of Molecular Sciences,
vol. 23, no. 19, p. 11152, 2022.

[12] J. F. García-Martín, M. Olmo, and J. M. García, “Effect of
ozone treatment on postharvest disease and quality of different
citrus varieties at laboratory and at industrial facility,” Posthar-
vest Biology and Technology, vol. 137, pp. 77–85, 2018.

[13] X. Zhang, X. Tang, M. Wang, W. Zhang, B. Zhou, and
Y. Wang, “ROS and calcium signaling mediated pathways
involved in stress responses of the marine microalgae Duna-
liella salina to enhanced UV-B radiation,” Journal of

11Journal of Food Processing and Preservation

https://kns.cnki.net/kns8/defaultresult/index
https://kns.cnki.net/kns8/defaultresult/index
https://kns.cnki.net/kns8/defaultresult/index
https://kns.cnki.net/kns8/defaultresult/index


Photochemistry and Photobiology B: Biology, vol. 173, pp. 360–
367, 2017.

[14] N. P. Shetty, H. J. L. Jørgensen, J. D. Jensen, D. B. Collinge, and
H. S. Shetty, “Roles of reactive oxygen species in interactions
between plants and pathogens,” European Journal of Plant
Pathology, vol. 121, no. 3, pp. 267–280, 2008.

[15] A. Luo, J. Bai, R. Li et al., “Effects of ozone treatment on the
quality of kiwifruit during postharvest storage affected by
Botrytis cinerea and Penicillium expansum,” Journal of Phyto-
pathology, vol. 167, no. 7–8, pp. 470–478, 2019.

[16] H. L. Xue, Y. Bi, H. Raza et al., “Detection of NEO in musk-
melon fruits inoculated with Fusarium sulphureum and its
control by postharvest ozone treatment,” Food Chemistry,
vol. 254, pp. 193–200, 2018.

[17] D. W. Brown, S. P. McCormick, N. J. Alexander, R. H. Proctor,
and A. E. Desjardins, “A genetic and biochemical approach to
study trichothecene diversity in Fusarium sporotrichioides and
Fusarium graminearum,” Fungal Genetics and Biology, vol. 32,
no. 2, pp. 121–133, 2001.

[18] M. Kimura, T. Tokai, K. O’Donnell et al., “The trichothecene
biosynthesis gene cluster of Fusarium graminearum F15
contains a limited number of essential pathway genes and
expressed non-essential genes,” FEBS Letters, vol. 539, no. 1–
3, pp. 105–110, 2003.

[19] A. G. Tag, G. F. Garifullina, A. W. Peplow et al., “A novel reg-
ulatory gene, Tri10, controls trichothecene toxin production
and gene expression,” Applied and Environmental Microbiol-
ogy, vol. 67, no. 11, pp. 5294–5302, 2001.

[20] T. Tokai, H. Koshino, N. Takahashi-Ando, M. Sato,
M. Fujimura, and M. Kimura, “Fusarium Tri4 encodes a key
multifunctional cytochrome P450 monooxygenase for four
consecutive oxygenation steps in trichothecene biosynthesis,”
Biochemical and Biophysical Research Communications,
vol. 353, no. 2, pp. 412–417, 2007.

[21] L. Li, H. Xue, Y. Bi et al., “Ozone treatment inhibits dry rot
development and diacetoxyscirpenol accumulation in inocu-
lated potato tuber by influencing growth of Fusarium sulphur-
eum and ergosterol biosynthesis,” Postharvest Biology and
Technology, vol. 185, article 111796, 2022.

[22] L. Xing-dong and X. Hua-li, “Antifungal activity of the essen-
tial oil of Zanthoxylum bungeanum and its major constituent
on Fusarium sulphureum and dry rot of potato tubers,” Phyto-
parasitica, vol. 42, no. 4, pp. 509–517, 2014.

[23] H. Xue, Y. Bi, J. Wei, Y. Tang, Y. Zhao, and Y. Wang, “New
method for the simultaneous analysis of types A and B tricho-
thecenes by ultrahigh-performance liquid chromatography
coupled with tandemmass spectrometry in potato tubers inoc-
ulated with Fusarium sulphureum,” Journal of Agricultural
and Food Chemistry, vol. 61, no. 39, pp. 9333–9338, 2013.

[24] L. Yang, H. Xue, Z. Liu, Q. Liu, Q. Zhang, and M. Nan,
“The effects of different ambient PH on the pathogenicity
of Fusarium sulphureum and reactive oxygen species metab-
olism in F. sulphureum inoculation muskmelon fruits,”
Physiological and Molecular Plant Pathology, vol. 122, article
101893, 2022.

[25] G. Bao, Y. Bi, Y. Li et al., “Overproduction of reactive oxygen
species involved in the pathogenicity of Fusarium in potato
tubers,” Physiological and Molecular Plant Pathology, vol. 86,
pp. 35–42, 2014.

[26] K. J. Livak and T. D. Schmittgen, “Analysis of relative gene
expression data using real-time quantitative PCR and the
2−ΔΔCT method,” Methods, vol. 25, no. 4, pp. 402–408, 2001.

[27] S. Horvitz and M. J. Cantalejo, “Application of ozone for the
postharvest treatment of fruits and vegetables,” Critical
Reviews in Food Science and Nutrition, vol. 54, no. 3,
pp. 312–339, 2014.

[28] M. K. Ong and A. Ali, “Antifungal action of ozone against
Colletotrichum gloeosporioides and control of papaya anthrac-
nose,” Postharvest Biology and Technology, vol. 100, pp. 113–
119, 2015.

[29] W. Gong, Z. Ju, J. Chai et al., “Physiological and transcription
analyses reveal the regulatory mechanism in oat (Avena sativa)
seedlings with different drought resistance under PEG-
induced drought stress,” Agronomy, vol. 12, no. 5, p. 1005,
2022.

[30] Q. Liu, R. Zhang, H. Xue et al., “Ozone controls potato dry rot
development and diacetoxyscirpenol accumulation by target-
ing the cell membrane and affecting the growth of Fusarium
sulphureus,” Physiological and Molecular Plant Pathology,
vol. 118, article 101785, 2022.

[31] T. H. Zhao, Y. H. Cao, Y. Wang, Z. Dei, Y. O. Liu, and B. Liu,
“Effects of ozone stress on root morphology and reactive oxy-
gen species metabolism in soybean roots,” Soybean Science,
vol. 31, no. 1, pp. 52–57, 2012, (in Chinese). https://kns.cnki
.net/kns8/defaultresult/index.

[32] J. Kangasjarvi, P. Jaspers, and H. Kollist, “Signalling and cell
death in ozone-exposed plants,” Plant, Cell & Environment,
vol. 28, no. 8, pp. 1021–1036, 2005.

[33] T. Piechowiak and M. Balawejder, “Impact of ozonation
process on the level of selected oxidative stress markers in
raspberries stored at room temperature,” Food Chemistry,
vol. 298, article 125093, 2019.

[34] H. Zhang, K. Li, X. Zhang et al., “Effects of ozone treatment on
the antioxidant capacity of postharvest strawberry,” RSC
Advances, vol. 10, no. 63, pp. 38142–38157, 2020.

[35] L. Song, J. Wang, M. Shafi et al., “Hypobaric treatment effects
on chilling injury, mitochondrial dysfunction, and the ascor-
bate–glutathione (AsA-GSH) cycle in postharvest peach fruit,”
Journal of Agricultural and Food Chemistry, vol. 64, no. 22,
pp. 4665–4674, 2016.

[36] C. M. Flynn, K. Broz, W. Jonkers, C. Schmidt-Dannert, and
H. C. Kistler, “Expression of the Fusarium graminearum terpe-
nome and involvement of the endoplasmic reticulum-derived
toxisome,” Fungal Genetics and Biology, vol. 124, pp. 78–87,
2019.

[37] M. Kimura, T. Tokai, N. Takahashi-Ando, S. Ohsato, and
M. Fujimura, “Molecular and genetic studies of Fusarium
trichothecene biosynthesis: pathways, genes, and evolution,”
Bioscience, Biotechnology, and Biochemistry, vol. 71, no. 9,
pp. 2105–2123, 2007.

[38] N. Tanaka, R. Takushima, A. Tanaka et al., “Reduced toxicity
of trichothecenes, isotrichodermol, and deoxynivalenol, by
transgenic expression of the Tri101 3-O-acetyltransferase gene
in cultured mammalian FM3A cells,” Toxins, vol. 11, no. 11,
p. 654, 2019.

[39] M. R. Branco, H. S. Marinho, L. Cyrne, and F. Antunes,
“Decrease of H2O2 plasma membrane permeability during
adaptation to H2O2 in Saccharomyces cerevisiae,” Journal of
Biological Chemistry, vol. 279, no. 8, pp. 6501–6506, 2004.

[40] N. S. Geweely, H. A. M. Afifi, S. A. Abdelrahim, and S. Y. M.
Alakilli, “Novel comparative efficiency of ozone and gamma
sterilization on fungal deterioration of archeological painted
coffin, Saqqara excavation, Egypt,” Geomicrobiology Journal,
vol. 31, no. 6, pp. 529–539, 2014.

12 Journal of Food Processing and Preservation

https://kns.cnki.net/kns8/defaultresult/index
https://kns.cnki.net/kns8/defaultresult/index


[41] E. Torlak, “Use of gaseous ozone for reduction of ochratoxin A
and fungal populations on sultanas,” Australian Journal of
Grape and Wine Research, vol. 25, no. 1, pp. 25–29, 2019.

[42] T. K. Mohanta, T. Bashir, A. Hashem, E. F. Abd_Allah, A. L.
Khan, and A. S. Al-Harrasi, “Early events in plant abiotic stress
signaling: interplay between calcium, reactive oxygen species
and phytohormones,” Journal of Plant Growth Regulation,
vol. 37, no. 4, pp. 1033–1049, 2018.

[43] S. Sharma, M. Ahmed, and Y. Akhter, “The molecular link
between tyrosol binding to Tri6 transcriptional regulator and
downregulation of trichothecene biosynthesis,” Biochimie,
vol. 160, pp. 14–23, 2019.

13Journal of Food Processing and Preservation


	Reactive Oxygen Species Metabolism and Diacetoxyscirpenol Biosynthesis Modulation in Potato Tuber Inoculated with Ozone-Treated Fusarium sulphureum
	1. Introduction
	2. Materials and Methods
	2.1. Fungal Pathogen and O3 Treatment Method
	2.2. Potato Tuber and Treatment
	2.3. Determination of Lesion Area and Disease Incidence
	2.4. Analysis of DIA Accumulation in Inoculated Potato Tuber
	2.5. Malondialdehyde (MDA) Content and Cell Membrane Integrity Assay
	2.6. The Generation Rate of O2·- and H2O2 Content Assays
	2.7. Enzymatic Activity Assay
	2.7.1. Determination of the Activities of Enzymes Involved in ROS Generation
	2.7.2. Assay of the Activities of Enzymes Involved in ROS Scavenging
	2.7.3. Assay of the Activities of the Key Enzymes Involved in AsA-GSH Cycle

	2.8. Gene Expression Analysis
	2.9. Statistical Analysis

	3. Results
	3.1. Ozone Treatment Inhibited Potato Tuber Dry Rot Development and DIA Accumulation
	3.2. Ozone Treatment Decreased Cell Membrane Permeability and MDA Content in Inoculated Potato Tubers
	3.3. Ozone Treatment Increased O2·- Production Rate and H2O2 Content in Inoculated Potato Tubers
	3.4. Effects of Ozone Treatment on ROS Production-Related Enzyme Activities and Gene Expressions
	3.5. Effects of Ozone Treatment on ROS Scavenging-Related Enzyme Activities and Gene Expressions
	3.6. Ozone Treatment Improved Enzyme Activities and Gene Expressions Involved in AsA-GSH Cycle
	3.7. Effect of Ozone Treatment on Gene Expressions Involved in DIA Biosynthesis Pathway in Inoculated Potato Tuber

	4. Discussion
	4.1. Ozone Treatment Maintained Cell Membrane Integrity by Activating ROS Metabolism
	4.2. Ozone Treatment Activated AsA-GSH Cycle in Inoculated Potato Tubers
	4.3. Ozone Treatment Modulation DIA Biosynthesis in Inoculated Potato Tubers

	5. Conclusion
	Abbreviations
	Data Availability
	Additional Points
	Conflicts of Interest
	Authors’ Contributions
	Acknowledgments



