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VH4-34 lineage in the human tonsil
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CDR Change Analysis

| |Conserved to Germline | Common to All | Variations Across Samples
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Heavy chain clonal family from a 2-week old zebrafish



Amino Acid Substitutions
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Substitutions by Region
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Total Amino Acid Substitutions
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Intermediate Node Names
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CDR Change Analysis

| | Conserved to Germline |Cnmmo:n to All | Variations Across Samples
(CDR1| | |

ICDR2 |655 57V.58G |56:KPQS,64-DI

|CDR3 |l{]5A,l 10G,111A 112F,113D,114Y 115W 116G |lﬂﬁR | 107:EE 108:-AIR_109-DY 117-EK




Developmental lineage of the HIV bnAb CAP256-VRC26 over 8 timepoints



Amino Acid Substitutions




Substitutions by Region
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CDR Change Analysis

Conserved to

Common

Variations Across Samples

Germline to All
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|CDR2 | |56t—EILMTVX,S T--AGHLNPRSTWX 58--DFGHELNPSTXY 39--ADEGHNPRSV.62--ADEGRS 63 -ADGHIKEMNQRSTVXY 64--ADEFGHIKLNQRSTXY 65 * - DEFIKMNQRSTXY
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