
GO:0000166
nucleotide binding

0.005813
144 / 1040

GO:0000988
transcription factor...

0.363784
61 / 380

GO:0000989
transcription factor...

0.311837
61 / 375

GO:0003674
molecular_function

1.000000
625 / 4566

GO:0003676
nucleic acid binding

0.972972
235 / 1802

GO:0003677
DNA binding

0.963410
141 / 1149

GO:0003682
chromatin binding

0.068491
60 / 296

GO:0003684
damaged DNA binding

0.003226
2 / 42

GO:0003712
transcription cofact...

0.732104
50 / 329

GO:0003713
transcription coacti...

0.008553
29 / 201

GO:0003824
catalytic activity

0.332583
290 / 2311

GO:0004012
phospholipid−translo...

0.003978
2 / 11

GO:0005085
guanyl−nucleotide ex...

0.339702
29 / 145

GO:0005088
Ras guanyl−nucleotid...

0.412134
24 / 105

GO:0005089
Rho guanyl−nucleotid...

0.166937
14 / 41

GO:0005215
transporter activity

0.742669
36 / 374

GO:0005319
lipid transporter ac...

0.603984
3 / 29

GO:0005488
binding

0.035665
606 / 4374

GO:0005515
protein binding

0.021316
543 / 3927

GO:0005548
phospholipid transpo...

0.756069
2 / 21

GO:0016462
pyrophosphatase acti...

0.112561
43 / 386

GO:0016787
hydrolase activity

0.084259
118 / 1005

GO:0016817
hydrolase activity, ...

0.126001
43 / 387

GO:0016818
hydrolase activity, ...

0.126001
43 / 387

GO:0016887
ATPase activity

0.064893
26 / 233

GO:0017016
Ras GTPase binding

0.007685
31 / 182

GO:0017111
nucleoside−triphosph...

0.067489
41 / 372

GO:0019899
enzyme binding

0.002346
160 / 1146

GO:0022892
substrate−specific t...

0.615430
29 / 298

GO:0030234
enzyme regulator act...

0.000441
57 / 399

GO:0030676
Rac guanyl−nucleotid...

0.003121
6 / 13

GO:0031267
small GTPase binding

0.594219
33 / 190

GO:0031491
nucleosome binding

0.002082
17 / 66

GO:0032403
protein complex bind...

0.017011
79 / 504

GO:0036094
small molecule bindi...

0.760139
150 / 1125

GO:0042623
ATPase activity, cou...

0.206636
18 / 177

GO:0042802
identical protein bi...

0.000435
91 / 689

GO:0043492
ATPase activity, cou...

0.073013
5 / 45

GO:0044877
macromolecular compl...

0.038757
120 / 759

GO:0051020
GTPase binding

0.102375
35 / 206

GO:0097159
organic cyclic compo...

0.961931
317 / 2381

GO:0098772
molecular function r...

0.515845
76 / 543

GO:1901265
nucleoside phosphate...

0.832756
144 / 1042

GO:1901363
heterocyclic compoun...

0.963739
316 / 2372


